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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



August 15, 2006, 00:46:44 ; Search time 3886 Seconds 

(without alignments) 
12519.905 Million cell updates/sec 

US-10-663-433-1 
6978 

1 atgaagaaaggttctcaaca agaatgcctcagccagatga 6978 



Scoring table: IDENTITY_NUC 

Gapop 10.0 , Gapext 1.0 



Searched: 



5244920 seqs, 3486124231 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



10489840 
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N_Geneseq_8 : * 
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geneseqnl980s : * 
geneseqnl990s : * 
geneseqn2000s : * 
geneseqn2001as : * 
geneseqn2001bs : * 
geneseqn2002as : * 
geneseqn2002bs : * 
geneseqn2003as : * 
geneseqn2003bs : * 
geneseqn2003cs : * 
geneseqn2003ds : * 
geneseqn2004as : * 
geneseqn2004bs : * 
geneseqn2005s : * 
geneseqn2006s : * 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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RESULT 1 
ADM06774 
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ID ADM06774 standard; cDNA; 6978 BP. 
XX 

AC ADM06774; 
XX 

DT 17-JUN-2004 (first entry) 
XX 

DE Human centriolin cDNA, SEQ ID NO:l. 
XX 

KW Human; centriolin; centrosome component; cytokinesis; S phase entry; 

KW cell cycle; cell division; cell proliferative disorder; cancer; 

KW leukaemia; psoriasis; Hodgkin's disease; lymphoma; myelofibrosis; 

KW polycythemia vera; cytostatic; antipsoriatic ; ant i sense gene therapy ,- 

KW chromosome 9q34 . 11-34 . 13 ; gene; ss. 

XX 

OS Homo sapiens . 
XX 

FH Key Location/Qualifiers 

FT CDS 1. .6978 

FT 7*tag= a 

FT /product= "Centriolin" 

XX 

PN WO2004024887-A2 . 
XX 

PD 25-MAR-2004 . 
XX 

PF 15-SEP-2003; 2003WO-US028985 . 
XX 

PR 13-SEP-2002; 2002US- 0410520P . 
XX 

PA (UYMA-) UNIV MASSACHUSETTS . 
XX 

PI Doxsey SJ; 
XX 

DR WPI; 2004-329475/30. 

DR P-PSDB; ADM06775. 

DR GENBANK; AF513978. 
XX 

PT New centrosome nucleic acid molecules, useful for treating cancer, 

PT leukemia, psoriasis, Hodgkin's disease, lymphoma, myelofibrosis, 

PT polycythemia vera, or another cell proliferative disorder. 

XX . 

PS Claim 1; SEQ ID NO 1; 107pp ; English. 
XX 

CC The invention relates to human centriolin (ADM06775) and nucleic acids 

CC encoding it (ADM06774) . Centriolin and pericentrin-B are both core 

CC centrosome components required for progression through cytokinesis and 

CC entry into the S phase of the cell cycle. The invention also relates to a 

CC method of reducing cell division by administering to a cell a centriolin 

CC or pericentrin-B modulator (particularly a RNAi (interfering RNA) , siRNA 

CC (short interfering RNA) , antisense nucleic acid, ribozyme or antibody) 

CC effective to disrupt microtubule organisation; and a method of treating 

CC abnormal centrosome function in a cell by administering to the cell an 

CC amount of centriolin or pericentrin-B effective to restore normal 

CC centrosome function. The nucleic acid molecules and methods are useful 

CC for treating cancer, leukaemia, psoriasis, Hodgkin's disease, lymphoma, 

CC myelofibrosis, polycythemia vera, or other cell proliferative disorders. 

CC The present sequence represents cDNA encoding human centriolin. 

XX 

SQ Sequence 6978 BP; 2552 A; 1330 C; 1672 G; 1424 T; 0 U; 0 Other; 

Query Match 100.0%; Score 6978; DB 12; Length 6978; 
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Best Local Similarity 100.0%; Pred. No. 0; 

Matches 6978; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 ATGAAGAAAGGTTCTCAACAAAAAAT ATT CTCCAAAGCAAAGATAC CATC ATCATCTCAC 60 

IIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIIMII 

Db 1 ATGAAGAAAGGTTCTCAACAAAAAAT ATTCTCCAAAGCAAAGATACCATCATCATCTCAC 60 

Qy 61 TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 12 0 

MINIM Mill III I II Mill II III I II II II 1 1 MINI III II 1 1 II II I Ml 

Db 61 TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 12 0 

Qy 121 TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 180 

1 1 1 1 1 1 M 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 M I 

Db 121 TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 180 

Qy 181 GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 24 0 

IMIMMMIMIMMIIIIMMIMIIIIIMIIMMIIIMIIMIMIIMM 

Db 181 GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 24 0 



Qy 241 AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 300 

I I I I I I I I t I I I I i I I I I I 1 I I 1 I I I I I I I I I I I t 1 1 I I I 1 I I I i I 1 I I I I 1 I I I I I I I I 
Db 241 AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 300 

Qy 301 AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 360 

IIIIMMIIIIIIIIMIII IIMIIMIIIIIIMI MIIIIIMIIMI Illlllll 

Db 301 AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 360 

Qy 361 TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 42 0 

I II I I M I II I I I II II I II II II I I I II I I I I I II I I I I II II I II I I I II I I I I I II I 
Db 361 TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 42 0 

Qy 421 GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 480 

I II I I I M I I I I II I II I I I I II I M I I II I I I II I I I I II I I II I I I II I II I I I I I M 
Db 421 GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 48 0 

Qy 481 AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 54 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 481 AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 54 0 

Qy 541 ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 600 

I I I II I I I II I I I II II II I I I I I M I I I I I I I I M II I M I I II II I I I I I I I I II I II 
Db 541 ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 600 

Qy 601 AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACCGCTTCAAGATTTG 660 

I I II I I II I I I II I I I I M I I I I I I II I I I I I I II I II I II I I I I II I II II I I I I I I M 
Db 601 AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACCGCTTCAAGATTTG 660 

Qy 661 ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 72 0 

1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 M 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 M I 

Db 661 ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 72 0 

Qy 721 ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 780 

1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 M 1 1 M I M II M 1 1 1 1 M I 

Db 721 ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 780 

Qy 781 CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 84 0 

I I II II II I I I I I I II I II I I I I II II I I II I I I I II I I I I I II I II I I II I I I I I I I II 

Db 781 CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 84 0 

Qy 841 AAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAGGAAATT 900 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 E 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 
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Db 


841 


AAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAGGAAATT 
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f)V 

wy 


j \j ±. 


AAAAATPAAPATAAATTPAATAAATPATTAAAAPAPPAPPPPATGTTAPAnAAAPAPAPP 


96 0 

-7 O VJ 






1 II II II II 1 1 1 1 II 1 1 1 1 II Ml II II II II II 1 1 1 1 II 1 1 1 1 1 II II 1 II 1 1 1 1 1 1 II 




Db 


901 


AjyuVATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAACAGAGC 


960 


Pv 

wy 


961 

-7 D X 


TPTPAPPAAPTPAAPAPTPAPTTAAAPAPAAAAAATPAATTPPTAAAAPAPAAPAPPATA 


1 090 




1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


961 


TGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAGACCATA 


1020 


wy 


1091 


PA ATTAAPAPPAPPATPTPAPAAPPAATATPAPPTPPA APAPPA ATTPPPPTTTTATA A A 


i oao 




IIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 




Db 


1021 


GAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTTTATAAA 


1080 


wy 


1 Oft 1 


ATTPATPPTA A ATTTPAPPPAPTA AATTATTATPPATPAPAPTATPPTPA A ATTPATA A A 


114 0 
1 1ft U 




IIIIIIIIIIIIIIMIIMIIIIMIIIilllllMIIMIIIIIIMIIIIIIIIIII 




Db 


1081 


ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 


1140 


wy 


1141 
1 1 ft 1 


PPPPPAPATPAAAPPPPTTAPATTPPPAAATPPAPATAPA APAPA A AT ATPTTTPPPAP A 


i 9 n o 




Ml II II 1 i 1 1 1 1 II II 1 III 1 1 1 II II II 1 1 1 1 1 1 1 1 II II 1 1 1 II II 1 II 1 1 1 1 II II 




Db 


1141 


GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 


1200 


wy 


i 9 o i 


PAPAPTTATATTATTPAPAPTPPTPAPPPAPTAPAPATPA APA APATPPAPPPAPATPA A 


I960 
1 z o u 




MIMM MM M 1 MM 1 Mill II 1 1 1 1 1 II 1 II 1 1 MM II II Ml 1 1 1 Ml 1 




Db 


1201 


GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 


1260 


wy 


1961 

-L Z, D X 


PAAPTTAPA AATPATPAPATPAAPTTPAPAPPPPAPAPAPPAPTPPAPAPPPA APTPPAA 


1790 




M 1 1 1 II 1 1 1 II II II 1 1 1 1 1 1 1 II 1 1 II 1 1 II 1 1 1 II 1 1 1 1 II M 1 1 1 1 1 M M M 1 II 




Db 


1261 


CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 


1320 


wy 


17 91 


PAPA A APA A AAA A A A AT A APTPPAPP APAA APTPPAPT ATPAPA APTPPATPATPA A AT A 


i 7 ft n 




IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 




Db 


1321 


GACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATA 


1380 


wy 


1 7 p 1 

1j O 1 


PA A A aPPP APA APA APA A ATTTTP APaPPT APTP A APA ATTT A A aPa APTPP A APA APPT 
Vj.H-riiAiAOoV^.riVj.rir^ 1111 urtUrtuL 1 1 \^r\r\\3r\r\ 111 r\r\r\\^r\r\\^. 1 VjVj/\rtVj.HJAVjV_. 1 


i a a o 

Iftfi u 




1 ! 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 




Db 


1381 


GAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCT 


1440 


wy 


1ft ft J. 


a Tar 1 a arTa a a a a apaTTTPapa appapppa a aparrTTPTTTira arrarTTpapTPPT 

H. 1 1 .HJArli\/\/\Vj,rY 111 v~.rlVj.rlr\VjV^/\ovj\j.r^ 1 1L1 1 1 ALAAbLAu 1 -L 1 1 


1 jUU 






IIIIIIMMIIMMIIIIIIIMIIIIMIIIIIMIIIIIIIIIMIIIIIIMIII 




Db 


1441 


ATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 


1500 


wy 


i roi 


APAPTAPA APTTPTA A ATA A ATT A PPPPAPP A APPTPTPPATPTAPa a PTPPAPATPP A A 


1DO U 






1 1 1 1 1 1 II M II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 M 1 1 




Db 


1501 


AGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAA 


1560 


Ov 

wy 


1 ^61 

J. 3 D JL 


A APPAAAAPPAPPAAATTPPPPPAAAPPAPAAPPAPATTA APPAPPTPPA AATAPPPATA 

/lnu\-rtrv\nvj^rtO\Jrt/lni 1 X uLUuU/V^o^rtortrtuuriun X X r\r\\J\Jr\ V_\_ X VjV~ /Art/A X nuv, V_r\ X r\ 


1 690 

J. D VJ 






1 MIMIIMI 1 ! Ml MM 1 1 II 1 II 1 1 M M II II 1 1 1 1 1 II II II II 




Db 


1561 


AAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATA 


1620 


wy 


1691 


PATAPPPTPPATTPPAAAPAPPPAAAAPATTPPPATATPA APPPTPAAAAPAPPPPTAAA 

unlnvJLtlUOnl X v^./ArArA\jj/A*wV_. x 1 LUtn 1 n 1 Onnuvjt 1 LnnnnonvJLuO 1 nnn 


1 6ft 0 

X, O O VJ 






1 II II 1 M 1 II 1 1 1 1 1 1 II 1 1 II III II 1 M II Ml II 1 1 1 Ml II II 1 1 MM 1 1 II 1 1 




Db 


1621 


GATAGCCTGGATTCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAA 


1680 


wy 


1 6ft 1 

J. D O X 


PAAPAAPAPPTTPAPATTATPAAPAAPPAPTAPPAAPA APTTPA A APTPPTTTPPATPAP 

vjiArt trArt \_../A\JI v- X X \Jr\\~r\ 1 Inl VJ.MJAV-. r\t\\J\^r\\J X rtV^V^.rirt V~.ttJjAV_. 1 1 VjrtJAfAVj 1 1 X X \j\jr\ 1 VjiAVj 


174 0 
1 / 1 u 






1 1 1 1 1 1 1 i [ 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 M 1 1 II II 1 II II 1 1 1 1 1 1 II 1 1 1 II 1 II 1 1 II 1 II II 1 II 1 II 1 1 II II II 1 1 II 1 1 




Db 


1681 


GAACAACAGCTTGACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAG 


1740 


Qy 


1741 


ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 


1800 






1 II 1 II 1 II II 1 1 1 Ml III M 1 III II 1 1 1 1 1 II 1 II II II 1 1 1 1 1 II III 1 1 1 1 1 1 II 




Db 


1741 


ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 


1800 
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Qy 


1801 


GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 


1860 






II 1 1 1 II 1 1 II 1 1 1 1 1 1 II II III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II 1 1 1 1 1 1 1 1 II II II 1 1 






1801 


GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 


1860 


Qy 


1861 


TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 


1920 






II 1 II 1 1 1 Ml 1 1 II 1 1 II II MM 1 II II II 1 1 1 1 II II II II 1 1 II 1 1 II II II II II 




Db 


1861 


TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 


1920 


Qy 


1921 


AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 


1980 






II 1 II 1 1 II II Ml II 1 II Ml MM II II 1 1 1 II 1 II 1 1 II 1 1 1 1 II 1 1 II II 1 1 III 1 




Db 


1921 


AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 


1980 


Qy 


1981 


GACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTA 


2040 






1 1 M 1 M 1 1 II II 1 M 1 II II Ml II M M II II 1 Mill II II II II II II II II MM 




Db 


1981 


GACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTA 


2040 


Qy 


2041 


GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 


2100 






1 1 II 1 1 1 1 1 II 1 1 1 M 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 II II II 1 




Db 


2041 


GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 


2100 


Qy 


2101 


CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 


2160 






III 1 III MM II MM II Mill II MM II III INI III 111 III MM MM II II 




Db 


2101 


CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 


2160 


Qy 


2161 


CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 


2220 






1 1 II 1 II 1 III 1 1 1 II 1 II II 1 II II II M II Ml Mill III 1 1 1 1 1 II M II 1 1 1 1 1 1 




Db 


2161 


CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 


2220 


Qy 


2221 


CAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTC 


2280 






II II 1 1 II 1 II II 1 II III II Ml MMM M II 1 II 1 MMM II 1 1 1 1 1 1 II II II 1 1 




Db 


2221 


CAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTC 


2280 


Qy 


2281 


TCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGAT 


2340 






II 1 1 1 1 1 II 1 II 1 MMM Mill II II II 1 1 1 1 1 1 1 M 1 II II 1 1 II II II 1 1 II II II 




Db 


2281 


TCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGAT 


2340 


Qy 


2341 


GACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 


2400 






1 1 1 II 1 1 1 II II 1 II II II II 1 MM II II 1 1 M M II II II 1 1 II II II II 1 1 1 II Ml 




Db 


2341 


GACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 


2400 


Qy 


2401 


GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 


2460 






1 1 1 II II 1 II 1 1 1 1 II III II 1 1 1 II Ml 1 II II 1 III M 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 II 1 




Db 


2401 


GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 


2460 


Qy 


2461 


AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 


2520 






1 1 1 II II II 1 1 1 1 MMM II Mill 1 1 II II 1 1 1 II M 1 II II 1 1 II 1 1 M MMM II 




Db 


2461 


AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 


2520 


Qy 


2521 


GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 


2580 






II 1 1 1 1 1 II 1 M 1 1 M 1 1 1 1 1 II 1 1 1 1 1 M 1 1 M 1 1 1 1 M 1 1 II 1 II 1 1 1 1 1 1 II 1 II 1 1 




Db 


2521 


GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 


2580 


Qy 


2581 


GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 


2640 






1 II 1 1 M 1 II II 1 M M II II 1 1 III MM II II 1 1 II II 1 1 II II 1 1 1 1 1 1 II Ml 1 1 1 




Db 


2581 


GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 


2640 


Qy 


2641 


ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 


2700 






1 II 1 Ml 1 1 Ml 1 1 1 1 1 II 1 1 M 1 II 1 1 II M II II M 1 1 II II 1 II 1 1 1 1 1 1 II Ml II 




Db 


2641 


ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 


2700 
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Qy 2701 GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 2760 

I MM llllll lllllll! IMIIIIII MMIMIIIIIIIII II II II MINI MM 

Db 2701 GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 2760 

Qy 2761 GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 2820 

I .:M MINIM 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 MM II llllll MM 

Db 2761 GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 282 0 

Qy 2821 GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 2880 

1 1 II I II I III 1 1 II 1 1 II 1 1 1 II II II 1 1 II I III II I MM 1 1 1 II II II 1 1 M II 1 1 

Db 2821 GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 2880 

Qy 2881 GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 2940 

I I M 1 1 M Ml II II II II 1 1 1 II M III I M I III Ml 1 1 II 1 1 1 II II II 1 1 II 1 1 1 1 

Db 2881 GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 2940 

Qy 2941 AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 3000 

1 1 M I II I II 1 1 1 1 II I II III II I III II II 1 1 III I II MM 1 1 II II II I M I II M . 

Db 2941 AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 3000 

Qy 3001 CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 3060 

MMMIMIMI M M M I M M 1 1 1 1 1 1 M I M M 1 1 M 1 1 1 1 1 1 II MIIIIMM 

Db 3001 CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 3060 

Qy 3 061 GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 3120 

M 1 1 1 M I II 1 1 1 II M 1 1 1 1 1 II II 1 1 II II 1 1 M 1 1 II II II 1 1 1 1 M II I II 1 1 1 I I 

Db 3061 GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 3120 

Qy 3121 GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 3180 

llllll I llllll II MM MMMIMIMI Illlllllllllllll M II llllllll 

Db 3121 GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 3180 

Qy 3181 ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 3240 

II II 1 1 II 1 1 1 II II 1 1 II II MM II I M 1 1 1 1 II II II 1 1 II I II 1 1 1 1 1 1 1 1 1 II II 

Db 3181 ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 3240 

Qy 3241 AATGAGACAATGGAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTC 33 00 

I MM 1 1 1 1 II II II II II II II I II II 1 1 1 1 M II III 1 1 1 II 1 1 II 1 1 1 1 M 1 1 M 1 1 

Db 3241 AATGAGACAATGGAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTC 33 00 

Qy 33 01 ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 3360 

I I MM I II II 1 1 II 1 1 1 1 II III M II II II II Ml I MM II II M II II II II 1 1 II 

Db 33 01 ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 33 60 

Qy 3361 CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 3420 

1 1 Ml II II II 1 1 III II I II I llllll 1 1 II M II 1 1 M Mill II 1 1 1 II II II 1 1 1 1 

Db 3361 CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 34 20 

Qy 3421 GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 3480 

1 1 1 1 1 II 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 II 1 1 1 1 1 

Db 3421 GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 3480 

Qy 34 81 GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 3540 

II 1 1 1 1 1 II II I II I II II M II 1 1 II I II 1 1 llllll 1 1 1 MM 1 1 1 1 M II 1 1 1 II II 

Db 34 81 GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 354 0 

Qy 3541 CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 3600 

I MM M II Ml II I II 1 1 II Mill II II II II M M 1 1 M III II 1 1 1 1 1 II 1 1 1 1 M 

Db 3541 CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 3600 

Qy 3601 GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 36 60 
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1 1 1 1 1 1 Ml 1 1 1 1 ill II 1 1 1 1 M II ill 1 1 1 1 1 1 : III 1 1 1 1 1 1 II 1 1 1 II 1 1 M II 1 1 




Db 


3601 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


3660 


Qy 


3661 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3720 






1 II 1 1 1 1 II 1 M 1 II 1 II 1 1 1 1 1 1 1 1 MM 1 1 II 1 1 II II 1 1 1 II 1 1 II 1 II II II II II 




Db 


3661 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3720 


Ov 


3721 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


3780 




1 MM II 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 II MM MM 1 1 II M 1 1 1 1 II 1 1 1 1 II III 1 II II 




Db 


3721 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


3780 


Ov 


3781 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3840 




1 II 1 II 1 1 1 1 1 1 1 1 M M M II 1 M III 1 II II 1 1 II 1 1 II II II 1 1 1 1 1 Ml 1 1 II II 




Db 


3781 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3840 


Ov 


3841 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 


3900 






1 II II II 1 1 1 1 II III II 1 1 1 II Ml MM M II II II 1 1 1 1 II II 1 II 1 MM 1 1 II II 




Db 


3841 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 


3900 


Qy 


3901 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


3960 




1 II II 1 1 1 1 1 1 II II 1 1 II 1 1 M Ml MM 1 1 1 1 M M 1 1 1 1 II II M II Mill 1 II II 




Db 


3901 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


3960 


Qy 


3961 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


4020 






III III Ml MM MM II 1 III III MM II MM II II II MM II MM MM II II 




Db 


3961 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


4020 


Ov 

vy 


4021 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4080 






i 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4021 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4080 


Ov 


4081 


C AT AATATTGATGAT CT TTTGCAAGAGAAGAAAAGC TT AGAGTGTGAAGT AGAAGAATTA 


4140 






1 II II 1 1 1 1 II 1 1 II Mill 1 1 1 1 1 1 1 1 II 1 M II 1 II M 1 1 II M II 1 1 II 1 1 II MM 




Db 


4081 


CATAATATTGATGATCT TTTGCAAGAGAAGAAAAGC TT AGAGTGTGAAGT AGAAGAATTA 


4140 


Ov 


4141 


CATAGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGT 


4200 






MINI 1 II MM MM II 1 III III II II III II III II II II II II Mill Mill II 




Db 


4141 


CATAGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGT 


4200 


Qy 


4201 


CTT ATGACTG AAC T AGAAAT AG AAAAAT C ACT C AAAC AT CAT GAAG AT AT TGTAGATGAA 


4260 






1 M II 1 1 II II 1 1 1 1 II II 1 1 1 1 1 1 III II 1 II 1 1 1 II M M 1 1 II M 1 II II 1 MM 1 1 




Db 


4201 


CTTATGACTGAACTAGAAATAGAAAAATCACTCAAACAT CAT GAAGATAT TGTAGATGAA 


4260 


Qy 


4261 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4320 






Ml 1 1 1 1 1 1 1 Ml 1 1 II II 1 II M 1 III II 1 1 Ml 1 II M 1 1 II M 1 1 II 1 1 1 1 1 III 1 1 




Db 


4261 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4320 


Qy 


4321 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTT 


4380 






1 II II 1 1 II 1 1 1 II 1 MM M 1 1 1 1 III M MM MM II 1 1 II II II M II 1 1 1 MM 1 




Db 


4321 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTT 


4380 


Qv 


4381 


GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4440 






III II 1 MM 1 1 1 1 1 II II M 1 Ml III M M II 1 M 1 1 1 M II M II II MUM II II 




Db 


4381 


GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4440 


Qy 


4441 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4500 






1 II II M 1 1 II 1 1 1 1 II II II 1 1 II 1 II MM II 1 M 1 Ml 1 M 1 1 II II 1 1 MM 1 1 II 




Db 


4441 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4500 


Qy 


4501 


CTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAA 


4560 






1 M III 1 1 1 II 1 1 1 1 1 Ml II 1 1 1 1 1 II II 1 1 1 Ml 1 1 M II 1 1 II 1 1 1 1 1 M III II II 
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Db 4 501 CTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAA 4560 

Qy 4561 GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAG 4620 

I I I I I I I I I I I I I I I II I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I II I I I 

Db 4561 GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAG 4620 

Qy 4621 GAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAAT 4680 

1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 I ! 1 1 1 1 1 1 1 M M I! 1 1 II 1 1 1 1 1 1 II 1 1 II I! I II Ml I 

Db 4621 GAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAAT 4680 

Qy 4681 GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 4740 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I 

Db 4681 GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 4740 

Qy 4741 GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 4800 

I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I II I I I I I I I I I 

Db 4741 GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 4800 

Qy 4801 AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 4860 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 4801 AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 4860 

Qy 4861 AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 4920 

II II I I III I I I I I I II II II I II I I II II II II I II I I I II I I II I II I I I I III II I I 

Db 4861 AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 4920 

Qy 4921 CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 4 980 

II Ml 1 1 II 1 1 1 1 1 1 II MM I II 1 1 II 1 1 II II 1 1 1 1 1 1 II 1 1 II 1 1 1 II 1 1 Ml 1 1 1 1 

Db 4 921 CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 4 980 

Qy 4981 GTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAG 5040 

M M 1 1 1 II 1 1 II I III II 1 1 1 II 1 1 Ml I II II M II 1 1 II II I II I II 1 1 1 II 1 1 1 II 

Db 4981 GTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAG 5040 

Qy 5041 GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 5100 

Mill 1 1 Ml III I III II Mill I Ml Ml I III I III III I III Ml III I II I III I 

Db 5041 GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 5100 

Qy 5101 ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 5160 

1 1 1 II 1 1 M i 1 1 1 1 1 1 1 II 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II III I Ml M 1 1 

Db 5101 ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 5160 

Qy 5161 CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 5220 

I I I MM 1 1 II II 1 1 II I MM III 1 1 1 MM II II 1 1 1 1 1 1 II I II 1 1 III 1 1 II 1 1 II 

Db 5161 CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 5220 

Qy 5221 GAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTC 5280 

1 1 1 II M 1 1 1 II 1 1 1 II 1 1 II III M 1 1 1 1 II II M II 1 1 1 1 1 1 II 1 1 1 III 1 1 M 1 1 II 

Db 5221 GAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTC 52 80 

Qy 5281 CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 5340 

III II II 1 1 II II 1 1 1 1 1 1 Ml III I II 1 1 IMMM II I II M I II 1 1 Ml II II II II 

Db 5281 CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 534 0 

Qy 5341 TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 54 00 

I I I I I I I I I I I II I I I I I I I I I I I I II I II I II I I I I I I I I I I I I I I I II I I I I I I I I II 

Db 5341 TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 54 00 

Qy 54 01 AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 5460 

II 1 1 II I II 1 1 M II II II II II II 1 1 II I II 1 1 II M I II I I II II II M 1 1 II I II M 

Db 54 01 AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 54 60 
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Qy 


5461 


CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 


5520 






IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIMIIIMIII 




Db 


5461 


CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 


5520 


Qy 


5521 


CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 


5580 






1 II 1 II II 1 1 1 1 1 II II 1 1 1 1 1 1 III II II II 1 1 II 1 II 1 1 1 1 1 II II 1 1 1 1 II II 1 1 1 1 




Db 


5521 


CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 


5580 


Qy 


5581 


GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 


5640 




MINIUM Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 llllllllllll 




Db 


5581 


GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 


5640 


Qy 


5641 


AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 


5700 






llllllllllll III II Mil II III MM II II II II MM II MM Ml III III III 




Db 


5641 


AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 


5700 


Qy 


5701 


CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 


5760 




1 1 1 1 1 1 1 1 1 1 1 1 M 1 II II M Mill II III 1 II 1 1 II M II 1 M 1 II II II M M Ml 1 




Db 


5701 


CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 


5760 


Qy 


5761 


GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 


5820 






1 1 1 II III 1 1 1 II 1 1 MM 1 M II MM II M II II II M 1 II M 1 Ml 1 II II II 1 II 1 




Db 


5761 


GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 


5820 


Qy 


5821 


C TC AAACTAGT C C AACAAGAAATGATGTTT CAGAGACT C C AGAAAGAGAGAGAAAGTGAA 


5880 






III II III 1 1 1 II II II III Mill II 1 II II II II 1 II 1 III 1 MM 1 II 1 II II 1 1 1 1 




Db 


5821 


CTC AAACTAGT C C AACAAGAAATGATGTTT CAGAGACTC C AGAAAGAGAGAGAAAGTGAA 


5880 


Qy 


5881 


GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 


5940 






IIMMMMIMMMMIMMMIMMIMMMMMMMIMMIMMIMI 




Db 


5881 


GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 


5940 


Qy 


5941 


GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 


6000 






Ml II 1 II 1 1 1 II 1 1 II MM 1 Mill 1 II II II II 1 II 1 II 1 II III 1 1 1 1 MM II 1 1 




Db 


5941 


GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 


6000 


Qy 


6001 


GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 


6060 






IIIMI 1 1 1 1 1 1 1 M 1 III II 1 1 II M 1 II II II II 1 II II 1 III III 1 1 M 1 II 1 II 1 1 




Db 


6001 


GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 


6060 


Qy 


6061 


TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 


6120 


Db 


6061 


1 II 1 1 Ml M 1 II 1 1 1 1 II II M II 1 II II M 1 1 Ml 1 M 1 1 1 1 1 M 1 1 1 1 1 1 III II II 

TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 


6120 


Qy 


6121 


CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAAC 


6180 






1 Ml 1 II 1 1 1 1 II 1 II 1 II II II 1 M 1 1 M M 1 1 1 1 M 1 1 1 1 1 1 Ml 1 1 III II II II II 




Db 


6121 


CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAAC 


6180 


Qy 


6181 


CAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTT 


6240 






1 1 1 MM 1 M 1 II 1 1 II II M 1 M 1 II M 1 II II 1 II MM II 1 1 Ml Ml Ml II M II 




Db 


6181 


CAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTT 


6240 


Qy 


6241 


AAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGC 


6300 






1 1 1 II M II 1 1 M 1 1 1 1 M II 1 1 1 1 II M 1 II II 1 1 1 1 II 1 Ml 1 II II 1 II 1 1 M 1 1 M 




Db 


6241 


AAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGC 


6300 


Qy 


6301 


ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 


6360 






Ml M M 1 1 1 1 1 1 M 1 III II M II M 1 II II II II II II 1 1 M MM 1 1 1 1 1 1 1 1 II 1 1 




Db 


6301 


ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 


6360 
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Pw 

Qy 


O J O JL 


pppptp a tp a appappTpa appap atpp aptatp aptapapppapptpa ara a a papa tp 


Dfl z u 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIII 




Db 


6361 


CGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATG 


6420 




D *± Z JL 


PPA A APP A A A A AP ATTTPP AP AP A APA P A A ATPP A A ATPAPTPATPP A ATP APP AP APTT 
Ijv-AAA>w.V»»AAAAAvjA 1 JL X Vjor\vjr\Vjr\r\Vjr\Vw.Ar\/\ 1 \j\jf\t\I\ 1 \~r\\J 1 \Jr\, JL \J\^r\J-\. 1 oAVjVj-riV^. 1 JL 


£A ft Pi 
Oft o u 






llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


6421 


GCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTT 


6480 


oy 


bft O JL 


A A ATPTP APPTPA A PPA TP A AATPAPAA PP APPTTP A APA ATPTTA ATP A PTTTPTTPP A 
PlHJa 1 L- 1 o/\oo 1 VjAAvaoA 1 b/w\ 1 L./\o/\AL.L-/\oL. 1 1 LjAAVjAA 1L1 1 AA1 LAb 1 1 1 L. 1 1 LLA 


bo4U 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


6481 


AAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCA 


6540 


Qy 


D Oft -L 


PA APT APP APP AP ATPTAP A APPTATTTTPP A A APA A APP A A A A PPT APA APP APA ATTP 
uAAL 1 At LAbL AuA 1 L 1 AbAAbL 1 A 1 1 1 1 L?o/\AA^/W^AL.^AAAAv^L- JL AO AAvjLjAvjAA 1 l\j 


obUU 






IIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIII 




Db 


6541 


GAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTG 


6600 


Qy 


bbUl 


P A A APPTTP AAAPAPAA PPTTPP A TTT A PP A TP A A TP A PPPS PPTTTTPA APA A A A A PTP 

LjAAALjL. JL 1 LjAAALjALrAAL-L. JL 1 L.L.A 111 ALLA 1 LjAA 1 LrALnjtjAL.v~ 1111 vjAAVjAAAAAC 1 va 


dears 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 U 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ll-M 1 1 1 1 1 1 II 1 




Db 


6601 


GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 


6660 


Qy 


DDOX 


A A PTTTT PPP A APTTP A P A T A A TPP A TP A APA PTPPPPTPP A PA A PP A PTPPPPP A P A A A 

AAL 1111 LL. L AAvj 1 1 UAL A 1 AA 1 LjLjA 1 bAALAL 1 LjCjL-vj 1 CjCjACjAACjL AL. 1 L.L.LKjCjAvjjAAA 


b /zU 




1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 II II 1 1 1 




Db 


6661 


AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 


6720 


nw 
W 




H r VHHC %r Vm^HHC t CT > Ts L AP A PPP A PTP A A PPPPP A A PTPPP AP APTPT A TPTPP A APPAAPPA 
L. 1 oLblLALLbbbAAbALLLjAL 1 LAAbbLLLAAL 1 LLbALAL IblAlb 1 LLAAbLAAbLA 


b / o U 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 




Db 


6721 


CTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 


6780 


Qy 


o / o ± 


P A APT ATT A ATT A A APP A A APPPPP AP AP AP APPPPAPTTT AP A PAPTTTP APP AP AP A A 
bAAblAl 1AA1 1 AAAOOAAAOL.OOL.AOAUAOAOljljL.AL. 1 1 lAL.AL.Akjl 1 1 OAOOAOAL. AA 


a q a c\ 
bo4U 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 




Db 


6781 


GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 


6840 


Pw 

Qy 


D Oft 1 


PTAP ATPPTTT APPPPA A TTPPTP A PP A PP A PPTPTPP AP A TTP A PPPTP ATP A PPP A PT 
O 1 AOAIOL. 1 1 1 AOOOOAA 1 1 OO 1 LALLAbLALL 1 L. 1 OL.AOA1 1 L.AOL.O 1 bAl L.AL.L.L.AOI 


conn 
b y UU 






1 1 III 1 1 II 1 III MM 1 ill 1 II II II 1 1 III I MINIM II II MM III Mill II 




Db 


6841 


GTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 


6900 


Qy 


6901 


CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 


6960 






i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ( 1 1 t 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 II 1 1 1 II 1 I 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


6901 


CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 


6960 


Qy 


6961 


AATGCCTCAGCCAGATGA 6978 




Db 


6961 


1 1 1 II 1 1 1 1 1 II 1 II 1 1 1 
AATGCCTCAGCCAGATGA 69 78 





RESULT 2 
ADQ18630 

ID ADQ18630 standard; DNA; 7433 BP. 
XX 

AC ADQ18630; 
XX 

DT 26-AUG-2004 (first entry) 
XX 

DE Human soft tissue sarcoma-upregulated DNA - SEQ ID 1449. 
XX 

KW soft tissue sarcoma; cytostatic; gene therapy; vaccine; screening; human; 

KW ds . 

XX 

OS Homo sapiens . 
XX 

PN WO2004048938-A2 . 
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xx 

PD 10-JUN-2004. 
XX 

PF 26-NOV-2003; 2003WO-US038193 . 
XX 

PR 26-NOV-2002; 2002US-0429739P . 
XX 

PA (PROT-) PROTEIN DESIGN LABS INC. 
XX 

PI Aziz N, Ginsburg WM, Zlotnik A; 
XX 

DR WPI; 2004-441208/41. 
XX 

PT Early detection of soft tissue sarcoma comprises determining expression 

PT of a gene in a first soft tissue sample and a normal soft tissue sample 

PT and comparing the gene expression, also useful in treating soft tissue 

PT sarcoma . 
XX 

PS Example 2; SEQ ID NO 1449; 210pp; English. 
XX 

CC The invention relates to a novel method for detecting soft tissue sarcoma 

CC which comprises obtaining a first soft tissue sample from an individual 

CC and a normal soft tissue sample from the same or different individual, 

CC determining the expression of a gene in both samples and comparing the 

CC expression of the gene in both soft tissue samples, where a higher level 

CC of protein expression in the first soft tissue sample indicates the 

CC presence of soft tissue sarcoma. The method of the invention has 

CC cytostatic applications and may be useful for detecting soft tissue 

CC sarcoma, possibly via gene therapy or vaccine production. The nucleic 

CC acid sequences may be useful in diagnostic and screening applications. 

CC The current sequence is that of a human soft tissue sarcoma-upregulated 

CC DNA of the invention. The current sequence is not shown within the 

CC specification per se but was submitted in CD format by the inventor. 
XX 

SQ Sequence 7433 BP; 2702 A; 1402 C; 1739 G; 1590 T; 0 U; 0 Other; 



Query Match 100.0%; Score 6978; DB 12; Length 7433; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 6978; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


i 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


60 






II 1 1 1 II 1 1 1 1 1 II 1 III 1 1 1 1 1 1 1 1 II 1 1 II II II 1 1 II 1 1 1 1 1 1 1 II 1 1 1 MM II II 




Db 


32 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


91 


Qy 


61 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


120 






II 1 1 1 II Ml 1 II 1 1 1 Ml Ml II 1 1 III Ml II II 1 1 II M II II 1 II 1 1 Ml II MM 




Db 


92 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


151 


Qy 


121 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


180 






II 1 M 1 II II 1 III 1 1 Mllll 1 1 1 1 III 1 MM 1 1 1 1 II M 1 1 1 1 II 1 1 M II 1 1 II II 




Db 


152 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


211 


Qy 


181 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


240 






1 II M 1 II II II II 1 1 1 1 1 II II 1 II 1 II II 1 1 II 1 M 1 1 II 1 1 M 1 1 II II II 1 1 II II 




Db 


212 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


271 


Qy 


241 


AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


300 






1 1 1 II 1 1 1 II 1 M 1 II 1 II II II 1 1 MM 1 1 1 III M 1 M II 1 1 II 1 1 1 1 II 1 II 1 II II 




Db 


272 


AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


331 


Qy 


301 


AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


360 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585792&ItemName=us... 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 13 



IIMIIMIIIIIIIIIIIMIIIIIIIIIIIIIIIMIIIIMIIIIMIIIIIIIIII 

AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 391 



UD 


-ITT 


a a a tc'tt^tt' a a pptttp aptttpt a a ap appptppp a ap a a aTTTa j\ptz\tattp jpaat 

nHH ILiLl bAAL till LAL 1 1 1L1 rt/iAoAL.ljtj 1 VakjtrtAVjrAAA 111 AAo 1 ±\ 1 A 1 1 LjAGAA 1 


jyi 


Qy 


361 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


420 




IIIIMIIIIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMMIIMIIIIMIMI 




UD 




TTPPS AAA A TPTPTTTi A A PTTP a A PTtt PTP A A TPTP A PPT A T A A TPT A AT APPP A AP ATT 
1 1 burtAAAA l(j lo 1 1 AA/\L 1 1 VjAAG 1 At 1 uAA 1L1 V~ AG\_ 1A1 AA 1 G 1 AA 1 AuuoAAuA 1 1 


/I CI 

4 b X 


Qy 


421 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


480 






MM MMIIIMI MllilMI 1 Mill MM IIIIIIIMI MM 




r%k 
UD 


A C O 


C* A A A 7\ P T'T'P P 71 /-1 tv Ai r " , / r " lr T , /'" lr P r PA tv tv A f"T l A /"ly'i rp/'-i 71 AnrppR A PfT 1 7\ TP A T 1 A T» A APA 7\ A A <"PP A PP 

GAAAAG1 1GGACAAGC1G1 1AAAA1 1ACG1GAAC1CAAC1 i Al LAl Al AACAAAATCAGC 


511 


Qy 


481 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


540 






II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 II 1 II 1 1 1 II II 1 II II Ml II II I I 1 1 1 Ml 




UD 


CIO 

bl^ 


A 7\ 7\ A rp rpp 7* 7lpnp7»rfi»pl\ 7* A A T 1 A TOTPT A A rp prpp /T 7\ 7V 7V ppmm A A P/ trilf 7\ P P A t\ tv rpp A A 

AAAAT TGAAGGC ATAGAAAATATGTGTAAT CTGC AAAAGCTT AACCTTGC AGGAAATGAA 


571 


Qy 


541 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


600 






1 1 Mill II 1 II 1 1 II 1 II 1 1 1 II II 1 III II 1 1 1 1 II II III II 1 II MM 1 1 1 1 1 II 1 




FVk 


C *7 O 


A T'T'P A PP A ""P A T'T'P P A P»"p a *"PPP T""P A PPP A APA A PT""P A A A ^TPTTTPPr'TVPTr'prn/'iR a T""prpp 

Al 1GAGCA1A1 1CCAG1A1GG1 1AGGGAAGAAG1 1AAAA1C1 1 1GCGAG1 CCTCAATTTG 


631 


Qy 


601 


AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACCGCTTCAAGATTTG 


660 






1 M IMM M M M M Ml M MMM Ml M M M 1 1 MMMM 1 1 M M 1 M M M 1 




nk 
UD 


^ o o 


A A A P/"*»P A APA APA r Pl\TPl\ r T 1 r , PP r Pr , Pl\ A P A T A T A A PP A A P T'T'P AAA P PP PTTP A AHA i|iiiiiti/-i 

AAAGGC AAC AAGA 1 A 1 C A 1 CGC 1 C C AAGA 1 A 1 AAGC AAG 1 1 GAAAC CGCTTC AAGATTTG 


691 


Qy 


661 


ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 


720 






M MMM M 1 M IM Ml M MM MMMM 1 IM 1 1 MM 1 1 MM Ml M M M 1 1 




nk 
UD 


b y z 


A r P r P r rP r rr ,r rn A rpPPTA PTTP A A A ATPPAPTTPTPA PPPTTPPTPA rprp t\ /-tmrprpT. PP 

All 1C 1C1GA1CC1AG1 1GAAAA1CCAG1 1G1GACCC1 1CC1CA1 1ACC1CCAG1 1 1ACC 


751 


Qy 


721 


ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 


780 






M MMM M 1 M 1 M 1 II M 1 M 1 MMMI 1 M M 1 1 1 Ml 1 1 MM 1 II 1 M 1 1 M 1 




nk 
UD 


n c o 
/bz 


A TTTT PP i\ /-i/-irp/-i/-i/~irprp/-^i 7* rprppp t\ a tv p TTTP P A A PPTipTt finpA pm A A PP A PTP a PP A rpA PA 

Al 1 1 1CCACC1CCG1 1LA1 1GGAAAG1 1 1GGAAGG1CAGCCAG1AACCAC1CAGGA1AGA 


811 


Qy 


781 


CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 


840 






1 1 IMM M 1 1 III MM 1 M MM 1 1 MM 1 1 M MMM 1 1 1 1 MM 1 II M II 1 M 1 




nk 
UD 


o i o 


P7\PPAPPP r P r P r n r PPAP7\P7V r P r rPAP f P r T lr T 1 AP1\ A PA PPT A PA A APA PTPP A A APAPAPPTAPA A 

CAGGAGGC1 1 1 1GAGAGA1 1CAG1 1 1 AGAAGAGG1AGAAAGAC iGGAAAGAGACCT AGAA 


871 


Qy 


841 


AAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAGGAAATT 


900 






1 M M II M II 1 M M M II M M 1 1 IM 1 III M 1 M M 1 1 M 1 MMMM 1 1 M 1 II 




DD 


872 


TV TV TV TV TV P TV mP TV m "A /-"t TV TV TV P»TIP TV 7\ /~1 TV /"I nmm T\ T\ P TV P PTV TVTVPTV TVTVPTV TV PPmmP PmmP TV PP TV TV TV mm 

AAAAAGATGAT AGAAACTGAAGAGCT TAAGAGCAAACAAACAAGGT TC CTTGAGGAAATT 


931 


Qy 


901 


AAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAACAGAGC 


960 






MM III 1 MMMMIMI Mill MM III Ml 1 III Mill III MMM II M M 




nk 
UD 




AA A A A TP A A P A T A A A TTP A A r PAAA r PPAT""PAAA APAPPA A TPTTAPAPA A A PAPAPP 

AAAAA1CAAGA1AAA1 1GAA1AAA1CA1 1 AAAAGAGGAGGCCA1G1 1ACAGAAACAGAGC 


991 


Qy 


961 


TGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAGACCATA 


1020 






1 IM 1 IM 1 1 M II II 1 M 1 1 M IM M M M M M II 1 II M MMM MM 1 M M M 




■nk 
UD 


Q Q O 


TPTP tv PPA A PTP A APA PTP A prprri TV tv APAPA A A A A A T>P A A TTPPT AA AAPAPA A P A P PA rp A 

1 G 1 GAGGAAC 1 C AAG AG 1 GAL 1 1 AAACACAAAAAA i GAA i i GC 1 AAAA GAG AAG AC CAT A 


1051 


Qy 


1021 


GAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTTTATAAA 


1080 






M MMM 1 1 IM 1 M 1 IMM M M 1 IMM M M M IM 1 IMMM 1 II M M M II 




nk 
UD 


lUbz 


P A A TT A APA PP APPA rppmp* PA A P P A ATA TP A PPTPPA APAPPA A TTP PPPTTTTA rp a A A 

GAA1 1 AACACGAGCA1G1 CAGAAGCAA1 Al GAGC 1GGAACAGGAA1 1GGCC1 11 1A1AAA 


T T t T 
1111 


Qy 


1081 


ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 


1140 






M MMM M MM M 1 1 MM M 1 1 Ml II II M IMM M M 1 Ml II IM 1 M II II 






1 1 1 z 


ATTPATPPT A A ATTTPA PPP APT A A ATTATTATPPATP AP APTATPPTPA A ATTP ATA A A 


1 1 71 
X ± / x 


Qy 


1141 


GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 


1200 






MMI MIMMMMI MM MM MIMM MM MIM MINIMUM MMMI 




Db 


1172 


GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 


1231 


Qy 


1201 


GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 


1260 



IMMIIIIIIIIMIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMMIIMIII 
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Db 1232 GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 1291 

Qy 1261 CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 1320 

I I I I I I I I I I I I I I II I I I I I II II I I I I I I I I I I II I I I I I I I I I I I II II I I I I I I I I 

Db 1292 CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 1351 

Qy 1321 GACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATA 1380 

I II II II 1 1 1 1 II 1 1 1 1 1 II II III II! 1 1 1 1 1 II 1 1 1 1 1 II 1 1 II 1 1 MM 1 1 II II II 

Db 13 52 GACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATA 1411 

Qy 13 81 GAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCT 1440 

III III M I M 1 1 M M M 1 1 M M I II I M M M M I M 1 1 1 III 

Db 1412 GAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCT 14 71 

Qy 1441 ATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 1500 

IIIIIIIIMIIIIMIIIIIIIIIIIIIIMIMMMIIIIIIIIIMIIIIMIIII 

Db 14 72 ATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 1531 

Qy 1501 AGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAA 1560 

Ml IM M I M I I I I M I M M Ml Ml M M M MM IM I I I I M II Ml I M I M II 
Db 1532 AGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAA 1591 

Qy 1561 AAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATA 1620 

I II II I II II 1 1 1 M 1 1 1 1 1 M MM 1 1 II II II II II II I M I II 1 1 1 1 II M 1 1 III I 

Db 1592 AAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATA 1651 

Qy 1621 GATAGCCTGGATTCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAA 1680 

M I II I II 1 1 1 1 Ml 1 1 II I M I II 1 1 1 M II II 1 1 1 1 1 1 II I M 1 1 1 1 II II M I II 1 1 

Db 1652 GATAGCCTGGATTCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAA 1711 

Qy 1681 GAACAACAGCTTGACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAG 1740 

III II III I II I Ml II II 1 1 Mill I Mill III III II I II I II I II I II MM II 1 1 

Db 1712 GAACAACAGCTTGACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAG 1771 

Qy 1741 ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 1800 

II II I M 1 1 M M II I M II I 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 M II 1 1 1 1 1 1 1 

Db 1772 ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 1831 

Qy 18 01 GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 1860 

MM II M M M M M M M MUM III II M II M M IM M M M M M I II MM 

Db 1832 GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 1891 

Qy 1861 TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 1920 

MM II II 1 1 1 M I II 1 1 II I MM I II Ml 1 1 III II Ml 1 1 1 MM 1 1 1 1 III II II 

Db 1892 TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 1951 

Qy 1921 AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 1980 

I MM M 1 1 1 1 1 1 1 1 II II II II I II 1 1 1 II I M III Ml II II 1 1 II 1 1 II II M II II 

Db. 1952 AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 2011 

Qy 1981 GACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTA 2040 

I II I II I II 1 1 II 1 1 II 1 1 II II I Mill 1 1 1 1 1 MM 1 1 M II II M I III II 1 1 II 1 1 

Db 2012 GACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTA 2 071 

Qy 2041 GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 2100 

I II I II I II III 1 1 1 1 1 1 1 II MM MM I II M II II II II II 1 1 1 1 1 1 II M 1 1 II II 

Db 2072 GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 2131 

Qy 2101 CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 2160 

III MM II II 1 1 1 1 II II II III I MM III II II II 1 1 II 1 1 1 1 II II 1 1 1 1 1 1 M 1 1 

Db 2132 CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 2191 
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Qy 2161 CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 2220 

I II II 1 1 1 II I II 1 1 II 1 1 II III II 1 1 1 1 1 1 1 1 1 1 II Mill 1 1 1 1 1 II II II II 1 1 II 

Db 2192 CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 2251 

Qy 2221 CAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTC 2280 

I II II I I I II I II I I II I I I I III II I I Ml I I I I I II II III I I I I I M I I II II M I I 

Db 22 52 CAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTC 2311 

Qy 22 81 TCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGAT 2340 

1 1 1 II 1 1 II 1 1 1 1 II 1 1 II I II I II II II I II II I M MM M 1 1 II I M 1 1 1 MM I II 

Db 2312 TCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGAT 23 71 

Qy 2341 GACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 24 00 

1 1 1 II 1 1 1 1 II M II 1 1 II II 1 1 M II I II II II I II I II II II II II II I II II I II II 

Db 23 72 GACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 2431 

Qy 24 01 GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 2460 

II III M MM II II II II II 1 1 II II II I II II II II II III I III I M III I II II M 

Db 2432 GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 24 91 

Qy 2461 AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 252 0 

II I II II II M M II I II 1 1 II I II 1 1 II I II II II I II M II I II II I II II 1 1 II I II 

Db 2492 AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 2551 

Qy 2 521 GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 2580 

I MM III II 1 1 1 II I II Ml III llllll 1 1 II II I Ml I II I II II II II II I II I II 

Db 2552 GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 2611 

Qy 2581 GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 2640 

Mill II I II M 1 1 M II II III II II Ml II II Ml II 1 1 III II 1 1 II I III I III 1 1 

Db 2612 GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 2671 

Qy 2641 ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 2700 

I MM II II II 1 1 II I M 1 1 MM II 1 1 II M 1 1 1 II II Ml II II 1 1 MM I II MM I 

Db 2672 ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 2731 

Qy 2701 GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 2 760 

I M II I Ml II 1 1 II I III I MIMI 1 1 II II II M II MM II II I II Ml II II II II 

Db 2732 GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 2791 

Qy 2761 GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 2820 

1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 

Db 2792 GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 2851 

Qy 2821 GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 2880 

MIMI I M II 1 1 1 1 II 1 1 II M II Ml 1 1 M I M MIMI I II M M M MM I II II I 

Db 2852 GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 2911 

Qy 28 81 GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 294 0 

I MM II 1 1 Ml I II II II 1 1 Mill MM I II III I M II III II 1 1 II Ml M Ml II 

Db 2912 GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 2971 

Qy 2941 AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 3000 

II MM II I II II II M II I MM II MIMI M II 1 1 MM M M I M I III I MM M 

Db 2972 AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 3 031 

Qy 3001 CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 3 060 

II I II II II II 1 1 II II II II III II III I II I Mill M M 1 1 II Ml I II II III M I 

Db 3032 CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 3091 
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J \J O J. 


paappapapappttpappapaaapppappapaappapppapapatptpappppappapaa 


7 1 9 n 

J 1 z u 




IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMI 




Db 


3092 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3151 


wy 


3121 


ppTPAPATPPAAPTPPTPPAPAATPTPPTPAnnPAPAAPppppAPPAPTTTPPAPTTPAP 

VJ\» j. \Jt\\jr\ ± V^OrinV^ J. V_V_ X U^iivjrirt J. V_ J. v_ v_ J. urivj VJ v vjrtfiVJ\Jvj\J\3r\0 UriVj 111 V_ VjttV_ X X VJtt.VJ 


71 RO 




1 1 1 II 1 1 II II II 1 1 Ml 1 1 1 1 MM MM 1 1 1 1 1 1 1 1 II II II 1 II 1 1 1 II 1 1! 1! II 1 




Db 


3152 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3211 


wy 


3181 


ATPPAPAAAAPAPPTPTAPPTAPTPPAPPAAAPTPAPAPPTPPTAPAAATTPAPAAAPTP, 


794 0 




IMMMMMMMIMMMMMMMMIMIMMIIMMMMMMMMM 




Db 


3212 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


3271 




79 4 1 
.5 Z ft X 


A ATPAP.APA ATPP A APPAP A A APPAP APAPATTP.PA AP-P.PTPP AP.A ATP.T APT a^lPPTP 


7 7 Pi Pi 




1 1 1 M II II II 1 1 MM II 1 1 Mill II Ml 1 1 1 II 1 Ml II 1 1 II II 1 1 II M M II 1 1 




Db 


3272 


AATGAGACAATGGAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTC 


3331 


wy 


77 m 

J J \J A. 


APTPPAAPTPAPAAPAAAPPAPPPTTTPAA AATPTTTTAPAAPA A ATTPPTPA APTTPPA 

ttV_ X VjVjrt^-iO X OnV„nriV„rlrirtoo/iVjv3L XXX Kjr\t\±\r\ X vj X X X X r\\J±\t\\Js\r\r\ X X UL X VjrttttV_ X X \—\jr\ 


77 fin 






1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 




Db 


3332 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


3391 


uy 


7 7 1 

-J _J D X 


PPTPA APTTTPTT ATPAPA ATPATTAPATA APPAPP ATPPPAPATPPTTTPA A A AP APPA 

V_Vj X Kjt\t\\j 1 1 1L1 inl X Vjrt X X .tt.V_.ri. X ttttVjV_ttVjv„tt. X VjVj^ttvJtt. X X V_ttr\tttt.vjttV_ Vjtt 


749fi 




1 1 1 1 1 1 Ml II 1 1 1 1 II II 1 1 II Ml II II II 1 1 II 1 1 1 II 1 1 M M M M M M III 1 




Db 


3392 


CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


3451 


yy 


74 91 

O *± £t X 


PPPTATTPPTAPTTTATPPPAPPAPPAPPATPATPA AAAPTTTPPAPPPATAPTTPPPAP 

UOV- X tt. X X VJJVJ X ttV_ X X X ttX OV_ V_tt\ ta ,V_ttV_V_tt.\_V_tt lL.nl y~f\f\r\t\\J XXX V_ V_tt\_V_ V_tt X ttv? X X V_ V_V_ttV_" 


74 AO 
j ft o u 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


3452 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


3511 


yy 


74 ft 1 


PPPAPPA APPAPTPTPPTPTTPPPPTTAAPTAPTPAPPPTPA APTPPTPTTAPA A A APPA 

UV-UnLLri/iouriL. X V_ X VjjVJ X O X X OUV.V- X X ttttVj IrtL X V_tt.VjV-.v-. X V_tttt\_ X V_ V_ X \J X X ttVJtt^TLTVttV-. V-.ri 


7 R4 Pi 






1 1 1 II II 1 1 1 1 II 1 II 1 1 1 1 1 Ml 1 1 M II 1 1 II 1 1 1 1 II Ml III II M 1 1 M II II II 




Db 


3512 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


3571 


Qy 


3541 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3600 






IIIIMIIMMIIMMIIIIIMMMIMMMMIMMMIMMMMIIIMI 




Db 


3572 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3631 


wy 


7 £ n i 


vj X 1 1A1 l Li v_v_v_tt. 1 v_tt\jVjttVj 1 VjjVjVj X 1 nLn 1 tt/i>iv_ ibl 1 1 V_ v_ttttvjr 1 ttVji-iVjrtt 1 oLAunLnb X 


7 C C Pi 


Db 


3632 


1 1 1 1 1 1 1 1 1 1 Ml MMMM IMIIIIIIII MM M It 1 1 1 1 M 1 1 f 1 MM MINI 

GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


3691 


wy 


7 fifil 


PP A PP AP AT A PTP APPA AP APAPTPAPPTPP ATP A PP A AHA apa APPPPP aTTTPTPPPT 
vjvjttvjjVjttVjtt. x ttvjj x \_tt.vjjvjiM^\vjjttVjjtt.vj x vjttvj v_ x vjvj-tt x vjttv_ v_ttrtvjttrtVj.rttt.v_ v_ v_ v_ v_tt X X x vj x vj v_ v_ x 


779Pi 

j / zu 






III 1 1 1 Ml 1 III II M II II 1 II Ml III 1 1 1 1 1 1 1 II 1 MM 1 1 M II 1 1 1 1 II 1 1 1 1 




Db 


3692 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3751 




7 791 


PPTPPTPP AT AP A TP ATPT AT APTPTPPTTPPTPATPPTTPTPPTPT A PPPPAPPPP ATP 

V_ V_ X V_V_ X VjVjrt X X Vjrt IVjlril ttV_ X Vj X VjjV_ X X V_V_ X Vjtt X VJVJ X 1L1 V-V-lOl ttV_ V_ V_ V_ttVjVjVjV_tt X Vj 


7 7 ft Pi 






1 MM MINI 1 1 1 III 1 II 1 III 1 II 1 M 1 1 1 1 1 M II 1 III 1 1 M 1 1 1 1 1 1 1 1 1 ' 




Db 


3752 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


3811 


Dv 

wy 


3781 


PPPPTPTATPPAPPAPPTPPTPPPTTPPPAAAPAATAPPPPAPPTPTPAPPPPTPPPAPT 

ULL\- 1 \J X tt X uLnL V_tt>V_ V_XV_V_XV_V_V_X X VJ\^\^T\nx\\^r\^\ X ttVjV_ V_ VJttV_ V_ X V_ X V-.ttV-.V-.V-.V-. X VJVJ V_ttV_ X 


7 R4 n 

J O *± V/ 






1 1 1 1 1 II II 1 II 1 1 1 1 Ml II IMIMI II 1 1 II 1 1 II 1 1 II II II 1 M 1 1 II 1 II MM 




Db 


3812 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3871 


Dv 

vy 


7R4 1 
J o *± x 


PTTPTTTATPPPPPAPPTPPTPPTPPPPPPPPPATPPTPTATPPPPPTPPAPPPPPPA AP 

VJ X XVJX X X tt X VJVJV_V_ V_ttV_V_ X V_V_ X VJV_ X VJV3V7VJ V. L V. V, V,/l X VjVj X VJ X ttX OVJVJV_V_ X V_V_ttV_ V_V_V_V_V_ttrtV_ 


7 Q on 

J _/ u u 






1 1 1 1 1 M II 1 1 1 1 II 1 MM 1 1 1 1 III Mill 1 II 1 M 1 1 1 1 II II 1 1 1 1 Ml III 1 1 II 




Db 


3872 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 


3931 


Qy 


3901 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


3960 




IIIIIIIIIIIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIIMIIIII 




Db 


3932 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


3991 


Qy 


3961 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTttAAATCAAAGAAGCGG 


4020 
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IIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIII 




Db 


3992 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


4051 


Qy 


4021 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4080 




1 ! II 1 1 II 1 1 III II 1 1 1 1 1 1 1 II 1 1 1 II II 1 MM II 1! 1 1 II II II 1 1 1 1 II MM 




Db 


4052 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4111 


Ov 

Vy 


4081 


CATAATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTA 


4140 






1 1 II 1 1 1 Ml 1 II 1 Ml II M III MMII M M II M 1 Ml 1 1 1 Ml II IM 1 II II 1 1 




Db 


4112 


CATAATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTA 


4171 


Ov 


4141 


C AT AGAACTGT CCAGAAACGT CAAC AGCAAAAGGACTT C ATTO 


4200 




1 IM 1 M 1 MMM IM 1 1 M IM MMM M M M II 1 1 MM M 1 1 1 1 1 Ml II M II 




Db' 


4172 


CATAGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGT 


4231 


Ov 
vy 


4201 


CTTATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAA 


42 60 






1 1 1 II II 1 1 II M 1 II Mill III 1 MM 1 1 Ml 1 1 1 1 1 1 1 II II II 1 1 1 III 1 1 II 1 1 




Db 


4232 


CTTATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAA 


42 91 


Ov 
vy 


4261 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4320 






1 III 1 MM 1 1 II III 1 M II 1 M II MM 1 II 1 III 1 1 1 II 1 1 II 1 1 Mill II 1 II 1 1 




Db 


4292 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4351 


Ov 


4321 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTT 


4380 






1 II 1 1 II II II 1 1 1 II II 1 II 1 1 1 II MM 1 1 1 1 II 1 1 II II III II MM 1 1 1 II II M 




Db 


4352 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTT 


4411 


Ov 
vy 


4381 


GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4440 






MM MM MM MMM MMM MIMM MM MM Ml MMM MMM MMM 




Db 


4412 


GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4471 


Ov 
vy 


4441 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4500 






1 M 1 II M 1 1 II 1 II II M II Ml II III II III 1 1 II 1 II 1 1 M 1 II II M II M 1 III 




Db 


4472 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4531 


Ov 
vy 


4501 


CTCCAGGCTGATGCAAAGGATTTGGAGrACirArAAAATrAAGrAAGAAGAAATrTTGAAA 








1 1 1 III 1 II 1 MM 1 II M 1 1 1 II M II III II 1 1 1 1 III 1 1 1 III MM II 1 II 1 1 II 1 




Db 


4532 


CTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAA 


4591 


Ov 
vy 


4561 


GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAG7VAGAAG 


4620 






1 1 1 1 1 M II 1 1 1 II 1 M III 1 1 1 II 1 II II II M 1 1 II II 1 1 II III 1 II II II III 1 1 1 




Db 


4592 


GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAG 


4651 


Ov 

vy 


4621 


GAAAAACTGACAGAAGAGC TT CAGAAACTACAGAAAGACAT AGAGATGGC AGAACGCAAT 


4680 






MMIMMMMMM MMMMMMI MMMMMIM MIM IMMMMMI 




Db 


4652 


GAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAAT 


4711 


Qv 
vy 


4681 


GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 


4740 






M MM MM MM MM MM MM Ml MIM MM MM MM IM MM MIMM 




Db 


4712 


GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 


4771 


Ov 

vy 


4741 


GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 


4800 






1 II M 1 1 1 1 1 1 II 1 III II 1 1 1 1 M 1 III 1 M 1 1 1 II 1 1 II 1 1 III 1 1 1 1 II 1 1 M II II 




Db 


4772 


GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 


4831 


Qy 


4801 


AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 


4860 






1 1 1 II II 1 1 1 1 1 1 1 M III M M 1 II 1 Mill II II 1 1 II M 1 II 1 1 1 1 1 II II II 1 1 II 




Db 


4832 


AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 


4891 


Qy 


4861 


AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 


4920 






1 1 II 1 1 M 1 II 1 1 1 II M 1 1 1 II II II 1 II M 1 1 1 1 1 II 1 1 II II II 1 1 II II 1 M 1 II 1 
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Db 


4892 


AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 


4951 


Ov 

vy 


4921 


PAPATTAOPOAAOTAAAATPTPTTPTOOAAOAAPTOAOTTTTPAOAAAOOAOA A OTA A AT 


4 QftO 

1 -7 O \J 






1 1 III 1 1 1 II 1 1 1 1 1 II 1 II 1 1 II 1 1 II II II II II 1 1 1 1 1 II 1 1 INI 1 1 1 1 1 1 1 1 1 1 1 




Db 


4952 


CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 


5011 


Ov 
vy 


4981 


OTTPAOATTAOTOAAAOAAAAAPTPAAPTTAPAPTTATAAAOPAOnAAATTOAAAAAOAO 


^040 






IIIIIIIIMIII 1 1 II II 1 1 1 1 1 1 1 MM II 1 1 1 1 II 1 III 1 1 1 1 1 II 1 1 III Mill 




Db 


5012 


GTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAG 


5071 


Ov 

vy 


R04 1 


OAAOAAAATPTTPAOOTTOTTTTAAOOPAOATOTPTA A APATA A AAPPOA APT A A AO A AT 

UrUiUrtrUln. X v_ X X V-rlvjvj X X VJ X X X 1 nnuuLrtun 1U1U1 i-Lrir\V^rt. X r\rir\r\V_. V— Vjrlr\V_ X e\r\r\\jf\r\ X 








II 1 II II II 1 1 1 1 1 1 1 1 II M II 1 1 1 1 III II 1 1 1 1 II II II II II 1 1 1 1 1 1 II MM 1 1 




Db 


5072 


GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 


5131 


Ov 

vy 


J1U1 


ATTPTOOAPATPTTPPA APTTOA A AAPPATOAOPTAPA AOPTTTPA APPTAPA APATPAP 
f\ 1 1 Ll OunUn X vj X X VjV_rirl\_ X X VJ.rtrVrir\ LLnl VJrlVjV- X riV^riri VjVj XXX Vjr\r\VjV_ X r\\~.r\r\\~.r\ X vjri.V^ 


jIdu 






MM MIMIIMM 1 1 M 1 M II M II M 1 M 1 II II M 1: MINIUM 




Db 


5132 


ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 


5191 


vy 


JlDl 


P AA AOOOTATPTPA ATTAPAO A APAPTPAOPTPPPAPTPPTAPAPPAPA A APTOPAPTTA 
v^ rArirl Vjvjvj InlLl Unn X X riVjr\Vjr\r\vjriv_. X V_.ri.vjVj X Vjvj v_r\Vj IvjLI fturtOlj/iUrifirtL 1 VJunU 1 In 


coon 
D Z /L U 




MINIUM MINIMI M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MM MINIMI Ml Ml 




Db 


5192 


CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 


5251 


vy 


3 <o Zi J. 


OAOAATTTOPAOPAOATATPPPAPPAPPAPAA APPOPA A ATAOAPTPPPAOA APPAPPTP 
vjrivjrlrl XXX VjV_rlVjv_.rlvj.rl Ini V_v_V^riVjV-,rtVjV^.rtVjr\rxrtVjVjo X Vjvjv_rivjr\r\Vjv_.ri.vjv_. X V_ 








1 II 1 1 II II 1 1 1 1 Ml 1 M II III II 1 Ml II II 1 1 II 1 1 II II 1 II 1 M II 1 1 M II II 




Db 


5252 


GAGAATT TGCAGC AGAT AT CC CAGCAGC AGAAAGGGGAAATAGAGTGGCAGAAGCAGC T C 


5311 


Ov 

vy 


J Z O X. 


PTTOAOAOOOATAAAPOAOAAATAOA APOA ATPAPTPPTOAOTPPPPAPPTTTAPA ATPP 
V— X X vjrwjrvvjvjvjrl X rvrvrV v^ VjrlVJrlrVfA X rtUrlnV- unri X vjriv_ X vj V_ X VjriVj X v_ v_\_ vjr\VjV_ XXI r\v_rVr\ X v_vj 


Zj j *± \J 






IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIMIIIMIIIIIIII 




Db 


5312 


CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 


5371 


Ov 

vy 


JJTl 


TOTPTTPAPTOTTTPAPPA A AO A A A A OP A AOATPTPPA A PAP A A ATPTPAPATTTPPPA A 
X vj x vj X X vjnvj X vj X X X Vjr\vjv_r\rlrlvjr\r\rlr\VjVjr\r\Vjrl 1L1L. V^rir\VjriVjrlrir\ X Vj X VjriV_r\ XXX VjVjVjriri 








IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMIIIMIIIIMIMIIIIIMIIIII 




Db 


5372 


TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 


5431 


Ov 

vy 


S4 01 


A A A A AOTTPPPAP A A APPA A A APPPTTTTAPP APP APP AP A &PL\ A 1\ ATAPPZV. A 1\ ZV.Tr'PZVr' 
r\r\r\rlrlVj X X VjVjV^r\V^r\r\r\V_ V_rlrlr\r\ VjVjVjX X X XriVjV_r\Vj\^r\vjv_r\vjr\rivjr\r\rir\X riVjV-rir\r\r\ X VjVjriVj 


D*± O U 






1 1 II 1 1 1 1 1 1 1 II II 1 1 1 II II 1 1 1 1 II II 1 1 II 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 




Db 


5432 


AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 


5491 


Ov 

wy 


^4 61 


P A ATP A A APTT AP A A A APTTPP1\ ATTPA ATPTPZiPA A A APTPPAfxP APPA APT Af*" 1 AfT 1 A 1\ 
V_rir\ X V-.riririv_ X X rivjrlriririvj X X Vjvjr\/A X X vjr\r\X vj X v_r\vjr\rlAr\V_. X vjv-r\vjL.r\VjVjrir\v_, X riVjriv- V_ri/\ 








M 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 II II II 1 1 II II 1 1 




Db 


5492 


CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 


5551 


Ov 

vy 


~> ~> X 


PTA A APAPAPAPA APTTPTPAPTPPATA APPAPATTTPAPPA ATPPA APAPPAPPTPPA A 
v- X rir\riV_r\vjrivjr\V_r\r\Vj X X Vj X L.nL X vjV_r\ X rlrlv-vjr\v_.rl XXX v_r\VJV-.r\r\ X Vjv_rirs.V_.r\vjV_.rlvjv_. X V^v-rlrl 








1 IMIII 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II Ml Ml MM II II 1 1 II II II 1 II 1 1 1 II II 




Db 


5552 


CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 


5611 


Ov 
vy 


5581 


GAAAAAPOAOAAOPAOTAAAPTPAPTPPAOOAOOAAPTAOPTAATOTPPAAOAPPATTTO 
v_jriririr\_rv\_ vj/Avjirvriw v^.r\vji x ruAr\v- x l/iv^ x o^riovjjrt.oorArvv_. x rikjj v_ x rvr\. x vj x v_ \_rvrioriv^ \ n x x xvj 








1 II Ml III 1 1 M M II Ml 1 II 1 1 1 II Ml 1 II 1 1 1 1 1 MM II 1 II II M M M 1 1 II 




Db 


5612 


GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 


5671 


Ov 
vy 


5641 


AAPPTAOPAAAAPAPOAPPTOPTTPAPAPPAPPAAPPATPAOOATOTPTTPPTPAPTPAP 

rvrvv-V- X rivjv_rvrlrvriv_.r\vjvjriv_.v_. X vjv_ X X v_r\v_ r\v_v_r-V— V-rVrivjv^ri X v^ravjvjri X vj X vj X X vjv_ X V_r\Vj X VjriVj 


R700 






M M 1 II Ml 1 1 II 1 M 1 1 M II 1 1 IIIMM MM II II II II 1 Ml II 1 II 1 1 MM 1 




Db 


5672 


AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 


5731 


Ov 

vy 


^701 

_> / U X 


PAPAPPPPAPTPP APA APPAPATP APTPA ATPPPPA A AT APPTTTPA APAPTPTP AP A A A 
V^^Vj/lv^V-. v-.Vjjr\v-. X V^ v^/\VjMr\vjvj/lV w .r\ X v_M.Vj 1 Vj.ttJA 1 VjjL?VjV^i-\r\/-V 1 i-ivjvj X X X Vjr\r\VjrlV_. X Vj X V_r\Vjrlr\ri 


t;7^n 
J / on 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 i 

1 II 1 M 1 M 1 1 1 1 1 1 M II 1 1 1 1 M 1 1 M 1 M 1 II II II 1 1 M 1 II II 1 1 M 1 II 1 1 1 1 1 




Db 


5732 


CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 


5791 


Qy 


5761 


GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 


5820 






1 1 Mill 1 1 M II M II II II 1 II 1 Ml III 1 II MM II 1 II II II 1 II 1 1 1 1 1 II 1 II 




Db 


5792 


GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 


5851 
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Qy 


5821 


CTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAA 


5880 




1 1 III MM II 1 IIIIIII II III II 1! 1 1 1 1 III 1 II 1 1 II 1 1 ! 1 II 1 1 1 1 1 1 II 1 1 1 1 




Db 


C Q C O 


pmp]\ jl APTAPTPPA A P 1 A A O A A A TP ATPTTTPA P 7\P7\ PTPPSP A A APAPAf7\PA A A PTP A A 

L 1 LAAAL 1 ALj I LL.AAL.AALi AAA 1 LjA i L» 1 1 1 LALrALrAL 1 L L ALiAAALjALiALxALjAAALj I LiAA 


COII 

jyii 


Qy 


5881 


GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 


5940 




llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


5912 


pi 7\ t\ Ti pt pi t\ 7\ 7\ rprn 71 /n t\ a 71 A PTp 7V 7\ 7\ pirppi a pi 71 pir-pP -1 A A pi pi 7\ pi pi 7\ 71 pi 7\ pi pi 7\ pi pi A pt pirppi pi A A A AH 

GAAAGCAAATTAGAAACCAGTAAAG rGALALTGAAGGAGLAALAGLALLAGL I GGAAAAG 


5971 


Qy 


5941 


GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 


6000 




1 III 1 M 1 1 II M 1 1 II II II III II 1 1 II II II 1 1 1 1 1 1 II II II II 1 1 II 1 III 1 1 II 




Db 


5972 


/~i t\ t\ mm a tv /-1 tv /~i iv /"1 /"i tv tv a 7v 7k /"*» /■*» 71 7V Tv /**»m/'"i/""i 7v P»/""i 7\ TV /"tin /"i m m /"i 7v tv tv /""i/"im/'"i/" , trn/""i/'"i /"i tv /"i/~irn/'"i tv a 

GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGC 


6031 


Qy 


6001 


GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 


6060 




1 1 1 1 1 i 1 1 1 1 1 1 f 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 




Dd 


6032 


s~\ tv /~i /~i /^i m/^i m m tv pip* tv nmnmo pi tv y f> tv tv /*i tv pi pi tv pi tv rt/^rn/^/'irnrim/^ tv • tv pi pi pi m pi pi tv pi tv tv /~i tv pi tv pirnp» 

G AGC G TG T T AGGA CT CTGC AGG AAGAGG AG AGGTGG T GTGAG AG C C T GG AG AAG AC AC T C 


6091 


Qy 


6061 


TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 


6120 




Mill II III II III II II III II 1 II 1 1 1 1 1 II II 1 II 1 1 II II II 1 MM 1 II 




Db 


6092 


rp pi pi pi tv tv tv nni a a a /-1/— ipi pi tv pi pi mmrppi a pi 7\ tv a pi pi pi a pi 0 7\ pi 0 7\ 7\ rnrppi 0 m pi pi a Pi a tv 7iTipt» P* pi mpi a 0 

TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 


6151 


Qy 


6121 


CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAAC 


6180 






MM MM III MM MM IIIIIII II INI II II III MM III MM MM II MM 




Db 


6 IbZ 


nmnrrimp^riripmri/-i a P* A A APAr l Pr , 7lP7\T'T 1 P'T 1 7lTP7iPr , r , PAP7lPTTP7l PnPT'T'P'T'P PIPIP" 7\ A pi 

LTGrTGGLLL 1 LLAGAAAGAGGLAGA 1 1 L I Al GAGGGLAGAL 1 1 LAGLL 1 1 L 1GLGGAAL 


62 11 


Qy 


6181 


CAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTT 


6240 




1 MM III III MM MM II II Ml II MM MM MM IIIIIII MM III II MM 




DD 


bZlZ 


pi a /^rrirp /-irprp/^i AP'AP'AAAPiAAAP'AAA PPmP APA AP^P^AP^P > "T'P^/ r *'P^OA P'P'P'T'P" A AHPtA APPA /-imm 

LAG 1 1 LI 1 GAL AGAAALAAALAAALiL I GALjAALL ACjCj I bGLL ALLL 1 GAALjGAALLAL 1 1 


T 1 T 
DZ /l 


Qy 


6241 


AAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGC 


6300 




Ml 1 II 1 1 1 III 1 1 1 II II II 1 II II 1 1 II 1 1 1 1 II 1 1 II 1 II 1 1 Ml II 1 1 1 1 II 1 1 II 




Dd . 


6272 


A TinArppriAri (~*/~* r~* A ppipi TV pi pm/~i pi A P> A A A A A ppmmprpmp APPA A A A APTiPPAPA 7\P 1 T\P^O r PP*»P^ 

AAG AT C C AG CGGAGC LAG L TGG AG AAAAAL L T T L T T GAG C AAAAAL AGGAG AAC AG C T GL 


6 331 


Qy 


6301 


ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 


6360 






IMIIMI IIIIIII IIIIIII III III 1 IIIIIII IMIMI III MIMMIMM II 




Dd 


6332 


TV m TV /I TV TV 7V A S~1 /~1 AAA IT* /""I /'"I /""I A A /""I A A mm /"I A A /""I m /""I *"1 m A /""I /"I /""I /""I A /""1/"t A *""1 A A f%/~\ A m /'"I A /""I /""I /"I /""I /"I /~1 A 

ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 


6391 


Qy 


6361 


CGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATG 


6420 






Ml II 1 1 1 1 1 1 1 1 1 Ml II 1 1 1 II II II 1 1 1 1 1 III II II 1 II 1 1 1 1 1 II 1 1 II II 1 1 1 1 




Db 


6392 


/•"t /*i /~i /i m rn /~i tv /T tv /*im/T "?v tv tv tv m/"t tv /"*t m tv m/T tv m tv /"i tv ^i/^i /^i tv /*i /**rm /"t tv tv /t, tv tv tv /*i tv /^i tv m/"* 

CGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATG 


6451 


Qy 


6421 


GCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTT 


6480 






II 1 II M 1 1 1 1 II 1 1 II II Mill 1 1 1 1 1 1 1 1 1 1 II II III 1 1 1 1 1 1 1 1 1 1 III II 1 1 1 1 




Db 


64 52 


pipiAAAPipiAAAA A P* A rp rprp/-i/-i A Pi A Pi A A P* A P* A A A T 1 P" 1 P 1 A A AT>/^A /~»rp/~i A m/~« OA ArpnAPPAPAPrPT 1 

GL AAALL AAAAAGA III GGAGAGAAGAL AAA I GGAAA i LAG I GA I GL AA 1 GAGGAL AL 1 1 


6511 


Qy 


6481 


AAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCA 


6540 




Mill III IIIIIII MINI MM MM III II II II Mill II Mill III III II II 




DD 


6512 


AAA rp/~irp/-i a r^r*>T*/~* A A/^OAT'OAA A T" P* A /"i A A P*0 A PPTTP A A P^ A A mpmm a A ""PP 1 A PTimmprnmppA 

AAAILIGAGGIGAAGGAIGAAAILAGAALLAGL1 IGAAGAA1L1 IAAILAGI 1 1 LI ILLA 


6571 


Qy 


6541 


GAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTG 


6600 




III II MIMMMIMM IMIIMI MIMIIMM IMIIMI MIMMMIMM 




Db 


6572 


PA AprTlAPPAPPAPATPTAOA APPTAT'TTTPPA A AP»A A A P^P« A A A AOP'mAP'A A P 1 0 A P 1 A A rpmP 

G AAC T AC C AG C AG AT L T AG AAGC T AT T T TGGAAAG AAA L G AAAAL C T AG AAGGAG AAT TG 


6631 


Qy 


6601 


/~i aaa /""i y^mm/-' a a a /"i a /"i a a /*i/^mm/*^/~i a mmm a a m/^ a a m/"*! a yi yi tv /^i mm m m/^i a a /*i a a a a a /"lm/"^ 

GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 


6660 






1 1 1 II II II M II II 1 II Ml III 1 1 1 1 1 II 1 1 1 II 1 1 II II 1 1 1 1 1 1 1 1 1 III II 1 Ml 




Db 


6632 


GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 


6691 


Qy 


6661 


AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 


6720 




II 1 II II II 1 1 1 1 1 M 1 M M Ml 1 1 II 1 1 II 1 Ml 1 1 II II 1 1 1 1 1 1 1 II 1 II II 1 Ml 




Db 


6692 


AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 


6751 
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Ov 


6721 


CTGCGTCAPrGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 


6780 




1 II II II 1 1 1 1 1 1 1 1 II II 1 1 III II II Ml! II II 1 1 1 II II 1 II 1 1 1 II 1 II 1 1 II 1 1 




Db 


6752 


CTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 


6811 


Ov 

**y 


6781 


GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 


6840 




1 1 1 M II 1 1 1 1 1 II 1 1 1 II 1 1 M 1 1 Ml 1 1 II Ml 1 M 1 1 1 III 1 1 1 1 1 II 1 II 1 1 II II 




Db 


6812 


GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 


6871 


wy 


6841 


GTAGATGPTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 


6900 




1 1 II III 1 1 1 1 1 II II II 1 1 II M III M Mill 1 II 1 1 Ml 1 II II! II II 1 II M 1 1 




Db 


6872 


GTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 


6931 


Ov 

vy 


6901 


rTGTrTrAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAA 


6960 




1 1 1 1 1 1 1 I 1 t 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I i 

1 M M M 1 II M M 1 M 1 1 M M M 1 M 1 M 1 M M II M 1 II 1 M 1 II M M 1 M M II 




Db 


6932 


CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 


6991 


Qy 


6961 


AATGCCTCAGCCAGATGA 6978 






II 1 II II 1 1 II II II II 1 




- Db 


- 6992 


AATGCCTCAGCCAGATGA 7009 





RESULT 3 
ACC47248 

ID ACC47248 standard; cDNA; 7222 BP. 
XX 

AC ACC47248; 
XX 

DT ll-AUG-2003 (first entry) 
XX 

DE Human SCAP encoding cDNA-Incyte Id. 2749809CB1. 
XX 



KW SCAP; structural and cytoskeleton-associated protein; nephrotropic; 

KW cytostatic; antiarteriosclerotic ; hepatotropic; virucide; antibacterial; 

KW antihelminthic; cardiant; nootropic; neuroprotective; cerebroprotective ; 

KW anticonvulsant; gene therapy; transgenic; human; gene; ss . 

XX 

OS Homo sapiens . 
XX 

PN WO2003008625-A2 . 
XX 

PD 30-JAN-2003. 
XX 

PF 19-JUL-2002; 2002WO-US022866 . 

XX' 

PR 20-JUL-2001; 2001US- 0306810P . 

PR- 27-JUL-2001; 2001US- 0308338P . 

PR 07-AUG-2001; 2001US- 0310980P . 

PR 17-AUG-2001; 2001US- 0313098P . 

PR 31-AUG-2001; 2001US- 0316796P . 

PR 07-SEP-2001; 2001US- 0317899P . 

PR 14-SEP-2001; 2001US- 0322183P . 

PR 28-SEP-2001; 2001US- 0326101P . 
XX 

PA (INCY-) INCYTE GENOMICS INC. 
XX 

PI Jones KA, Swarnakar A, Gorvad AE, Hafalia AJA, Warren BA; 

PI I son CH, Honchell CD, Nguyen DB, Barroso I, Das D, Lindquist EA; 

PI Lee EA, Yue H, Forsythe IJ, Ramkumar J, Griffin JA, Li JX, Yang J; 

PI Baughn MR, Borowsky ML, Thornton M, Yao MG, Walia NK, Burford N; 

PI Lai PG, Gururajan R, Lee S, Bulloch SA, Becha SD, Richardson TW; 

PI Elliott VS, Sprague WW, Tang YT, Azimzai Y, Lu Y, Zebarjadian Y; 
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xx 

DR WPI; 2003-239351/23. 

DR P-PSDB; ABR39818. 
XX 

PT New human structural and cytoskeleton-associated protein (SCAP) , useful 

PT for diagnosing, treating and preventing diseases or conditions associated 

PT with aberrant SCAP expression, e.g. cancer, atherosclerosis or 

PT infections. 
XX 

PS Claim 5; Page 242-244; 267pp ; English. 
XX 

CC The invention relates to novel human SCAP (structural and cytoskeleton- 

CC associated proteins and encoding polynucleotides. The SCAP polypeptides 

CC and polynucleotides are useful in diagnosing, treating and preventing 

CC diseases or conditions associated with aberrant expression of SCAP, such 

CC as cell motility disorders {e.g. ankylosing spondylitis), developmental 

CC disorders (e.g. renal tubular acidosis or dwarfism) , cell proliferative 

CC disorders (e.g. cancer, arteriosclerosis, cirrhosis or hepatitis) , 

CC infections (e .g. viral , bacterial or 'helminthic) , heart and skeletal 

CC muscle disorders (e.g. muscular dystrophy or cardiomyopathy), and 

CC neurological disorders (e.g. Alzheimer's disease, Parkinson's disease, 

CC stroke, epilepsy or multiple sclerosis) . These are also useful in 

CC assessing the effects of exogenous compounds on the expression of nucleic 

CC acid and amino acid sequences of SCAP. The SCAP or its fragments are 

CC useful in screening compounds for identifying modulators. The microarray 

CC is useful in monitoring or measuring protein-protein interactions, drug- 

CC target interactions, and gene expression profiles. Sequences ACC47235-271 

CC represent human SCAP polypeptides encoding cDNA sequences 

XX 

SQ Sequence 7222 BP; 2599 A; 1387 C; 1709 G; 1527 T; 0 U; 0 Other; 

Query Match 95.7%; Score 6681.2; DB 8; Length 7222; 

Best Local Similarity 97.9%; Pred. No. 0; 

Matches 6834; Conservative 0; Mismatches 3; Indels 141; Gaps 1; 

ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 6 0 

I II II III 1 1 1 1 1 1 1 II 1 1 1 1 1 1 Mill II II 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 

ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 196 
TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 120 

1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III MM 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II 

TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 256 
TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 180 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 It 1 1 1 1 1 1 1 j M 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 MMMIMIMM 

TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAGTTGAGATTGCAGAT 316 
GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 24 0 

II I II M II I II M 1 1 1 1 1 II II I MM II II II 1 1 II II II II II MM Ml I II 1 1 M 

GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 376 
AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 3 00 

I M 1 1 II II I III 1 1 II II M II I MM M II I II I II II M II II II I Ml II I Mill 

AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 43 6 
AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 360 

II III II II I II I II 1 1 II M MIMIII Ml II 1 1 II II II II II II 1 1 II II I II 1 1 1 

AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 496 
TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 42 0 

II Ml II II I II I II I II I M Ml II Ml III M II II II II II II IMIIII II II III 



Qy 


i 


Db 


137 


Qy 


61 


Db 


197 


Qy 


121 


Db 


257 


Qy 


181 


Db 


317 


Qy 


241 


Db 


377 


Qy 


301 


Db 


437 


Qy 


361 
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Db 


497 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


556 


Qy 


ft Z J. 


pj\AA SPTTPPTlPa nrPTPTTfi A ttTTAPPTP A UPTPa A PTT ATP AT AT A & PA A A ATP APP 
1 1 boALAAuL lul I AAAA 1 1 A^.vj 1 VjAAV- 1 AAL. i 1 A 1 ^ A Inl AAL.AAAA 1 LnbL 


a q ft 
4 0 u 




IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


557 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


616 


Qy 


ft O X 


AAA ATTP A APPP AT AP A A A AT ATPTPT A ATPTPP A A A APPTT A A PPTTPP APP A A ATP A A 


C/1 ft 

04 U 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


617 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


676 


Qy 


C/| 1 

D4 1 


A TTP A PPATATTPPAPTATPPTTAPPPA A P A A PTT A A A ATPTTTPPPA r"Vr^r* r Tr*7i A TTTP 

Al IVjALLAIAI ILLALjI AlliO! 1 ACjCjLjAALiAALj J. 1AAAA1L1 J. lLiLL»ALlLLlLAAl 1 1(j 


bUU 




IMIIMIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIIIIII 




Db 


677 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


736 


Qy 


bUl 


AAA pppj\ APA A PA TATfATPPPTPPA APATATA A PP A A PTTPA A APPPPTTP A APA TTTP 

AAALoLAALAALAi Al LAI LLL 1 LLAALjAI Al AAvjCAALt J. ILAAALLLLl 1LAALA1 1 ILi 


DO U 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


737 


AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACTGCTTCAAGATTTG 


796 


Qy 


ool 


A fpTTPTPTPA TPPTAPTTP A A A A TPP A PT'PPTP APPPT"T 1 PP r rPA r P r r7\ PPTPP A PTTTA PP 

All 1L 1L 1LA1 LL 1 ALjI ILAAAAILLAvjI ILjI CjALLLI 1 LL 1 LAI 1 ALL1 LLAL7I 1 1 ALL 


/ Zv 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


797 


ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 


856 


Qy 


Til 
/ Z 1 


A rnmmrppp a PP r TPPP r rTPATT l PPA A A PTTTPPA A PPTPA ppp A PT A A PP A PTP 7\ PP ATAPA 

Al 111 LLALL 1 LLCjl 1LA1 ILoAAALl 1 ILoAAvaCjl LALLLAL1 AALLAL 1 LAL0AIAL7A 


-Ton 

/a U 






111 11 111 111 111 111 111111111111111 11 11 illinium 11111111 11 11 




Db 


857 


ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 


916 


Qy 


/ol 


P APPAPPPTTTTP AP AP ATTP APTTT AP A AP A PPT A P A A AP A PTPP A A AP AP A PPT AP A A 
L ALvjAVjLjL 1111 L7AL7AL7A 1 1 L Ala 111 AL7AAL7AL7L7 1 ALjAAAVjAL 1 LrLrAAALiALAL L 1 ALrAA 


QA ft 

o4 U 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


917 


CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 


976 


Qy 


o4 ± 


A A A A A PA TP A T AP A A A PTP A A P A PPTT A APAPPA A APA A APA APPTTPPTTPAPP AAA TT 

AAAAALjA 1 LrA 1 ALjAAAL 1 LAAvaALiL 1 1 AALtALfL AAALAAALAALjVj 1 1 L L 1 1 LjAvj(jAAA 1 1 


0 0 r\ 




IIMMIIMIIIMMIMIIIIMIIIIIIIIIMIIIIMIIIIIIIIIIIIIMM 




Db 


977 


AAAAAGATGATAGaAACTGAAGAGCTTAAGAGCaAACaAACAAGGTTCCTTGAGGAAATT 


1036 


Qy 


901 


aaaAATCaAGATaaATTGAATaAATCATTAAAAGAGGAGGCCATGTTACAGAaACAGAGC 


960 






IMIMIIIIIIIIIIIIIIIIMMIMIIMIIIIIIIIIIIIIIIIIMIIIIMM 




Db 


1037 


AAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAACAGAGC 


1096 


Qy 


y o i 


TPTPA PP A A PTP A APA PTP APTTAAAPAPAAAAAATPAA TTP*PT A A A 7\ P» A P A APAPPATA 

I (j 1 CjjALiCjAAL 1 L AALiAG 1 GAL 1 1 AAAL ALAAAAAA 1 GAA 1 1 GL 1 AAAAL AGAAGALL A 1 A 


1020 


Db 


1097 


1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

TGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAGACCATA 


1156 


Qy 


1 U Z 1 


P A A TT A A r^T^r^C^T^C^r* A TPTP A P A APP A AT A TP A PPTPP A APAPPA A TTPPPPTTTT A T A A A 

LAA1 1 AALALLALLA1L1 LALAALLAA1 A1LALL 1LLAALALLAA1 1LLLL 111 1 Al AAA 


lUoU 






1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


1157 


GAATTAAGACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTTTATAAA 


1216 


C\\T 

Qy 


lUol 


A TTPA TPPTA A ATTTP A PPPA PTA A A TT ATT A TPPA TP A P APT A TPPTP A A A TTP A T A A A 

Al 1LA ILL 1 AAA1 1 1 LALLLAL 1 AAA1 1 Al 1 Al LLA1LALAL1 A ILL 1LAAA1 i LrA 1 AAA 


114 U 






1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1217 


ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 


1276 


p*/ 

Qy 


lift l 


r % cr , cr % T i ir* a tp a a a pppptt a p a ttppp a a a tpp a p atapaapapaa a t atptttppp a pa 
LiLLLLAVjAILiAAAvjLLL 1 1ALA1 1 OLLAAA 1 LLAoAl ALAALALAAA1 Al \jL 1 1LLLALA 


1 0 ft ft 

xz u u 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


1277 


GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 


1336 


Qy 


lzUl 


PAPA PTT ATATTATTPAPAPTPPTPAPPPA/^TAPTVPATPA 7V P A APA TPP APPP71P7VTPA 7V 

CjACjALI 1A1A1 1A1 IGALAGTGLTlAGGLAGTALAGATLAAGAALAILGAGLLAGATGAA 


12 60 






1 1 1 1 1 1 1 t 1 1 i 1 1 1 1 I 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 ! 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 

1 1 1 1 II 1 II II 1 II 1 II 1 1 1 II 1 1 1 II 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 1 




Db 


1337 


GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 


1396 


Qy 


1261 


CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 


1320 






1 II 1 II 1 1 1 II 1 1 II 1 1 1 1 1 1 II 1 1 1 II II 1 1 1 1 1 1 1 1 1 II II II 1 II II II II 1 1 1 1 II 




Db 


1397 


CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 


1456 
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Qy 


1321 


GACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATA 


1380 




IMIMMIII M II II II 1 II Ml III II 1 1 1 1 i 1 II II 1 1 1 1 II II 1 1 II 1 1 MM 1! 




DD 


1457 


GACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACTATC^ 


1516 


Qy 


1381 


GAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGT^AGCT 


1440 






II 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 M 1 M 11 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 !! 1 i 1 1 1 1 1 1 1 1 1 1 M 1 1 




Db 


1517 


GAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCT 


1576 


Qy 


1441 


ATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 


1500 






1 1 1 1 1 II 1 1 1 1 II II II II 1 II MM M II 1 1 II 1 1 II II 1 1 III 1 II 1 1 II 1 III II II 




Db 


1577 


ATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 


1636 


Qy 


1501 


AGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAA 


1560 


Db 


1637 


1 1 1 1 1 II 1 II 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 M II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 

AGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAA 


1696 


Qy 


1561 


AAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATA 


162 0 




- 


IIM1 HUM III 1 II III II MM 1 IMM Ml II Ml II MM Ml Ml II MM 




Db 


1697 


AAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATA 


1756 


Qy 


1621 


GATAGCCTGGATTCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAA 


1680 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


1757 


GATAGCCTGGATTCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAA 


1816 


Qy 


1681 


GAACAACAGCTTGACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAG 


1740 






1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 II 1 M 1 1 1 1 1 M 1 II 1 1 1 1 II 1 1 




Db 


1817 


GAACAACAGCTTGACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAG 


1876 


Qy 


1741 


ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 


1800 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1877 


ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 


1936 


Qy 


1801 


GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 


1860 






1 1 1 II 1 II II 1 1 1 1 1 1 1 1 II II II 1 III M 1 1 Ml IMMM 1 M 1 1 M 1 M II III II 




Db 


1937 


GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 


1996 


Qy 


1861 


TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 


1920 






1 1 1 1 M 1 1 1 II II II II II M II II III 1 II 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 




Db 


1997 


TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 


2056 


Qy 


1921 


AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 


1980 


Db 


2057 


1 1 1 II 1 M 1 Ml 1 II MM II II II III MM M II II 1 MM 1 II 1 1 1 II II 1 1 III M 

AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 


2116 


Qy 


1981 


GACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTA 


2040 






III III II II II Mill III III III III III II II II MM III MINI MM Mill 




Db 


2117 


GACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTA 


2176 


Qy 


2041 


GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 


2100 






III 1 1 1 1 1 II 1 1 II 1 II II 1 Ml II Ml 1 1 1 III II II 1 1 1 1 1 1 1 1 1 1 1 1 II MM 1 1 1 1 




Db 


2177 


GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 


2236 


Qy 


2101 


CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 


2160 






III II MIIIMIMM II MMIMMMIMI MM MM MIIIIMIIIIM MM 




Db 


2237 


CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 


2296 


Qy 


2161 


CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 


2220 






III II 1 M 1 Ml M 1 1 1 II 1 MM 1 1 II 1 1 II 1 1 1 II 1 II Ml 1 1 1 1 1 1 1 1 1 II II 1 II 1 




Db 


2297 


CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 


2356 
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yy 


9 9 91 
Z Z Z 1 


raa^para arTTPar a app a a appp a apppptpa ap a aTpfTrTTnniaaa appppapttp 

LAttbLHoAnL 1 1 oHunnboHHHooLriftu\-.LL 1 LA/ib/VA 1 oLt L 1 lVjVj.rtAAAVjV_.V_L.AVji 1L 


9 9 Q 0 

Z Z 0 u 






IIIIIIIIIIIMIIMIIIIIMIIIMMIIIIIIIIIIIIIIIIIMIIIIIIIIIl 




Db 


2357 


CAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTC 


2416 


wy 


99 8 1 

Z Z O X 


Trana apa a a appappa apapa ap aptpapptpp atppa a a aptta a apapttppappat 


9 94 0 






IIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIMIIIIillllll 




Db 


2417 


TCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGAT 


2476 


wy 


9^41 

Z j *± J. 


papa ata atptptta a a apappa aptta a apatttppapa aTrarrTTaarraTPTPnTT 

\3e\\~r\f\ 1 X Llul 1 £\±\£\n\^I\\j\~f\I\\* 1 J. rVt\r\\jr\ 111 V_,LriVj,ttJ-i 1 V_/iV_V-. 1 1 rxrlL. V_/\ lul VjVj 1 1 


94 nn 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2477 


GACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 


2536 


pw 

wy 


94 m 

Z U X 


PATPPTTTPPTTPPTPP APA ZIP a APTPPPAPPTPPTPTPP ATPAPPTA AP A APA A A APTP 
<Jf\ 1 VjVj 111 VjVj 1 1 LVj 1 L L/ibrt/ibiif\b 1 VjVjV_rtVjV_ ILblul VjVj/-\ 1 oAuL 1 AAvjAALjAAAAL. 1 Vj 


O A C Pi 

Z4 bU 






MIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIIillMIIIIMIIIIIIIIIIMI 




Db 


2537 


GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 


2596 


wy 


Z fi O -L 


a a att anr a arTPrrra a a tp a APATpraTaPTprTTPapaTPTrTTapppa a a a ptptt 
/Ai-ii-i. 1 1 AVjVjAAL 1 IjbljUH/lA 1 uAALA 1 LLH1 Avjl L.L 1 1 L.AVjA1 ul L 1 lAbubAAAAbi L. 1 1 


Z D Z U 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db ■ ■ 


2597 


AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 


2656 


yy 


9 R 9 1 
Z _> Z X 


pptp a TTTa pa pa a a pa attpaptp a a a TTfTTrrA pp^mpp* a pmpppji ^ jpapaTp a a 
LjL 1 VjA 111 AUAvjAAALAA 1 1 LALj 1 bAAA 1 1L1 1 VjL.AL.L7L. 1 LL AAVj 1 LjVjVjAAALjALtA 1 LrAA 


zboU 






MIMMMMI III MMMIMMIMI MM lllllllllllll IIIMM II MM 




Db 


2657 


GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 


2716 


vy 


9^ft 1 
Z D O X 


PPAP A APTT AP AP AP AP A A A APTPPA AP A APA A ATPPPTPTPP APP A aPaPaa APTPPPA 
VjV_Av»-AAVjj 1 1 HoHuHunuHrtfiHL 1 V_LAAVjAAVjAAA 1 VjVjL. 1 L 1 VjV_,AVjL.AAVjAVjAAAL 1 VjVjL-A 


O £A Pt 
z 0% U 






1 II MIMIIII III llllllll III IMMIIIIIIIIIMI II IIMM MUM III 




Db 


2717 


GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 


2776 


wy 


9641 

Z O *± X 


APTPPAPA APA AP APTTP APPP APPPPTPTPAPAPAPPPPTPPA APP A APA ATP A A TTTT 
M.V_ 1 \J\Ji\v~t\I\\J£\n\Jt\\3 1 1 LnubLnbuLL lol Vj.ft.Vji-iVj.tt.VjL. L. L. 1 VjVj.ttAVjL.AAVjAA 1 VjAA 1111 


9 1 n n 
z / \J u 






1 1 II 1 1 II 1 1 II II 1 1 II 1 II II II 1 II 1 1 II 1 II II 1 1 1 1 1 1 1 II 1 II II II 1 1 1 II II 




Db 


2777 


ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 


2836 


yy 


99m 

Z / U X 


pat A ap appp A ap atp A appaapaaTPPappaaa Tppapa atpa a aTTPaPTaTTTPp a a 

VjA 1 AAVjAVjVjLAAL A 1 VjAAVjLAAVjAA 1 L L AVjL. AAA 1 VjVjAVjAA 1 VjAAA 1 1 L. AL. 1 A I 1 1 VjL AA 


z / bU 






1 II IMIIMII 1 II II III llllll llllllll IIMM III llllll IMIMMIII 




Db 


2837 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


2896 


wy 


Z / D X 


P A A A A TPT A AAA APT A TPP A PP AAATPPAA PPPPTT" A P A P A TPTPP A A PTTPA r*r* A 71PPT 

VjAAAA 1 L. 1 AAAAAvj 1 A 1 VjLjAVjVjAAA 1 L LAAvjLjLL. 1 1 AL ALrA 1 L 1 LL.AAL. 1 1 CAvjCjAAVjL- 1 


0 0 0 n 
ZozU 






1 1 II 1 II 1 II II 1 1 II II 1 II II 1 II 1 II 1 II 1 II II 1 II 1 1 1 1 II 1 II II 1 1 1 1 II 1 1 1 




Db 


2897 


GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 


2956 


yy 


9 ft 9 1 
Z O Z X 


p atp A a pap a appapap a bttptpppppb aPTPPPapaPTTapapa aaaapaapAA aptt 
LjA 1 VjAAVjAVjAAVjVjA VjA VjAA 11L1 VjVjL LL.AAL. 1 L.L VjALjAVj 1 1 AvjALjAAAAAVjAAVjAAAL. 1 1 


z 00 U 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2957 


GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 


3016 


wy 


9 ft ft 1 
Z O O X 


PA APATPPP A A ATPTP APP APP A APTTTTTPPTTTAPa Ta a a Pa a PTPa ApAAA PTa AAP 
VjAAVjA 1 VjL.V-.AAA1 L. 1 V^AVjVj/\VjV_AAVj 11111 VjVj 111 AVjA 1 AAAVjAAL 1 VjAAVjAAAL 1 AAAVj 


O OA Pi 

z y 4 u 






II II 1 1 1 II 1 1 1 1 II 1 II II 1 1 1 1 II 1 II 1 1 1 1 II II 1 1 II II 1 1 1 1 1 1 II II 1 1 II 1 II 




Db 


3017 


GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


3076 


Ov 


9Q4 1 

Z I? *± X 


A A APP PPTPPPP A PPTPTP AT A APPTAPPPAPAPPTP APPTP APP A TTPPP A A AP APP AP 
rittttVJL. V_Vj 1 VjVjL. L./iL* L. 1 V_ 1 1 ftrWjL. 1 ft\jL.L.ttV_ft.VjL. 1 VjttVjL. 1 L-ftV— L-ft. 1 1 VjV_.L.AAAVjAL.L..r\Vj 


9 nnn 
j uuu 






1 1 II 1 II 1 1 1 II 1 M 1 II 1 II 1 II 1 1 II 1 II 1 1 II II 1 1 II II II 1 II 1 II 1 II 1 1 1 1 1 1 




Db 


3077 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


3136 


wy 


jUUl 


PTPA APTPPPTTP A TPP A APTPTT ATPA a a ATTA APPAPPAPPPAPPaPAPPAPTTPPAP 
L 1 VjAAVj iLtti 1 L.A 1 VjVjAAL 1 vj 1 1 A 1 VjAAAA 1 1 AAL LAVjVjALtLvjAVjLAVjAVjVjAVj 1 1 VjL AVj 


"5 Pi d Pi 

iUbU 






Mill 1 1 II II 1 1 1 1 II 1 1 1 1 M! 1 1 1 II 1 II 1 III 1! II II II 1 1 1 1 1 1 1 1 II II 1 




Db 


3137 


CTGaAGTCCCTTCATGGAACTGTTATGaAaATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


3196 


Qy 


3061 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3120 






1 1 II 1 II 1 1 1 1 II 1 1 1 1 II II 1 1 1 II 1 1 1 II II 1 1 1 II II II II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3197 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3256 


Qy 


3121 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585792&ItemName=us.. 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 25 



IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIMIIIIMI 

3257 GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 



Db 


J Z 3 / 


oL 1 bAuA 1 LbML 1 LL 1 oLAvjAA 1 V_ 1 1 LHbutHuMuuuuuHbLHb III L.VjAL. 1 1 oA<o 


J JiO 


Qy 


3181 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


3240 




MIIIIMIIIIIIIIIMIIIMIIIIMIIIIMIIIIIIIIIIIIIIIIIIMIIII 




Db . 


jjl/ 


ATPPAl^a A A A PAPPTPTfiPPTfi PTPPArTl A A PTPAP7VPPTPPTZVP1 2i aTTPAPfi A BPTP 
A 1 bbAVjAAAALAoLr 1 Lj 1 Aob 1 AL 1 LioAbLAAAL 1 LALAvjLj 1 1 ALjAAA 1 1 LiAoAAAL i. \j 


JJ / o 


Qy 


3241 


AATGAGACAATGGAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTC 


3300 




IIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIMIIIIMIIIII 




Db 


1 O "7 n 


A A T'O 7\r"7l PA A TP" 1 /'"* A A O/™' A P A A A/^OA/^ , A/^»A/~ , AT"T"/^'/^ , A APPPTPPAPA A T>P"<rp 7\ /~"Tt7\ OA PPTP 

AA I LALxAL AA 1 LrijAALGAL AAALGAL ACjALA 1 1 LrLAAbbL 1 LLAbrAA 1 Cj I AL 1 AbAL L 1 L 


J4 Jo 


Qy 


3301 


ACTGGAAGTGACaACaaAGGAGGCTTTGaaaATGTTTTAGaAGAAATTGCTGAACTTCGA 


3360 




1 III 1 Mill III 1 III III 1 II III II MM 1 II 1 II MM III II II Ml II II MM 




Db 


3437 


A /~""P /-i 7\ A prpp A A A P"! A A 7\ /"*» f* 7\ P*iP"t prpfprpri A A A A rp/^irprprnrp 7\ P*» A A P* 1 A A A TTPPTP A A prpT 1 P* 1 A 

AC T GG AAGTG AC AAC AAAGGAGGC TT TG AAAATGT T TT AG AAG AAAT TG C TG AAC TT L GA 


34 96 


Qy 


3361 


CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


3420 




1 M 1 1 MIM 1 1 1 M II II 1 III III M MM M 1 1 1 1 1 1 1 1 1 1 M Ml 1 1 1 II II 1 1 II 




DD 


3497 


/~t/-irp/-i T\ t\ /~i rprprp/— i rprp T\ rp A P A ATP7lTT'7iP7lTTl APP^PPATPPPAPATPPTTTPA J\ A A P" 1 A p>P"1 7\ 

CGTGAAG 111LIJ.A1 C AGAA 1 GA 1 1 ALA 1 AAGL AGL A 1 GGL AGA I L C 1 1 1 L AAAAGALGA 


"0 c c ^ 


Qy 


3421 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


3480 




1 II 1 M 1 II II 1 M 1 II II 1 III Ml II III 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 III II 1 1 1 




Db : 


*3 c c n 


PPPTA mmp/imr o rprprp 71 rppppii pp* ppi\ ppi\ rp/-i * rppii 7\ 71 Iipmmmpp7ipppi\m7ipmmppp7yp 

LjLtLIAI ILCjjIALI 1 1 Al LLLALLALLALLAI LAJ. LAAAAbi 1 1LLALLLA1AL1 ILLLALr 


J 0 lb 


Qy 


3481 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


3540 






1 II 1 1 1 1 1 1 II 1 1 1 1 II II 1 III M 1 II III 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 MM 1 1 1 1 1 




Db 


ibl / 


HPP7\ O /"< A AP-'P" 1 A prpprpppmprpmppppmrn* APT'A P-'T'P" 1 A /~i/~i/~irp/~<7\ APTPPmPTTAPA A A APPA 

LLLALLAALGALILIGIjILjI IuvjLLI lAACjIALlLALjLLJLLAALlLLibl lAbAAAALLA 


JO / D 


Qy 


3541 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3600 




1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 II M 1 1 II 1 II 1 M 1 1 1 II 1 II 1 1 M 1 1 1 II 1 1 M 1 1 II 1 




DD 


3677 


/lfir*r**rirnr*ri{~*r~* A /"•i^A/^OAT'OOOA A P*»P"« A A POPA ^^1^ A t» pppnpppppmpppmp»pp7im7» /-irp/-'»/'l 

CGCCC 1 GGGCAGCAGGA 1 GGGAAGGAAGGLAG 1 LAALL 1 LLLLL 1 GLL 1 LAGGA 1 AL 1 GG 


J /ib 


Qy 


3601 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


3660 




1 III 1 1 1 1 1 II II 1 1 1 1 M Ml 1 II 1 II III 1 1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 1 III M M 1 1 




DD 


O ""7 O T 

373 / 


/^rr-irprp 7\ mmpmnp/iTi rppii ppii pmpppmrp7\ pTifpT, 71 t\ pfTipmmmnpiv A (T"P A /-t 7v pT\ rpppAP A P A O T> 

GITTATTLILLLArLAGGAGlGGGTTALAIAAALIG.L 1 ILLAAG1 AGAGA 1 LjLAGALAG I 


O "7 O /T 

3 /96 


Qy 


3661 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3720 






1 1 1 1 1 1 Mill 1 1 1 1 II II II 1 1 II 1 II II 1 1 1 1 M 1 II 1 1 1 1 1 1 1 II 1 1 1 MIMI 1 1 1 




Db 


3797 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3856 


Qy 


3721 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


3780 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 Ml 1 1 1 II M 1 Ml II II II 




DD 


■ion 

3 857 


( r-i/-trp/^i/^irp/-»/-i 71 rp 71 /-17V rp/~» 71 rp/-»rp 7v rp 7v /-irp/~»rp/^i /-trprp ( r-i/~irp/'-i 7\ rnpipmmpmppmpmTi P" , P*" , P"'P~'AP' , P~'P"' , P 1 A TT" 

L L 1 L L 1 GGA I ALA 1 GA 1 G I A I AL 1 G 1 GL I I LL I GA 1 GG 1ILILLIG1ALLL L AGGGL A I G 


3916 


Qy 


3781 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3840 


DD 




1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 Ml 1 II 1 1 1 1 II II 1 1 1 1 1 1 1 Ml II MM M II II 

r*r*r*/~i r r t r* r v a tt* a pp" 1 a p^o , T , p^r~ ,r PP^p^/~ ir P'T , p^p^p^A a a r* a a t a p^p^op" 1 a ppmprpp 7. p~»r^oP^ r np~ , p^OA p^t 
LrLLL I Gl Al LrLALLALL I LL 1 LLL 1 1 CjLLAAALAA 1 ACjLLGALL 1 L 1 LALLLL I LGLAL i 


3 y / 6 


Qy 


3841 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCaAC 


3900 






1 M 1 1 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 Ml 1 Ml II II II II 1 1 II 1 1 II II M II Mill 1 1 1 




Db 


"3 O T T 


/-1 rprp/-i rprprp rp/-i /-i P" 1 0 P" 1 A PPTPPTPPTPPPPPPPPP A mppmpm* rp/-i/-i/^t/-i/-irp/-i/-i7\ P"« pi pi p-« p*» P"* A AP 

Lrl Ibl 1 1 AKabLLLALL ILLlLLlbbbbLLLLLAlLrblLrl AlbLiLiLLl LLALLLLLLAAL 


4 U 6 6 


Qy 


3901 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATaAC 


3960 






1 1 1 1 1 1 1 1 1 1 1 II 1 1 II II 1 1 1 MM 1 M 1 Mill M 1 1 1 II 1 1 1 1 II II II MM 1 1 1 1 




LJXJ 


1 U J / 




*± \J -7 O 


Qy 


3961 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATaATGCAGCATTTaAAATCAAAGAAGCGG 


4020 




1 1 M 1 II 1 1 1 1 III 1 1 1 II 1 II 1 III 1 II 1 II III 1 II 1 1 II II 1 1 II II II II Ml 1 1 1 




Db 


4097 


TTAGAGAATGaAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


4156 


Qy 


4021 


GAAGAaAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4080 



IMIIIIIIIIIIIMIIIIIIimmilMMIIIIIIIIIIMMIIMIIIIIII 
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Db 


4157 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4216 


wy 


4 n r i 

1 U O X 


PAT A ATATTPATPATPTTTTPPA APAPAAPAA AAPPTT APAPTPTPA APT APA APA ATT A 

V— r\ 1 nn Inl 1 url X ui-1 i. v_ JL X ± 1 uV^.rtrtur^u.rLrVj.rtr^JA/auV-. X 1 rtUMU i. u -L uririu X rturirturvri J. X r\ 


4 1 4 fi 

ft X ft VJ 




III 1 1 II II 1! 1 1 11 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 1 1 II II 1 1 1 1 II II II II 1 1 1 1 1 1 




Db 


4217 


CATAATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTA 


4276 




4141 
ft J. *± J. 


PATAPA APTPTPPAPA A APPTPA APAPPA A A APPAPTTPATTPATPPA A ATPTTPAPAPT 


ao on 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 I 1 1 1 1 1 1 1 II 1 1 1 1 




Db 


4277 


CATAGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTAGAGAGT 


4336 


wy 


4 o n i 


pttatpaptpa apt a pa aaTapaaaa aTParTPa a apatpatpa apatattptapatpa 7a 

Ll lnl u/\lw X uHHL I AunnA X AuriA/lHA X v_.tt.l_ 1 1 v_tt 1 utti-luf* X A 1 lul Hun X Unn 


ft Z O U 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4337 


CTTATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAA 


4396 


wy 


A 0 CI 
fiZ D JL 


ATTPAPTPPATTP AP A APAPTPTTPTP A A APPTPPPTP AP APPTP APPP A APPTPAPPP A 
nil oAu 1 bin X 1 uttuAttuttlw 1L1 1 \_ 1 u/\ttttV_u 1 LbL X v_/\u.ttuv_ 1 L/ibubAAbL 1 utt\_L.u/\ 


a i o n 
fto z u 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 




Db 


4397 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4456 


wy 


fiO Z X 


ptpptphp iPappPTPananTPa a rTTTPATrrarTa aapaaaapahaaaaa rtpptptt 

v_ 1 v_ \_ 1 ubLAbAobL 1 ununu X uttAL. 111 L. A 1 uL-ttL, 1 ttttttuttttttttutt^ttAttttttA 1 vjL loll 


ft j o U 




1 Ml 1 II II 1 1 1 1 II MINIMI 1 1 1 1 1 II II 1 II 1 II Ml 1 IMIIIIIIIMIII 




Db 


4457 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAjy^GAAAAGACAAAAAATGCTGTT 


4516 


wy 


4 1 Q 1 
ft J O X 


PA A A APTTPAPTPATPPPA A PAPA APTTT ATTPP A A APTP APTP APATPPTPAPPA ATT A 
uttttttttu 1 1 v_tt\_ 1 utt 1 uv_v_.ttiAuttu.tt/iu 1 1 X tt 1 J. oLnnnL 1 bnb 1 LnunluL X uttuuttttl X/\ 


A A A Pi 
ft ft ft U 






IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


4517 


GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4576 


Pw 

wy 


A A A 1 
ft ft ft X 


PA A APPAPAPPTPAPPA A APTPHTPTTA APPTPPTP A A APPTPA TP APP A PPT A AP ATPP 
u/i/*Auv_^uttuv_ 1 LHubHHHU X uL loll A/iC Lltul 1 utt 1 tnutnuL 1 niiun X v_u 


a k n n 
ft o u u 






MIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIIIMIIIIIIMIIIIIMIIII 




Db 


4577 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4636 


Pw 

wy 


4 n: n 1 
ft O u X 


PTPPAPPPTP ATPP A A APP ATTTPPAPP APPAP A A A ATP A APP A AP A AP A A ATPTTPA A A 
L1L InUul I 1 btAMuun 111 uunuLHuLnLnAMn 1 LMuLnnunnunnii 1L11 VjttAtt 


a £ c n 

ft D D U 






MINIMI III Ml Ml III III II IIIIIIIIIIIIIIMIII MINIMI INI II 




Db 


4637 


CTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAA 


4696 


Pw 

wy 


ft D O X 


PAAATAAAPAA A ATTPT SPP afP A A A BP IPTPZiP aPTTPP A ATPTTTA APPAAPAAPAAP 


/con 
ft o z u 






1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4697 


GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAG 


4756 


wy 


/i co i 

ft O Z X 


C* A A A A A PTPSPaPa flPRPPTTPRPR A APTBPIiPa A RPAPATAPAPfl TTTT 1 APA 7y PPPA 
unAMAL 1 uAlAuAAuAuL 1 1 LAuAAAL 1 ALAuAAAbALA 1 AuAuA 1 uuLAuAALuLAA 1 


ftooU 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


4757 


GAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAAT 


4816 


wy 


ft O O X 


PAPPATPAPPA PPTPP APPTPPTT A A AP A ATPTP APPTPPTTPTTP APPPPA AAAPAPPP 
uAuuA 1 L./-iCL./\L.V~ 1 v_>v_ttuul v_v_ 1 lAAAuAA 1 v_ 1 uttuu 1 uL 1 1L1 1 LAubLLAAAAuAuLL 


A HA Pi 
ft / ft u 






IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIMIIIIIMMIIII 




Db 


4817 


GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 


4876 


Ha/ 

wy 


4 741 
ft / ft X 


PAPPTPPA A A APPTPA A A APPPAPPTP APA APTP APP APP APPAPATPPPTPTPTTPPAP 
unuL X uunrtnHu^ X uAAAAuLtnuu 1 urlk-/\/-iu 1 LnutnuLAuunun X UUL 1U1L1 X UUttV_ 


4 on 

ft O \J u 






III! 1 1 1 1 1 II Mill Mill Mill; 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 




Db 


4877 


GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 


4936 


wy 


4 r n i 

ft O U X 


APPPAPTTAPPPPATA A A A APPAPPAPPTPPATPTAPTPP A APP A APP ATPPTPP APPP A 
AbbLAb X X ttuvjVjv_tt I nKHH/ibbiibbrtbL 1 uLA 1L1 AL. 1 LLnAbbnHuLA 1 uu 1 LLnuuLn 


4 Q £ Pi 
ft O O U 






1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4937 


AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 


4996 


wy 


A Q C 1 
ft O D X 


A A APPTPaPPTPPaPPA jiriprTirtrpp APAPTPPPAPAPAfTPA APTAa PTP APA APTPPA AT 
AAAbt 1 bAL v_ 1 v_ LAuuAAuL 1L1 bAbAL 1 buuAbAuAL x bAAu 1 AAL 1 uAbAAu 1 bLAA 1 


A Q O Pi 

ft y z u 






1 1 1 1 1 i 1 1 1 1 1 1 1 1 ! I 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 

1 1 1 1 1 M 1 1 1 1 1 1 1 M II 1 1 1 1 1 M 1 1 1 1 1 II II 1 1 1 1 1 1 II 1 II 1 1 1 1 1 II 1 1 1 1 II 1 1 




Db 


4997 


AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 


5056 


Qy 


4921 


CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 


4980 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 II 1 II 1 1 II 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 II 




Db 


5057 


CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 


5116 
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Qy 4981 GTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAG 504 0 

I II I II I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I II I 
Db 5117 GTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAG 5176 

Qy 5041 GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 5100 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I 
Db 5177 GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 5236 

Qy 5101 ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 5160 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 

Db 5237 ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 5296 

Qy 5161 CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 5220 

I M I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I 
Db 52 97 CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 5356 

Qy 5221 GAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTC 528.0 

in inn 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii m i ii 1 1 1 1 1 

Db 53 57 GAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTC 5416 

Qy 52 81 CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 5340 

1 1 1 II II III I II I M 1 1 Ml I III III II 1 1 1 1 II 1 1 1 1 II 1 1 Ml II I II III II I II 

Db 5417 CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 5476 

Qy 5341 TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 5400 

II I II MM MM III MM II llllll II II I Ml I III III I III III III II II I II 

Db 54 77 TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 5536 

Qy 54 01 AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 5460 

II 1 1 Ml II II II I II II II 1 1 MM II II II II II II II II M Ml II II II 1 1 III 1 1 

Db 5537 AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 5596 

Qy 54 61 CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 552 0 

I I I II II I I I I II I II I II I II II I II II I I I I II I I I I I II I I II II I I I I II II I I II 
Db 5597 CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 5656 

Qy 5521 CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 558 0 

Ml II II M III I II I M Ml Mill III MM I II 1 1 1 Ml 1 1 II MM 1 1 Mill I II 

Db 5657 CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 5716 

Qy 5581 GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 564 0 

II II 1 1 1 II M 1 1 1 1 1 1 II II II II II II I II 1 1 II M II II 1 1 II II 1 1 1 II 1 1 1 1 1 M 

Db 5717 GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 5776 

Qy 5641 AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 5700 

III 1 1 III I Ml I II Ml II MM II II M II I II I II 1 1 II II II II 1 1 1 II 1 1 Ml II 

Db 5777 AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 5836 

Qy 5701 CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 5760 

I II M I Ml II II II II II M II Mill II M I M 1 1 II Mill II II III II I II M II 

Db 5837 CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 5896 

Qy 5761 GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 5820 

MM II III II 1 1 MM II II II IIIIMM II M I II 1 1 II II II II II II MM II II 

Db 5897 GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 5956 

Qy 5821 CTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAA 5880 

1 1 II II I II II 1 1 M 1 1 1 1 1 1 II II II M I II M 1 1 1 1 1 M M I M M II I M 1 1 1 M M 

Db 5957 CTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAA 6016 
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Qy 5881 GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 5940 

II I I I I II I I II I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I I I I 

Db 6017 GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 6076 

Qy 5941 GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 6000 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I II I I I I I I I I I I I I I I I I I II 

Db 6077 GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 6136 

Qy 6001 GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 6060 

Mill MINI MM MINI lllllllllllll IIIIMIIII IIIIIIIMII III II 

Db 6137 GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 6196 

Qy 6061 TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 6120 

I III I III 1 1 1 M II 1 1 1 1 1 1 1 M 1 1 M III 1 1 1 M 1 1 1 Ml II M MIM M II Ml M 

Db 6197 TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 62 56 

Qy 6121 CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAAC 6180 

Mill MIM MM MUM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 

Db 6257 CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAAC 6316 

Qy 6181 CAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTT 6240 

M I M II II M II M I M Ml II I II IMIII M I M M MMMM I II III I II II 1 1 

Db 6317 CAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCC AGCCTGAAGGAAGCACTT 6376 

Qy 6241 AAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGC 63 00 

MM II I M M II M II I M I Mill II MM 1 1 II 

Db 6377 AAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTT 6412 

Qy 6301 ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 6360 

Db 6413 6412 

Qy 6361 CGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATG 64 20 

III 

Db 6413 ATG 6415 

Qy 6421 GCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTT 64 80 

I II M M II I MM I II 1 1 1 1 Ml M M II II 1 1 IM II MM I M I III I Ml 1 1 M 1 1 

Db 6416 GCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTT 64 75 

Qy 6481 AAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCA 6540 

MM 1 1 M I MM M I Ml M I M 1 1 M III M 1 1 M I II 1 1 M I M I II 1 1 M 1 1 1 1 1 1 

Db 6476 AAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCA 6535 

Qy 6541 GAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTG 6600 

MMM M I II 1 1 M I M I M MIM MUM M 1 1 1 II M I M I M I II II M 1 1 1 1 II 

Db 6536 GAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTG 6595 

Qy 6601 GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 6660 

I Mill II I M 1 1 1 1 IM 1 1 Ml MMMMI 1 1 1 M 1 1 M II I M M M II II I M I M 

Db 6596 GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 6655 

Qy 6661 AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 6720 

M MM I II M 1 1 II M II II MM II I M II 1 1 M II II III M II M I M M II III I 

Db 6656 AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 6715 

Qy 6721 CTGCGTCACCGGGAAGACCGACTC7^AGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 67 80 

MMM III IM II II I MM Ml MM Mill I II II I II M II II III M II II M 1 1 

Db 6716 CTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 6775 

Qy 67 81 GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 684 0 
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I I I II I I II I I II I I II II I! Ill III I II II II II II II I II I I II I II I I II I I II II 

Db 6776 GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 6835 

Qy 6841 GTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 6900 

1 1 1 II 1 1 II 1 1 1 1 1 1 II 1 1 II III III Ml II II II 1 1 1 II II 1 1 1 1 1 II 1 1 II 1 1 II II 

Db 6836 GTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 6895 

Qy 6901 CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 6960 

1 1 1 II II 1 1 1 1 II I Ml 1 1 Ml II I II I II 1 1 II II II II I II 1 1 1 1 1 1 1 II II II 1 1 1 1 

Db 6896 CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 6955 

Qy 6961 AATGCCTCAGCCAGATGA 6978 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I 

Db 6956 AATGCCTCAGCCAGATGA 6973 



RESULT 4 
AAS59864 

ID AAS59864 standard; cDNA ; 8452 BP. 
XX 

AC AAS59864; 
XX 

DT 16-JAN-2002 (first entry) 
XX 

DE Human novel cytokine encoding cDNA 790CIP2B_6 #2. 
XX 

KW Human; ss; cytokine; cell proliferation; cell differentiation; 

KW antiinflammatory; stem cell growth factor; activin; inhibin; cancer; 

KW nervous system disease; neuropathy; Alzheimer's disease; 

KW Parkinson's disease; Huntington's disease; spinal cord disorder; 

KW head trauma; stroke; myeloid cell disorder; lymphoid cell disorder; 

KW platelet disorder; thrombocytopaenia ; stem cell disorder; 

KW aplastic anaemia; tissue regeneration; wound healing; ulcer; 

KW osteoporosis; osteoarthritis; bone degenerative disorder; 

KW periodontal disease; fibrosis; reperfusion; immune disorder; SCID; 

KW severe combined immunodeficiency; infection; autoimmune disorder; 

KW> multiple sclerosis; rheumatoid arthritis; diabetes mellitus; allergy; 

KW asthma; coagulation disorder; haemophilia; sepsis; nephritis; 

KW inflammatory bowel disease; food- supplement . 

XX 

OS Homo sapiens . 
XX 

PN WO200175093-A1. 
XX 

PD ll-OCT-2001. 
XX 

PF 30-MAR-2001; 2001WO-US010484 . 
XX 

PR 31-MAR-2000; 2000US-00540217 . 

PR 23-AUG-2000; 2000US-00649167 . 

PR 22-SEP-2000; 2000US-00668680 . 

PR 23-OCT-2000; 2000US-00695618 . 

PR 30-NOV-2000; 2000US-00728711 . 

PR 14-MAR-2001; 2 001US- 00808701 . 
XX 

PA' (HYSE-) HYSEQ INC. 
XX 

PI Tang YT, Asundi V, Zhou P, Xue AJ, Ren F, Zhang J, Wang J; 

PI Xu C, Yang Y, Zaho QA, Chen R, Wang D, Goodrich RW, Liu C; 

PI Drmanac RT ; 
XX 
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DR WPI; 2001-626432/72. 

DR P-PSDB; AAU68572 . 
XX 

PT New polypeptides and nucleic acids, useful for diagnosis, treatment of 

PT inflammatory, autoimmune, neurological, myeloid or lymphoid cell, bone 

PT degenerative disorders, cancer and promoting wound healing. 
XX 

PS Claim 1; Page 287-289; 336pp; English. 
XX 

CC The invention relates to isolated human polypeptides (which may be 

CC cytokines) and the polynucleotides encoding them. The protein is useful 

CC for identifying a compound which binds to it (e.g. modulators, agonists 

CC and antagonists) . The polynucleotides are useful as an array for mismatch 

CC detection. The proteins and nucleic acids are useful as nutritional 

CC sources or supplements. The protein exhibits exhibits activity relating 

CC to cytokine, cell proliferation, cell differentiation, antiinflammatory, 

CC stem cell growth factor activity, immune stimulating or immune 

CC suppressing and actiyin or inhibin related activities. .The. proteins (and . 

CC antibodies raised against them) and nucleic acids are therefore useful in 

CC the diagnosis and treatment of diseases and disorders such as cancer, 

CC central and peripheral nervous system diseases and neuropathies, 

CC Alzheimer's, Parkinson's disease, Huntington's disease, amyotrophic 

CC lateral sclerosis, spinal cord disorders, head trauma, cerebrovascular 

CC diseases, stroke, myeloid or lymphoid cell disorders, platelet disorders, 

CC thrombocytopaenia, stem cell disorders, aplastic anaemia, for 

CC regeneration of bone, cartilage, tendon, ligament and/or nerve tissue 

CC growth, and in tissue repair, healing of burns, incisions, ulcers, for 

CC treating osteoporosis, osteoarthritis, bone degenerative disorders, or 

CC periodontal disease, lung or liver fibrosis, reperfusion injury in 

CC various tissues, various immune deficiencies and disorders including 

CC severe combined immunodeficiency (SCID) , bacterial or fungal infections, 

CC autoimmune disorders (e.g. multiple sclerosis, rheumatoid arthritis, 

CC diabetes mellitus, myasthenia gravis), allergic reactions and conditions, 

CC such as asthma or other respiratory problems, coagulation disorders, 

CC haemophilia) , septic shock, sepsis, arthritis, nephritis and inflammatory 

CC bowel disease, viral infection and are useful in altering bodily 

CC characteristics. The present sequence encodes a novel protein of the 

CC invention 

XX 

SQ Sequence 8452 BP; 3015 A; 1642 C; 2061 G; 1734 T; 0 U; 0 Other; 

Query Match 78.3%; Score 5466.8; DB 4; Length 8452; 

Best Local Similarity 93.5%; Pred. No. 0; 

Matches 5909; Conservative 0; Mismatches 67; Indels 342; Gaps 6; 
Qy 8 08 GAAGAGGTAGAAAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTT 867 

1 1 1 II IN 1 1 1 1! II 1 1 II 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 ! II 1 1 II II 1 1 1 II 1 1 1 II 1 1 

Db 2198 GAAGAGGTAGAAAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTT 22 57 

Qy 868 AAGAGCAAACAAACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCA 92 7 

II II I II 1 1 II II II III 1 1 1 1 III 1 1 1 M III M II 1 1 II I II II II 1 1 1 1 1 II I II 1 1 

Db 2258 AAGAGCAAACAAACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCA 2317 

Qy 928 TTAAAAGAGGAGGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAAC 98 7 

I I II I III I II II I I III II I I II II II II I I I I III II II I II II II II I I I I I I I I I I 

Db 2318 TTAAAAGAGGAGGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAAC 23 77 

Qy 988 ACAAAAAATGAATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAA 1047 

IIIIIIMIIIIII 

Db 2378 ACAAAAAATGAATT 2391 
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Qy 1048 TATGAGCTGGAACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAAT 1107 

Db 2392 2391 

Qy 1108 TATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGC 1167 

1 1 1 1 1 1 1 ii 1 1 1 1 Milium ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 

Db 23 92 GTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGC 2437 

Qy 1168 AAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAG 1227 

I II 1 1 1 1 1 1 1 1 1 1 II II 1 1 II III I III 1 1 II 1 1 1 1 1 1 1 ! 1 1 II 1 1 M I II I II 1 1 II II 

Db 2438 AAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAG 24 97 

Qy 1228 GCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTG 12 87 

I IM M 1 1 M I M M II M 1 1 III MM M MM I M M I II II M I M I M II M MM 

Db 24 98 GCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTG 2557 

Qy 1288 AGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCA 134 7 

I II 111 I I I I I I I I I I II I III III II I I I I I II II M I I I I I I I I I I I I I I I I I I I I I I 

Db 2558 AGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCA 2617 

Qy 1348 CAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGA 1407 

I M II 1 1 1 1 1 1 1 1 1 1 II II 1 1 III MM II III 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II II II 1 1 

Db 2618 CAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGA 2677 

Qy 14 08 GCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAG 1455 

I II II 1 1 1 1 II 1 1 1 1 II II 1 1 1 Ml III II II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 

Db 2678 GCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGGAGGCTGTTGTT 273 7 

Qy 1456 1455 

Db 2738 CAGTACAGGCAAGAGATGATACTAGCACCAACCAGGAAGGTGCTGGTGGATGTGGAGAGA 2797 

Qy 1456 ATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGC - - 1489 

III II I II II III I I I 

Db 27 98 AAGCCAGCTGATTCCAGGAAACACTGGACAGTAGAACTGACAGGACTTAATGATGGGTTG 2857 

Qy 14 90 AGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCT 153 6 

1 1 II II 1 1 1 M I Ml MM 1 1 1 II I II II II 1 1 II 1 1 II II II 1 1 1 1 

Db 2858 AAAGTAGGAGATGAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCT 2917 

Qy 1537 CTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAG 1596 

II ! II 1 1 III 1 1 1 MM II I II III I II II II I M 1 1 1 1 III II 1 1 II 1 1 Ml III M 1 1 

Db 2918 CTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAG 2977 

Qy 1597 ATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCAT 1656 

I I Ml 1 1 1 1 II II I II I II 1 1 1 II I III II II 1 1 1 II I II II II 1 1 II 1 1 1 1 II II 1 1 II 

Db 2978 ATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCAT 3037 

Qy 1657 ATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAA 1716 

II III I III M I III 1 1 M Ml 1 1 1 1 II II II III III MM M M II 1 1 II MM II 1 1 

Db 3038 ATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAA 3097 

Qy 1717 CAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATT 1776 

1 1 M I II 1 1 M Ml I M II 1 1 1 1 1 1 1 II II III 1 1 1 M M 1 1 1 1 II 1 1 II II Ml M II I 

Db 3098 CAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATT 3157 

Qy 1777 AAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAG 1836 

II III II 1 1 II II 1 1 M II M II 1 1 1 M I III II 1 1 II 1 1 1 1 1 1 1 1 II II 1 1 M I M 1 1 1 

Db 3158 AAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAG 3217 

Qy 1837 GATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCA 1896 
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II II II II 1 1 1 1 II 1 111 1 1 III II II II 1 1 II 1 1 1 1 MM II II 1 1 1 1 1 1 II 1 1 II 1 1 




Db 


3218 


GATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCA 


3277 


Ov 
vy 


1897 


ACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGA 


1956 




1 1 IMIIII 1 1 1 1 1 1 1 1 1 1 1 1 III 1 1 II II II M 1 1 1 1 II II M M 1 II 1 1 1 Ml MM 




Db 


3278 


ACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGA 


3337 


vy 


1957 


TTGAOAGAAGTPGAGPAGGAGAGAGAOPAGPTGGAAATAGTTGOPATGGATGPAGAAAAT 


2016 




M IMIIII 1 1 1 1 1 II 1 II 1 1 Ml 1 1 II II II 1 1 1 1 1 1 M II II II Ml II 1 III 1 II 1 1 




Db 


3338 


TTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAAT 


3397 


Vy 


2017 


ATGAGGAAGGAOPTTOPAOAGPTAGAAAGTGPPPTPPAAGAOPAGPATGAGGTGAATGPA 


2076 




M M 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 II M M 1 1 1 1 1 II M 1 M II 1 M 1 M M M 1 1 M 1 M 1 




Db 


3398 


ATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCA 


3457 


Ov 
Vy 


2077 


TOTTTGPAGPAGAOPOAGGGAGATOTOAGTGOPTATGAAGOTGAGPTAGAGGPTPGGPTA 


2136 




1 i 1 1 1 1 1 1 1 1 II II II MM MM MM II MM MM II II MINIM MM MINI 




Db 


3458 


TCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTA 


3517 


Vy 


2137 


AAPPTAAGGGATGPTGAAGPPAAPPAGPTPAAGGAAOAGTTGOAAAAAOTAAPAAOAPTT 


9 1 96 

£s J. _? o 




IMMIMI 1 II II 1 1 1 II 1 MM 1 1 II II 1 1 1 1 II M 1 1 II II Ml M 1 1 1 II 1 1 II 1 1 




Db 


3518 


AACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTT 


3577 


Ov 
vy 


2197 


ACP CAGTT AGAAP AATC AGO C CTT PAAGC AGAAPTTGAGAAGGAAAGGP AAGC OPT PAAG 


2256 




Ml II MM 1 II 1 1 1 M II M III M II II 1 1 1 1 II II 1 1 II II 1 II 1 1 1 M 1 1 1 1 II II 




Db 


3578 


ACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAG 


3637 


vy 


2257 


AATGPPPTTGGAAAAGPPPAGTTPTPAGAAGAAAAOGAGPAAGAGAAPAGTOAGPTPPAT 


2316 






Ml II MM 1 M M 1 II II 1 1 Ml II M 1 1 1 1 1 1 II II 1 1 II II 1 II 1 1 1 1 1 1 1 1 1 II 1 1 




Db 


3638 


AATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCAT 


3697 


Ov 

vy 


2317 


GPAAAAPTTAAAPAPTTGPAGGATGAPAATAATPTOTTAAAAPAGPAAPTTAAAGATTTP 


2376 




Ml II Mill M 1 1 II 1 II M III II II 1 1 1 1 1 1 II II 1 1 M 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 




Db 


3698 


GCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTC 


3757 


Ov 
vy 


2377 


rAnAATOArrTTAArrATnTnnTTnATOfiTTTonTTrfiTrrAnAAnAAfiTnnrAnpTroT 


£i *± J D 






III II MM 1 M 1 1 1 1 MM MM II II II II 1 1 II II 1 1 II M 1 1 1 Ml 1 1 III 1 II 1 1 




Db 


3758 


CAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGT 


3817 


Ov 
vy 


2437 


GTGOATOAGPTAAOAAGAAAAPTOAAATTAOOAAPTOOOOAAATOAAPATPPATAOTPPT 


94 96 






IN Ml II Ml MM M Ml MM II II l-l INN Ml II III MM III II MM MM 




Db 


3818 


GTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCT 


3877 


Ov 
vy 


24 97 


TPAGATGTPTTAGGGAAAAGTOTTGPTGATTTAPAGAAAPAATTPAOTOAAATTPTTOPA 


^ J JO 






1 II II II 1 1 1 1 1 1 M 1 1 M 1 1 1 II 1 1 M II II 1 1 1 1 M II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II 




Db 


3878 


TCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCA 


3937 


Ov 
vy 


2557 


PGOTOCAAGTGGGAAAGAGATGAAGCAPAAGTTAGAGAGAGAAAAPTPCAAGAAGAAATG 


2 616 






M II II II 1 1 1 M 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II II II 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


3938 


CGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATG 


3997 


Ov 
vy 


2617 


GPTPTGPAGPAAGAGAAAPTGGPAAPTGGAPAAGAAnAGTTPAGGPAGGPPTGTGAGAGA 


2676 






1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 1 




Db 


3998 


GCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGA 


4057 


Ov 

vy 


2677 


GCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATG 


2736 






1 II II MM 1 1 1 1 II 1 1 M 1 1 III III 1 1 1 1 1 II II 1 1 1 1 II II II MM 1 M 1 1 M 1 1 1 




Db 


4058 


GCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATG 


4117 


Qy 


2737 


GAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTT 


2796 






II 1 M MM 1 1 1 1 1 1 1 1 1 1 1 1 III 1 II 1 II 1 II 1 II II 1 1 II II 1 1 1 II 1 1 1 1 1 1 Ml 1 1 
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Db 


4118 


GAGAATGAAATT CAC TATTTGCAAGAAAAT CT AAAAAGTATGGAGGAAATCCAAGGC C TT 


4177 




2797 


apapatptppa apttpappa apptpatpaapapaappapapa attptpppppaaptpppa 

rtV_rtVjrt 1 L i V-.V_rtrtV_ 1 1 V_rtVjVjrtrtVjV_ X Vjrt X ^t\i^KJl^\Jc\r\\J\Jt\\jn\jr\I^ i 1L1 VjuLV,LnnL X V_V_Vjrt 


<iO jo 




1 II II II 1 1 1 1 1 1 1 1 II II II Mill II 1 1 1 1 II II 1 II 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


4178 


ACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGA 


4237 




O Z> i 


PAPTTAPAPAA A A APAAPAA APTTPA APATPPPAA ATPTPAPPAPP A APTTTTTPPTTTA 

VjrtVj X X nUnUrtfinfiHUnnUnnnV. 1 X OrtrtVjrt J. VjV_ \—r\f\r\ X V_ X V-.rtUOrtVjV_.rtrtVj X X ± X X Uu 1 1 J.n 


9Q1 




1 II II II 1 1 1 1 II 1 1 II II 1 1 II 1 M II II 1 1 1 1 II 1 1 1 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


4238 


GAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTA 


4297 


uy 


9 Q 1 7 


pat a a An a aptpa an a a apt a a a pa a apppptpppp apptptpata ar:PTar!rr , apafiPT 

Vjrt 1 rtttJAO.tttt.V_. X ottrlortiHrtV-. 1 rtrttt0.HiAttOV-.V_.O J. OOV_ V_ttV^ L. J. V_ 1 ort Irtrtov. 1 rtbLLHLrtbL 1 


9 Q 9 £ 




Mill MMII 1! Ill III IIIIIMIIIIIIMI llllll MM MINIMI III 




Db 


4298 


GATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCT 


4357 


uy 


9 Q77 


PAPPTPAPPATTPPP A A APAPPAPPTPA APTPPPTTP ATPPA APTPTT A TP A A A ATT A AP 
OrtOV_ 1 V_rtV_V_rtX X OOOrtrtjttOrtV-.V_.rtOV_. 1 OrtrtO J.LLv«i 1 V_rt X OOrtrtV_ X O X 1 tt 1 Onnftn 1 lrtrtV- 






lllllllllll IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIMIIIIII 




Db 


4358 


GAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAAC 


4417 


uy 


9 ri9 9 


V_,rtVjOrtVjoVjrtVjv_,rtOrtVjVJrtVjl 1 uLnubnnuLnbnUnbb 1 1 LnbLnuiWluuLnbLntnnuLA 


9 Pi Q £ 
J U J D 






MINIM III 1 II MM! Illlllllllll II lllllllllillll 1 IMMIIMII 




Db 


4418 


CAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCA 


4477 


wy 


-JAQ7 

J U -7 / 


PPPAPAPATPTPAPPPPAPPAPA APPTPAP ATPPA APTPPTPPAPA ATPTPPTP APPP AP 

VJV_V.~rlO.rtVj.tt. X V_ X V^rtOV_.OOrtOV^rtOrtrtOV-. 1 Ort Ort± V_OrtrtV_ X V_V_ X OV^rtOrtrt X V_ X V_V_ X OrtOOV_rtO 


jIjD 






II II III III II MM III llllll llllll III III II II II lllllll IIIMIMI 




Db 


4478 


GCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAG 


4537 


yy 


•31 C7 
jIj / 


A APPPPPAPPAPTTTPPAPTTPAPATPPAPA A A AP APPTPT APPT APTPPAPP A A APTPA 
rtrtOOOOOrtOOrtO 1X1 V_OrtV_ 1 1 Ort Ort 1 OOrtOrttt_*-irtV_,,rtOO 1 O X rtOO X rt\_, 1 OOrtO V^rtrtrtV^. X V_rt 


9 9 1 £ 






III II II III INI III llllll III llllll MM MINI II II II III III III III 




Db 


4538 


AAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCA 


4597 


yy 


9 9 T 7 

S> £ X 1 


PAPPTPPTAPA A ATTPAPA A APTPA ATPAPAPA ATPPA APPAPA A APPAPAPAPATTPPA 

V_rtOO 1 V_ V_ X rtOrt-ttrt. X X Ott.Vjrtrtrt.V_. X Ortrt X OrtOrtOrtrt X Uu/irtLonLniirtuurtLnunurt X X OV_rt 


99 7£ 






1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 Ml 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 Ml 1 1 




Db 


4598 


CAGGTCCTAGAAATTGAGrtAACTGAATGAGACAATGGAACGACAAAGGACAGAGATTGCA 


4657 


Qy 


3277 


AGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACrtAAGGAGGCTTTGAAAATGTT 


3336 






1 1 1 i ] 1 1 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 




Db 


4658 


AGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTT 


4717 


yy 


9 9 9 9 
j j j / 


TT7\P7\ZV.P7\A ATTPPTP A APTTPPaPPTPaaPTTTPTTATPaP Z\ ATPaTTaPaTB APP npp 
1 1 rt VjrtrtVjrtrtrt 1 1 VjV_ 1 Vjrtrt V- 1 1 V-.VJrtL.Vj 1 OrtrtO 1 X 1 V_ X Xrt 1 V-rtOrtrt 1 Ortl XrtV_rt lrtrtVjV_.rt.VjL. 


9 9 Q £ 
J O jD 


Db 


4718 


1 1 1 1 1 II II 1 1 II 1 II 1 II II II 1 II II II II II II II II 1 II II II 1 1 1 1 II 1 II 1 1 1 1 

TTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGC 


4777 


wy 


J J J / 


ATPPP APATPPTTTP A A A APAPPAPPPT ATTPPT APTTTZ-TPPPZS.PPAPP APPZiTP A TP a 
rtlOoLrtort 1 v_ 111 v^rtrtrtrtortv^vjrtVjvjv^ Irti lovjlrtL 1 1 xttl oLv_.rtV_,v_,rtv_,v_,ttV-v-rt 1 v_tt 1 v_tt 


j*i jo 






1 II II 1 1 1 1 M II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II II Ml 1 1 II Ml 1 1 1 Ml 




Db 


4778 


ATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCA 


4837 




94^7 


A A APTTTPPAPPPATAPTTPPPAPPPPAPPAAPPAPTPTPPTPTTPPPPTTA APT APTPA 

rtrtrtVj XXX V_V_ttOV_V_rt X rtVj X X V_.V-V-rtOOV— V—rtV^V-rtrtOOrtV.. X V_ 1 VJVJ lull OOV_ V.. X X rtrtVj X rtV_ X V_rt 


9 R 1 

J JlD 






1 Mill MMM 1 1 1 1 II II 1 II 1 II 1 1 1 1 1 1 1 1 1 1 M II II II 1 1 1 II 1 II 1 II 




Db 


4838 


AAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCA 


4897 


wy 


^ m 7 


PPPTPAAPTPPTPTTAPAAAAPPAPPPPPTPPPPAPPAPPATPPPA APPA APPP APTPA A 

OV_V_ X Vjrtrt V_ ILv-lUl X rtOrt_ttrt^V_,V_.rtV_.OV-V_.V_. X OOOV_rtOOrtOOrt X OOOrtrtOOrtrtOOOrtO X V_rtrt 


9 R 7£ 

J J / D 






Mill llllll III III II Ml MM IIIMIMI lllllll IIIMIMI IIIMIMI 




Db 


4898 


GCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAA 


4957 


Pw 

yy 


jj / / 


ppTPPPPPTPPPTPappaTaPTPPPTTTaTTPTPPPaTPappaPTPPPTTapaTa aapTP 

v_v_ 1 v-V-v_.v_.V-, 1 OL.v_ 1 v-rtoOrt 1 rto 1 vjvjvj 1 1 1 rt 1 ILi L.v-v_rt 1 v-rtoorto 1 oovjl 1 rtV_rt IrtrtrtL. 1 o 


9 £ 9 C 
J D J D 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 i 1 t 1 I 1 1 1 1 1 1 1 1 1 1 1 

1 M 1 1 1 II M 1 1 1 1 1 1 II II M M 1 II 1 1 II II 1 1 1 1 M 1 1 M M M 1 1 II M II 1 M M 




Db 


4958 


CCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTG 


5017 


Qy 


3637 


TTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGAC 


3696 






II 1 II 1 1 II 1 1 M 1 Mill II 1 II II 1 1 II II 1 1 1 1 1 1 II II II 1 1 1 1 1 1 1 II 1 1 1 Ml 1 




Db 


5018 


TTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGAC 


5077 
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Qy 


3697 


CAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGAT 


3756 




MIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIII 




Db 


rr r\ *7 o 
5078 


CAAGAAGAACCCCCAI I lOlUCLXLLlLLlCjCjAiALAlLiAlOlAlALlCjILiLl ILLlbAl 


5137 


Qy 


3757 


GGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAAT 


3816 




II III MM II MM MINI Ml MM MM MINI III Ml III MM MINI III 




Db 


5138 


GGTTCTCCTGTACCCCAGGGCATGGCLLTGTArCjCALCALLTCCTC 1 ICjLLAAACAAT 


5197 


Qy 


3817 


AGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATG 


3876 




Ml 1 1 IN 1 II II 1 1 1 Ml IMM M M M 1 1 1 M 1 M 1 M 1 1 1 1 1 II 1 1 Ml II 1 1 1 1 1 




Db 


5198 


AGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGC^ 


5257 


Qy 


3877 


GTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCAT 


3936 




1 M M M M II II M II 1 1 1 II II 1 II 1 II 1 M II II 1 M II M 1 M II 1 II 1 1 1 1 II 1 1 




Db 


5258 


GTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCC 


5317 


Qy 


3937 


TGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATG 


3996 




III II II 1 1 II II 1 M 1 II II III II II II 1 1 1 1 1 Ml 1 1 1 1 II 1 III 1 1 Ml 1 II 1 1 1 1 




Db 


5318 


i-n/"i /*i ft tv /tnmn/i/^m/^i tv tv y*» tv m tv tv yi mm tv tv r"i tv tv myi tv tv v*Tmmm m tv / p *f n mm tv /^i tv tv ✓•r tv ■» ^ m v~i 

TGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATG 


5377 


Qy 


3997 


CAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCG 


4056 




II II 1 II 1 1 II II 1 II 1 II II III MM II II 1 1 1 1 II M 1 1 1 1 1 III II Ml 1 II II 1 1 




Db 


5378 


/-l t\ /-» /-i -j\ mmm 7\ 71 T\ A rri O A A 7\ /*"< A 7V /"tO/'-tOO A 7\ O AAA rTITTTI A rp O 7\ OH O /-1 71 moo A A O O /"I /""I /""l 7\ omoo 

CAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCG 


5437 


Qy 


4057 


GAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAGAAAAGC 


4116 




II II 1 1 1 1 1 II 1 1 1 III II II II 1 II MM II 1 1 1 1 II 1 1 1 1 1 1 1 1 MM 1 1 1 1 II II 1 1 




Db 


5438 


ri tv /T tv tv tv /-1 n 11 Ti moo 71 t\ /"i 71 t\ /— i mo o 71 m o 7\ m TV tv m t\ mm /~i iv mo 7v m/~immmmy^i rni ti /— i t\ /-t t» 71 /-^i tv tv iv iv /^i 0 

GAGAAAGAAATGGAAGAAC TGCAT CATAAT AT TG ATGATCTT TTGC AAGAGAAGAAAAGC 


5497 


Qy 


4117 


TTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGCAAAAGGAC 


4176 




M II 1 1 1 1 1 II II 1 II 1 II III 1 1 II 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 III II 1 1 1 1 II 1 1 1 1 




Db 


5498 


mm tv tv ^im/^m^i tv tv /"tm tv /""i tv tv /*t tv tv mm tv tv m tv /**t tv tv yirn/"Tm/*i/"T tv tv tv tv /^i m /~i tv tv tv /~i /^i tv tv tv tv ✓"t^i tv /*t 

TTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGCAAAAGGAC 


5557 


Qy 


4177 


TTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAATCACTCAAA 


4236 




I M 1 1 II 1 1 II II II 1 II II 1 1 II 1 1 1 II 1 1 1 II II 1 1 1 II 1 II 1 II 1 II 1 1 II II II II 




Db 


5558 


TT C ATTGATGGAAATGTTGAGAGT CT T ATGAC TGAACT AGAAAT AGAAAAAT CACT CAAA 


5617 


Qy 


4237 


CATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGC 


4296 




II II 1 1 1 1 1 Ml 1 III 1 1 1 III 1 1 II MM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 III II 1 II 1 II 1 1 1 1 




Db 


5618 


s~*m m /^i tv m/~i tv tv tv m tv mm/i m tv /— ■ tv m /"i tv tv tv m m/T tv nm/^i /~y tv mmn iv /~i iv tv /^i tv /~im ^imm r*\TT>/-% tv tv tv /~i /~i m y^i /^i /~i 

CATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGC 


5677 


Qy 


4297 


TCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACT 


4356 






III 1 1 1 1 II 1 1 1 1 III 1 II II 1 1 III MM II II 1 1 1 1 1 1 II 1 1 1 1 M 1 1 1 Ml 1 1 1 1 1 1 




Dd 


5678 


m/~i tv 0 tv oomo n 000 a a omo a onn a nmnnmnnn a /~» a /~im/^» a /~» tv nmn tv tv /**immm/~i a m/~i /~t iv /~im 

TCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACT 


5737 


Qy 


4357 


AAAGAAAA GACAAAAAATGCT 


4377 




Illlllll IMMIIIII Ml 




Dd 


5738 


AAA /™i a a A A nnmmmrirnAmmnmmpmopmmmpnpnmnmn a /""i /~im 7\ rirprirpr«/ r ' A/~»aaaaaa m<^i/"irp 

AAAGAAAAGGTTTGTCTTCTTGTGGTTTGGGGTGTGAGCTCAGTGTGGACAAAAAATGCT 


5797 


Qy 


4378 


GTTGAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAA 


4437 






1 M 1 III 1 1 1 1 1 1 MM M II II 1 II II II II II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 




Db 


5798 


/~imm/"t a a a a ornm/~i a /"^rn/i a mo /~»o a a 0 a 0 a a /"*mmm a mm/**i 0 a a a iTm/"* a nmo 7v /*> ♦ a mo /-im/~i a 00 a a 

GTTGAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAA 


5857 


Qy 


4438 


m m tv i^i tv tv tv /^/"** iv Tv AOm/l tv /"i/^ tv tv tv ^im/"i /^tfn/^ mm tv tv m /^/^irn /^i tv tv tv f~\ /^m/**i tv m /^i tv /~i tv /^rn tv tv /^i tv 

TTAGAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGA 


4497 






1 II MM 1 1 1 1 1 1 MM II II M 1 II M M 1 1 II II 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 




Db 


5858 


TTAGAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGA 


5917 


Qy 


4498 


TCGCTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTG 


4557 




1 II 1 II 1 II 1 1 1 1 II 1 1 II ! I II 1 II II II II 1 1 1 1 1 1 1 1 II 1 1 Ml M 1 1 IMMIII 




Db 


5918 


TCGCTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTG 


5977 
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Qy 


AC CO 
4DDO 


7\AAPRAATA AAPAAA ATTPTRrPRPPfi A A A A A PTPA P 1 A PTTPPA A TPTTT AAPPAAPA A P 

AAA La AAA 1 AAA L AAAA i ibl ALjG ALiL. AAAALjAL. 1 LAbAL 1 1 G LAA 1 G 1 1 1 AAGG AAGAAG 


A C\ "I 

4 b l / 




II 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 M 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


5978 


AAAGAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAG 


6037 


Pw 

Qy 


4 O J- O 


A APPli A A A A PTPAPfiPa aPAPPTTPAPB A APT* A PAPA A SPSPATAPAPATPPPAPA A PPP 
AAuuAAAAAL. 1 IjALAoAAbAoL 1 1 LftuHAAL 1 ALAVjAAALxAL.A 1 AoAbA 1 VjVjI~A<jAAL-CjI~ 


4 o / / 






IIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIMIIII 




Db 


6038 


AAGGAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGC 


6097 


Qy 


/If TO 
4 O / O 


A ATPAPPaTPaPPaPPTPPAPPTPPTTA A A PA ATPTPAPPTPPTTPTTPAPPPPA A A AP A 
AA 1 bAbbA 1 LALL AL L 1 bLAbb 1 UL 1 1 AAAGAA1 G 1 GAGG1GG 1 1G1 1 GAGGGGAAAAGA 


a Tin 
4 / j / 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


6098 


AATGAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGA 


6157 


Qy 


4 / JO 


pppp 7\ ppmpp a 7\ jvnpmp A A A A PPP A PPTP APA APTPAP'PAPPAPP A P ATPPPTPTPTTP 

GGGGAGG 1 GGAAAAGG 1 GAAAAGGGAGG 1 GAG AAG 1 GAGL AGGAGGAGA I GGG 1 G 1 G 1 1 G 


4 /y / 




IIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMI 




Db 


6158 


GCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTG 


6217 


p., . 

Qy 


4 / y o 


PAPAPPPAPTTAPPPPATA AAA APPAPPAPPnPPPATPTAPTPPA APPA APPATPPTPPAP 

vjAL.ALjCjL.ALi 1 1 AGGGGA J. AAAAAGGAGGAGG 1 GGA 1 G 1 AG 1 G GAAGGAAGGA 1 GG i GGAG 


/IOC*"? 

4ob / 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MINIMI IMMIIIM 1 




Db 


6218 


GACAGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAG 


6277 


Qy 


4obo 


ppl\AA A PPTP A PPTPPAPP A APPTPTPA OA PTPPPAPAPA pmp A A /"""PA A PTP A P A A PH""PP 

GGAAAAGG 1 GAGG 1 GGAGGAAGG 1 G 1 GAGAG 1 GGGAGAGAG 1 LjAALj 1 AAG 1 GAGAAG 1 bL 


4y i / 






1 II 1 M II 1 1 M II II 1 1 II II 1 1 1 1 II 1 1 1 1 1 M M II 1 II 1 1 1 1 M II 1 1 M II 1 1 1 1 




Db 


6278 


GCAAAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGC 


6337 


Qy 


A Q 1 Q 

4 y id 


A ATPAPA TT APPPA APTA A A A HT*Tr**T"TTT~Pf~^r*T\ A P A A PTP A PTTTTP A P A A A PP A P A A PI 1 A 

AA 1 GAGA 1 1 AGGGAAG 1 AAAA 1 G 1 G 1 1 G 1 GGAAGAAG 1 LjALt 1111 G AGAAAGGAGAAG 1 A 


A Q *7 *7 

4y / / 






MIMIIIIMIMIIIIIIIMMIMIIIIIIIMIIIIIIIIIIIMIMIIIIIII 




Db 


6338 


AATCACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTA 


6397 


Qy 


4Q7Q 

4y / o 


A ATPTTPAPATTAPTPA A APA A A A A PTP A A PTTAPA PTTATR A APP APP A A ATTP A AAAA 
AA loll L- ALjA 1 1 ALj 1 bAAAbAAAAAL 1 LAAL 1 1 AL. AL. 1 1 A 1 AAAGG AGGAAA 1 1 LxAAAAA 


bUo / 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


6398 


AATGTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAA 


6457 


Qy 




p 7\ PP A A P A A A A ""HPT TP A pprnmpmrnrnm 7\ APPPAPA TPTPT 7174 A P A T A AA A P PP A A PT A A A P 

G AGGAAG AAAA 1 G 1 1 GAGG1 1G1 1 1 1 AAGGGAGA1G1 G 1 AAAL-A1 AAAAGGGAAG 1 AAAG 


c r\ Q T 

boy 7 






1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


6458 


GAGGAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAG 


6517 


Qy 


buy o 


A ATATTPTPPAPA T 1 ^" 1 TTTT 1 A A /~»HPrp/-1 AAAA PP A TT^ A P PT> A f*i 7\ 7\ p/""l rnrnrpj^-1 A T\ /"TtfTTV HTl »n>m 

AA 1 A 1 1 G 1 GGAG A 1 Lr 1 1 GG AAL. x 1 GAAAAG GATGAGGTAC AAGGTTTGAAGCTACAACAT 


5157 






1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 II II 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


6518 


AATATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACAT 


6577 


Qy 


ri CO 

blbo 


P]\ppT\ A APPPTA TPTP A A TT A PAPA APA PTPA PPTPPPA PTPPTAPAPPAPA A A PTPP A P 

GAGGAAAGGG 1 Al G 1 GAA 1 1 AG AG AAG AG 1 GAGG 1 GGGAG 1 GG 1 AGAGGAGAAAGTGGAG 


5217 






1 1 1 1 1 II II II 1 1 II 1 1 II II 1 II 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 II 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 




Db 


6578 


GACCAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAG 


6637 


Qy 


col Q 

bz lb 


TTAPAPA ATTTPPAPPAPATATPPPAPPAPPAPAAAPPPPAA ATAP jipmpppji PA A PP A P 

1 1AGAGAA1 1 1 GGAGGAGAi Al GG L AG LAG GAG AAAGG GG AAA 1 AGAG 1GGLAGAAGLAG 


d2 1 / 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


6638 


TTAGAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAG 


6697 


A,, 

Qy 


bz / o 


PTPPTTPAPAPPP A T 1 A A A PP APAAATAPAA PP A A TP A PTP PTP A PTPPPPAPPTTTAP A A 

L. 1 L.L. 1 1 LtAvjALjLjvjA 1 AAAL-GALjAAA 1 ALjAAL^GAA 1 LjAL. 1 GG 1 GALi 1 GGGGAVjG 111 AG AA 








IIMIIIIMI M MINI MINIUM MMMIM IMIMIMMMIIM 1 Ml 




Db 


6698 


CTCCTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAA 


6757 


C\\r 

Qy 


JJ JO 


TPPTPTPTTPAPTPTTTP APPAAAPAAAA PP A APATPTPPA A P A PA A A TP TP A P A TTTPP 

1 LG 1 G 1 G 1 1 GAG 1 G 1 1 1 GAGG AAAGAAAAGGAAGA 1 G 1 GG AAGAGAAA 1 G 1 GAGA 111 GG 


b j y / 






IIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIIIIIMIIMIIIMIIIIIIIIII 




Db 


6758 


TCGTGTGTTGAGTGTTTGAGCAaAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGG 


6817 


Qy 


5398 


GaaaaaAAGTTGGCACaaACCaAAAGGGTTTTAGCAGCAGCAGaAGAaAATAGCaAAATG 


5457 






IIIIIIIIMIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIII 




Db 


6818 


GaaaaaAAGTTGGCACaAACCaaaAGGGTTTTAGCAGCAGCAGAAGaAAATAGCAAAATG 


6877 


Qy 


5458 


GAGCAATCAAACTTAGaaAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGAC 


5517 
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Db 
Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 



II 1 1 1 II 1 1 II II II 1 1 II II III III 1 1 1 II II 1 1 II II II 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 

6878 GAGCAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGAC 6937 

5518 CAACTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTC 5577 

I I I I I I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
6938 CAACTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTC 6997 

5578 CAAGAAAAACGAGAAGCAGTAAACTCACTG CAGGAGGAACTAGCTAATGTC 5628 

Mill I III I I I Mill III III 

6998 CAAGACTTAGTAGATACTGGATTGGCACTGACCACCTCTAGTAAAGATGGCTTTATTAGT 7057 

5629 CAAGACCATTTGAACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTG 5688 

III III I I I IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMI 

7058 AGTTTCCACTTGTTCTTTCACCTAAAGGACCTGCTTCACACCACCAAGCATCAGGATGTG 7117 
5689 TTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAA 5748 

1 1 II 1 1 III I Ml 1 1 1 1 II 1 1 II I II I II 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II II I 

7118 TTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAA 7177 
5749 GACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATT 5808 

1 1 II 1 1 III I III 1 1 II II II II Ml III 1 1 1 II 1 1 II 1 1 III II II I II II II I II 1 1 1 

7178 GACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATT 7237 
58 09 GAAGAAAACAAGCTC AAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAG 5868 

I MM MM 1 1 II 1 1 II II MM III MM 1 1 II 1 1 II Mill II 1 1 1 M II 1 1 1 II 1 1 1 

7238 GAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAG 7297 
5869 AGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCAC 5928 

I II I Mill I III II M II I MMM MM 1 1 II 1 1 II II Ml III 1 1 M M 1 1 1 II III 

72 98 AGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCAC 7357 
5929 CAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTG 5988 

1 1 II I MM II II I III II II II III II II 1 1 II 1 1 II I III Ml II III III I III III 

7358 CAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTG 7417 
5989 CTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTG 6048 

I II II M 1 1 MM II II 1 1 M Mill II M 1 1 II 1 1 III I M 1 1 II 1 1 II II 1 1 M I M I 

7418 CTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTG 7477 
604 9 GAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAG 6108 

II Mill II MM 1 1 M 1 1 1 M MM II II 1 1 II II III I M 1 1 II 1 1 1 1 II II M I Ml 

74 78 GAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAG 7537 
6109 AAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGC 6168 

II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I M 1 1 1 1 II I II II 1 1 1 1 II II 1 1 1 1 1 1 1 1 II I 

7538 AAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGC 7597 
6169 CTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTG 622 8 

I II II II 1 1 Ml 1 1 1 II 1 1 1 Ml III II 1 1 1 1 II M II II I II III I M 1 1 1 1 1 II 1 1 II 

7598 CTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTG 7657 

622 9 AAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAG 6288 

I II I I I I II I I I I I I I I I I I I II I I I I I I II I I I I I II I II I II I I I I I I I I I I I I I I I I 
7658 AAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAG 7717 

62 89 GAGAACAGCTGCATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCAT 634 8 

I II II II II II 1 1 II 1 1 II II lllllll II M M II II II 1 1 III 1 1 M II 1 1 1 1 1 MM 

7718 GAGAACAGCTGCATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCAT 7777 
634 9 GAGCGGGCCAGGCGCCTGATGAAGGAGCTC AACCAGATGCAGTATGAGTACACGGAGCTC 64 08 

1 1 1 1 II I II M I M 1 1 MM I II III II I II I II I Ml Ml 1 1 1 1 M 1 1 1 1 II MM II I 
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Db 7778 GAGCGGGCCAGGCGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTC 7837 

Qy 64 09 AAGAAACAGATGGCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCA 64 68 

I II 1 1 1 1 1 II I II II 1 1 1 1 1 1 1 II MM II I! II I III II II II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Db 7838 AAGAAACAGATGGCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCA 7897 

Qy 64 69 ATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAAT 6528 

M I M M M M 1 1 M 1 1 1 1 1 1 M M M M M M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M 

Db 78 98 ATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAAT 7957 

Qy 6529 CAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTA 6588 

I I I I I I II I I I I II I I ! I I I I I 1 I I 1 1 ] I I 1 I I I f I 1 I 1 I I I I I I I I I I I I 1 I I I I I I I 
Db 7958 CAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTA 8017 

Qy 6589 GAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTT 6648 

MMMMMMMMMMIMMIMMMMMMMMMMMMIMMMIM 

Db 8018 GAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTT 8077 

Qy 6649 GAAGAAAAACTGAACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCA 6708 

IMMMMMMMMMMMMMMMIIM 

Db 8078 GAAGAAAAACTGAACTTTTCCCAAGTTCACATAAT 8112 

Qy 6709 CTCCGGGAGAAACTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATG 6768 

I I I I I I I I I I I I I I I I I I I I I I 

Db 8113 GGCCCAACTCCGACACTGTATG 8134 

Qy 6769 TCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGT 6828 

1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 IMMMMMMMMMMMMMMMMMMMMM 

Db 8135 TCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGT 8194 

Qy 6829 TTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCG 6888 

I II II II II 1 1 1 1 1 1 1 1 III I Ml II II Ml I III 1 1 1 1 1 II II II M M 1 1 1 1 1 1 1 Ml 

Db 8195 TTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCG 8254 

Qy 6889 TCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAA 6948 

I M II II II II M II II II II MMM II II II II II 1 1 III M M 1 1 II M II II II II 

Db 8255 TCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAA 8314 

Qy 6949 AATCAGGAAAAGAATGCC 6966 

Ml MINI 
Db 8315 AATCAGGCAGACAGTGTC 8332 

RESULT 5 
AED08238 

ID AED08238 standard; cDNA; 8452 BP. 
XX 

AC AED08238; 
XX 

DT 17-NOV-2005 (first entry) 
XX 

DE Human CP14 0 partial cDNA contig sequence. 
XX 

KW Immune stimulation; gene therapy; drug screening; transgenic animal; 

KW food; inflammation; antiinflammatory; autoimmune disease; 

KW immunosuppressive; immune disorder; autonomic nervous system disease; 

KW cns-gen.; neurological disease; central nervous system disease; leukemia; 

KW cytostatic; hematological disease; neoplasm; gene; ss; CP14 0 protein. 

XX 

OS Homo sapiens . 
XX 
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FH Key Location/Qualifiers 

FT CDS 2. .8452 

FT /*tag= a 

FT /product= "Human CP140 contig protein" 

FT /note= "No start codon" 

FT /partial 
XX 

PN US20052 02422 -Al. 
XX 

PD 15-SEP-2005. 
XX 

PF 08-NOV-2002; 2002US-00291128 . 
XX 

PR 31-MAR-2000; 2000US-00540217 . 

PR 30-MAR-2001; 2001WO-US010484 . 
XX 

PA (TANG/) TANG Y T. 

PA (LIUC/) LIU C. 

PA (ASUN/) ASUNDI V. 

PA (CHEN/) CHEN R. 

PA (RENF/) REN F. 

PA (WANG/) WANG D. 

PA (WANG/) WANG J. 

PA (XUCC/) XU C. 

PA (XUEA/) XUE A J. 

PA (YANG/) YANG Y. 

PA (ZHAN/) ZHANG J. 

PA (ZHAO/) ZHAO Q A. 

PA (ZHOU/) ZHOU P. 

PA (GOOD/) GOODRICH R W. 

PA (DRMA/) DRMANAC R T. 

XX 

PI Tang YT, Liu C, Asundi V, Chen R, Ren F, Wang D, Wang J, Xu C; 

PI Xue AJ, Yang Y, Zhang J, Zhao QA, Zhou P, Goodrich RW, Drmanac RT; 
XX 

DR WPI; 2005-618089/63. 

DR P-PSDB; AED08281. 
XX 

PT New isolated polynucleotides, useful for treating, preventing, or 

PT ameliorating, e.g. Alzheimer's disease, Parkinson's disease, Huntington's 

PT disease, amyotrophic lateral sclerosis, or leukemia. 

XX 

PS Claim 1; SEQ ID NO 102; 60pp ; English. 
XX 

CC The invention relates to polynucleotides and polypeptides capable of 

CC inducing an immune response. The polynucleotides and proteins are useful 

CC for treating, preventing or ameliorating a medical condition, e.g. 

CC Alzheimer's disease, Parkinson's disease, Huntington's disease, 

CC amyotrophic lateral sclerosis, Shy-Drager syndrome or stroke. The 

CC proteins can be used for treating leukemia, inflammatory disorders and 

CC autoimmune disorders, e.g. multiple sclerosis, rheumatoid arthritis, 

CC diabetes, myasthenia gravis or autoimmune inflammatory eye disease. They 

CC can also be used as nutritional sources and supplements, e.g. as a carbon 

CC source, nitrogen source or carbohydrate source. The sequences of the 

CC invention are also useful in gene therapy, drug screening and in 

CC production of transgenic animals. The present sequence is the human CP140 

CC partial contig cDNA of the invention. Note: The sequence data for this 

CC patent did not form part of the printed specification, but was obtained 

CC in electronic format directly from USPTO at 

CC seqdata.uspto.gov/sequence .html ?DocID=2 005 02 024 2 2 . 

XX 
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SQ Sequence 8452 BP; 3015 A; 1642 C; 2061 G; 1734 T; 0 U; 0 Other; 

Query Match 78.3%; Score 5466.8; DB 14; Length 84 52; 

Best Local Similarity 93.5%; Pred. No. 0; 

Matches 5909; Conservative 0; Mismatches 67; Indels 342; Gaps 



6; 



Qy 8 08 GAAGAGGTAGAAAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTT 867 

I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I II I I I I I I 

Db 2198 GAAGAGGTAGAAAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTT 2257 

Qy 868 AAGAGCAAACAAACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCA 927 

I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I II I II I I I I I I 

Db 2258 AAGAGCAAACAAACAAGGTTCCTTGAGGA/^ATTAAAAATCAAGATAAATTGAATAAATCA 2317 

Qy 928 TTAAAAGAGGAGGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAAC 987 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I 

Db 2318 TTAAAAGAGGAGGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAAC 2377 

Qy 988 ACAAAAAATGAATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAA 1047 

MINIUM! Ill 

Db 2378 ACAAAAAATGAATT 2391 

Qy 1048 TATGAGCTGGAACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAAT 1107 

Db 2392 2391 

Qy 1108 TATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGC 1167 

M I M Ml II MM M M 1 1 M M I Ml M M M MM M M M M 

Db 2392 GTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGC 2437 

Qy 1168 AAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAG 1227 

Ml M I M II MM M II MM MIMI IM II M M III 1 1 II M I M I III II MM I 

Db 2438 AAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAG 24 97 

Qy 1228 GCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTG 1287 

II I II I M 1 1 1 II II II I II I MMIM III I Ml I II II II M M 1 1 III 1 1 1 1 MM I 

Db 2498 GCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTG 2557 

Qy 12 88 AGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCA 1347 

III I II I II I III I II I II III Mill III II I II I Mil II III I III II 1 1 II I III I 

Db 2558 AGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCA 2617 



Qy 1348 CAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGA 14 07 

III I II II I II II II I II M II II MM I II I II I M II 1 1 1 II II 1 1 II 1 1 1 1 M 1 1 II 

Db 2618 CAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGA 2677 
Qy 14 08 GCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAG 1455 

M ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1! 1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 1 1 II 

Db 2678 GCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGGAGGCTGTTGTT 2737 

Qy 1456 1455 

Db 2738 CAGTACAGGCAAGAGATGATACTAGCACCAACCAGGAAGGTGCTGGTGGATGTGGAGAGA 2797 

Qy 1456 ATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGC - - 14 89 

III II I II II III I I I 
Db 2798 AAGCCAGCTGATT CC AGGAAACACTGGACAGTAGAACTGACAGGACTTAATGATGGGTTG 2857 

Qy 14 90 AGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCT 1536 

III II Ml III 1 1 MM I II II M I II II M M II I III M I II I II 

Db 2858 AAAGTAGGAGATGAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCT 2917 
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Qy 


1537 


CTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAG 


1596 






1 1 1 1 1 1 1 1 1 II II III II 1 1 1 II! Ml 1 1 1 1 1 II 1 1 1 1 1 1 II II II 1 1 II 1 II 1 1 1 1 1 1 1 




Db 


2918 


CTGGATC TAGAACTGCAGATGGAAAAGC AAAAGC AGGAAATTGCCGGAAAGCAGAAGGAG 


2977 


Qy 


1597 


ATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCAT 


1656 






1 1 1 1 1 1 1 1 1 II 1 1 III 1 1 1 1 III Ml 1 II 1 Ml 1 1 1 1 1 1 II il 1 1 1 II 111 1 M 1 1 1 1 




Db 


2978 


ATT AAGGAC CTGC AAAT AGCCATAGATAGCCTGGAT T CC AAAGACC CAAAACATTC CCAT 


3037 


Qy 


1657 


ATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAA 


1716 




1 M 1 1 1 1 1 1 II 1 1 II 1 III II II 1 II 1 1 II 1 1 II 1 1 M 1 1 II II II 1 II 1 II 1 1 1 1 1 1 1 1 




Db 


3038 


ATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAA 


3097 


Qy 


1717 


CAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATT 


1776 




1 1 1 1 1 1 1 1 1 1 } 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 ] 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 1 1 II i 




Db 


3098 


CAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATT 


3157 


Qy 


1777 


AAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAG 


1836 




11 II 1 1 1 1 1 II 1 1 Ml 1 1 Ml II 1 II II II 1 M 1 1 1 1 II 1 MM 1 II 1 1 1 II 1 1 II 1 II 1 




Db 


3158 


AAGGACCTTGAAGAACAGCTT ACTGAAGGCCAGATAGC AGCAAATGAAGC CC TGAAGAAG 


3217 


Qy 


1837 


GATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCA 


1896 






III III III MM MINI MM III MM II III MM MM II III MM Mil II II 




Db 


3218 


GATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCA 


3277 


Qy 


1897 


ACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGA 


1956 






1 II 1 1 1 1 1 1 1! 1 1 II III 1 1 1 II 1 M 1 1 II 1 II 1 1 1 1 II 1 III 1 1 III 1 1 II 1 1 1 1 1 M 1 




Db 


3278 


ACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGA 


3337 


Qy 


1957 


TTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAAT 


2016 






III 1 M II II M II 1 1 1 1 1 III Ml 1 1 1 1 M M 1 1 II MM 1 1 1 M 1 1 Ml 1 II M II 




Db 


3338 


TTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAAT 


3397 


Qy 


2017 


ATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCA 


2076 


Db 


3398 


IIIIIIMMMIIMMIIIIIIIIIMIMIIIIIIIIMIIIIIIIIIIIMIIMI 

ATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCA 


3457 


Qy 


2077 


TCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTA 


2136 






III 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 M 1 II II 1 1 1 1 1 1 II III 1 III II II 1 1 1 II M II 1 1 II 




Db 


3458 


TCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTA 


3517 


Qy 


2137 


AACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTT 


2196 






- II 1 II II 1 1 M II 1 II 1 II 1 M 1 1 M II II II 1 III II 1 M II II II 1 II II 1 1 M II 1 1 




Db 


3518 


AAC CTAAGGGATGCTGAAGC CAAC C AGC T C AAGGAAGAGTTGGAAAAAGT AACAAGAC TT 


3577 


Qy 


2197 


ACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAG 


2256 






Ml II 1 1 M 1 1 1 1 II II II 1 1 IMIM 1 1 1 1 1 1 II 1 1 1 II 1 II 1 1 III 1 III II 1 1 II 1 1 




Db 


3578 


ACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAG 


3637 


Qy 


2257 


AATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCAT 


2316 






III 1 1 1 1 II 1 II 1 1 Ml II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 II 1 1 Ml II M II 1 1 II 1 1 




Db 


3638 


AATGCC C TTGGAAAAGC CC AGTT CTC AG AAGAAAAGGAGC AAGAGAAC AGTGAGCT CC AT 


3697 


Qy 


2317 


GCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTC 


2376 






Ml II 1 1 1 1 Ml Mill II Ml II 1 IMIM 1 1 1 II II II 1 III MM 1 1 MM II II 1 1 




Db 


3698 


GCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTC 


3757 


Qy 


2377 


CAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGT 


2436 






III II 1 1 II 1 1 Ml 1 II II II II Ml M II II 1 1 M II II MM 1 II 1 1 1 1 II 1 II M II 




Db 


3758 


CAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGT 


3817 
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Qy 


OA "1 1 


ptpp a tp a ppt a a p a a p a a a a ptp a a att a pp a a PTrtnnn a a a Tn a a p a tppataptppt 

O 1 OoA 1 (jnuL 1 AAottAOttJ-lttttV_, X Oritttt X J. ttOOttttV_ 1 OOOOtt-tttt, 1 unntn ± V_V_.r\ 1 ttO — L 


Z *i y D 




Ml II 1 III 1 1 1 II 1 1 1 1 1 1 1 1 III 1 II 1 1 1 II 1 1 1 II II II 1 1 1 II 1 II 1 1 II II 1 1 1 1 




Db 


3818 


GTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCT 


3877 




OA Q 7 


TPAPATPTPTTAPPPA A A APTPTTPPTPATTTAPAPA A APA ATTPAPTPA A ATTPTTPPA 
1 Lnun 1 0 ± V_ 1 1 riuuunrinriVj IV- 1 1 OV_ x 0.tt 111 ttV_.ttOrLrLttV_.ttrl X X V_,ttO 1 Urtrin 1 1L1 X O V_tt 


Z O D 0 




Mill Ml MM Mill II II Mill IN MM Ml MM III MM III Mil II II II 




Db 


3878 


TCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCA 


3937 


Qy 


ZDj / 


PPPTPPA APTPPPA A APAPATPA APPAPA APTTAPAPAPAPA A A APTPPA APA APA A ATP 
V_OV_ 1 V_ V_ttAO 1 UuonriaurtUn X OttxAOV_ttV_ttttO X X ttOttOttOttOttAAAL. X v_ Lnnonrturi/irt 1 0 


z 0 1 0 




IIIIMIIIIIMIIIMIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


3938 


CGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATG 


3997 


Qy 


Of 1 T 

ZOl / 


PPTPTPrfiPPa APAP A A APTPPP A APTPP APA AP A AP APTTP APPP iPPPPTPTPRP AP A 


O C7 C 

Z 0 / b 




IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


3998 


GCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGA 


4057 


Pnr 

Qy 


z o / / 


cr*nr' r rr , r % a Apr 1 a a p a &tp a bttttp at a ap appp a spitp aappaapa atpp app a a a tp 

ov_v^v_1ooAAoV_AAoAA1oAA1 1 1 loAlAAoAooV_AAv_AloAAov_AAoAAl v-v,nbLnnAlu 


Z / O D 




IMMIMI IMIMIMMIMIMMIIIIMIIM MINIUM Mill MM 




Db 


~ 4058 


GCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATG 


4117 


Qy 


Z / J / 


P AP A A TP A A ATTP APT ATTTPP A AP A A A ATPTA AAA APTATPPAPP A A ATPP A APPPPTT 
0A0AA 1 oAAA 1 I LAL 1 A X 1 1 ov_AAoAAAA 1 U 1 AAAAAo 1 A 1 00A00AAA 1 LtAAbutt 1 1 


77Qt 
Z / y b 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 1 1 1 III 1 II II 1 II Ml II MM 1 1 1 1 1 1 II 1 II 1 1 1 II 1 1 




Db 


4118 


GAGaATGAAATTCACTATTTGCaAGAAaATCTAaAAAGTATGGAGGAaATCCAAGGCCTT 


4177 


wy 


97Q7 
Z / 27 / 


APAP ATPTPPA APTTP APPA APPTP A TP A AP AP A APP A PAP A ATTPTPPPPPA APTPPP A 
X \_ 1 V_V_.rLtt.V_ 1 1 LrtUUiinuL 1 un X unnb/iu/inubnbn\j/iA 1 1 V_ X UOLLLAnL X V_V_Vjtt 


Z O D O 






M M M M M M M MM M M M M M M MM M M M M M M M M MM M M M 




Db 


4178 


ACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGA 


4237 


Qy 


001:7 

Z O D / 


PAPTTAPAPA AAAAPAAPAA APTTP A APATPPPA A ATPTPAPPAPPA A PTTTTTPPTTT A 
0A0 1 1 Ao Ao AAAAAo AAo AAA v_ X X 0AA0A 1 bLLAM lb 1 L. AooAob. AAo 11111 00 1 1 1 A 


7Q1 f 

z y 1 O 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4238 


GAGTTAGAGaaaaAGAAGAAACTTGAAGATGCCaAATCTCAGGAGCAAGTTTTTGGTTTA 


4297 


Qy 


2917 


GATaAAGAACTGaAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCT 


2976 




IMIIMIIMMMMMIIMIMMMMMMMMMIIMMIMMMMIM 




Db 


4298 


GATaAAGAACTGAAGaAACTAAAGAAAGCCGTGGCCACCTCTGATaAGCTAGCCACAGCT 


4357 


Qy 


zy / / 


PAPPTPAPP A TTPPP AA AP APPAPPTP A APTPPPTTPATPP A A prripmm 7\rpri AAAAT""PAAP 

bAbb 1 bAbbAl 1 vjjV_.v_AAALjA L. v_Avj L ioAtto 1v_ v_v_ 1 1 bAl vjVjxAAC ibi 1 Al bAAAAl 1 AAL. 


TAT/" 

jUju 


Db 


4358 


M M M M M M M M M M M M M M M M M M M M M M M M M M M M M M 

GAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAAC 


4417 


yy 


J U J / 


PAPP APPP APP AP APPAPTTPPAPP A APPAP AP APPTTP APP AP A A APPPAPPAPA APPA 
L AbbAbbbAbLAbAbbAb 1 1 bbAbbAAbL AbAbAbb I 1 bAbbAbAAAbbbAbbAbAAbbA 








MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 




Db 


4418 


CAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCA 


4477 


Pw 

wy 




PPP AP AP ATPTP APPPP APPAP A APPTP AP ATPP A APTPPTPPAP A ATPTPPTP APPP A P 
ov_V_AottoAl V_ 1 V_Av_V_v_ otto v_ Ao AAo V_ I0A0AI V_OAAv_ x V_v_ lov_AoAAl L. 1 v_v_ 1 LAbbLAb 


jIjo 






MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 




Db 


4478 


GCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAG 


4537 


yy 


01 C7 
j i j / 


A APPPPP A PPAPTTTPP APTTP AP ATPP APA A A A P APPTPT A PPT A PTPPAPP A A APTPA 
AAoooooAov_Ao 111 v_oAv_ 1 1 bAbA 1 bbAbAAAALAbb 1 0 1 A 00 1 Ab 1 ooAob. AAAb 1 v_A 


JZlD 






MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 




Db 


4538 


AAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCA 


4597 


yy 


•571 7 
0 z i / 


P APPTPPT AP A A ATTP APA A A PTP A ATP APAP A ATPP A A PP AP A A APP AP AP AP ATTPP A 
v_ Aoo 1 v_b. 1 AoAAA 1 1 0A0AAAL. 1 oAA 1 bAbAbAA 1 ooAAv_ bAL AAA 00 ALAbAbA 1 1 bbA 


j z / 0 




II II 1 1 1 II M 1 1 1 1 1 1 M 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 M 1 M 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


4598 


CAGGTCCTAGaAATTGAGaaACTGAATGAGACAATGGAACGACAaAGGACAGAGATTGCA 


4657 


Qy 


3277 


AGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACaAAGGAGGCTTTGAAAATGTT 


3336 






MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 




Db 


4658 


AGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACaACAAAGGAGGCTTTGaAAATGTT 


4717 


Qy 


3337 


TTAGAAGaAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGaATGATTACATAAGCAGC 


3396 
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1 II II MM II 1 1 II II 1 II 1 MM III II II 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 




Db 


4718 


TTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGC 


4777 


Qv 


3397 


ATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCA 


3456 




Ml II MM II 1 III II 1 1 II MM III Mill 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 




Db 


4778 


ATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCA 


4837 


Ov 


3457 


AAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCA 


3516 




1 M II III 1 II 1 III II 1 1 II MM III II II 1 M Ml II II 1 II 1 1 Ml 1 1 M II M II 




Db 


4838 


AAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCA 


4897 


Ov 


3517 


GCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAA 


3576 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4898 


GCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAA 


4957 


Ov 


3577 


CCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTG 


3636 




Ml IN 1 1 MM 1 II M II 1 M III MM M 1 1 1 1 M M M 1 1 1 M M 1 i 1 1 Ml M II 




Db 


4958 


CCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTG 


5017 


Ov 


3637 


TTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGAC 


3696 




Ml III Mill MINI II III III MINIM III II II MM II II III Mill II II 




Db 


5018 


TTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGAC 


5077 


Qv 


3697 


CAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGAT 


3756 






1 1 1 III II 1 M 1 1 II M MM 1 Ml 1 1 II 1 1 1 1 II 1 II II 1 1 M 1 1 II 1 1 1 1 II II M 1 1 




Db 


5078 


CAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGAT 


5137 


Ov 


3757 


GGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAAT 


3816 






1 II III Mill MM II II II Mill Ill-Ill MM MM II II III II II Mill II II 




Db 


5138 


GGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAAT 


5197 


Ov 


3817 


AGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATG 


3876 




1 1 1 III 1 II II II II II 1 1 1 1 1 M 1 1 1 1 MM 1 M 1 1 IIIMI 1 1 II 1 1 1 II 1 1 II II 1 1 




Db 


5198 


AGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATG 


5257 


Ov 


3877 


GTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCAT 


3936 






1 II MM 1 1 II II II II II 1 II II 1 1 1 1 II M 1 II 1 II II Ml 1 1 MM 1 1 1 1 1 II Ml 1 




Db 


5258 


GTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCAT 


5317 


Qv 


3937 


TGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATG 


3996 






1 1 1 MM 1 1 II 1 III II II Ml II 1 1 1 1 II 1 1 II 1 1 1 Ml II II II M 1 1 1 1 1 III II 1 1 




Db 


5318 


TGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATG 


5377 


Qv 


3997 


CAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCG 


4056 






IMIMI 1 1 II 1 1 II II II II 1 II 1 III II 1 1 1 1 II 1 1 M 1 II 1 M 1 1 1 II II Ml M II 




Db 


5378 


CAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCG 


5437 


Qv 


4057 


GAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAGAAAAGC 


4116 






III II MINI II II II MM IMIMI MM MM Mill III III Mill MM MM 




Db 


5438 


GAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAGAAAAGC 


5497 


Qy 


4117 


TTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGCAAAAGGAC 


4176 






1 IMIIIMII II II MM Ml II llllllll 1 1 llllllll IIIMI 1 IMIMI II II 




Db 


5498 


TTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGCAAAAGGAC 


5557 


Qy 


4177 


TTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAATCACTCAAA 


4236 


Db 


5558 


1 II II Ml 1 II II II M II 1 1 1 1 1 II Mill 1 1 1 II II 1 1 II 1 1 1 1 II 1 1 II II 1 1 II 1 1 

TTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAATCACTCAAA 


5617 


Qy 


4237 


CATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGC 


4296 






Ml II II II II M II II II III II II 1 1 II M 1 II 1 1 II 1 MM 1 1 II 1 II 1 1 Ml II 1 1 
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Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



5618 CATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGC 5677 
42 97 TCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACT 4356 

I II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II MM II 1 1 1 1 1 1 II II II 1 1 II II 1 1 1 1 1 1 1 1 II 1 1 

5678 TCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACT 5737 
4357 AAAGAAAA GACAAAAAATGCT 4377 

IMMMI MMMMMMI 

AAAGAAAAGGTTTGTCTTCTTGTGGTTTGGGGTGTGAGCTCAGTGTGGACAAAAAATGCT 



5738 



5797 



4437 



43 78 GTTGAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAA 

I II II II I II I II 1 1 1 1 1 1 1 1 1 II MM II II 1 1 II II II II 1 1 1 1 1 1 II 1 1 1 III II M 

5798 GTTGAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAA 5857 

44 38 TTAGAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGA 4497 

III II II I II I M M 1 1 1 1 1 II II MM II II 1 1 II II II II II I II I II I II Ml II 1 1 

TTAGAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGA 



5858 



5917 



44 98 TCGCTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTG 4557 

MMMMMMMMMMMIMMMMMMMMMMMMI MMMMMM 

5918 TCGCTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTG 5977 
4 558 AAAGAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAG 4617 

MMMIMMMMMMMMMMMMMMMMMMMMI MMMMMM 

5978 AAAGAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAG 6037 
4618 AAGGAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGC 4677 

MM I II II 1 1 MM 1 1 1 1 II I II II 1 1 II Ml I II II I II 1 1 1 1 II I M I II I II 1 1 1 1 

6038 AAGGAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGC 6097 
4678 AATGAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGA 473 7 

MMMMMMMMMMMMMMMMMMMMMMMMM IMMMMI 

6098 AATGAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGA 6157 
4738 GCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTG 4797 

MMMMMMMMMMMMMMMMMMMMMMMMM MMMMM 

6158 GCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTG 6217 
4798 GACAGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAG 4857 

II 1 1 1 II M M M II M 1 1 II I II II I II I II 1 1 1 1 1 1 MMM II 1 1 1 1 II 1 1 1 1 1 1 II 

6218 GACAGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAG 6277 
4 858 GCAAAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGC 4917 

1 1 II I M 1 1 M M II II 1 1 1 1 1 1 1 II I M I M 1 1 1 1 1 1 MMM I II M I II 1 1 II I II I 

62 78 GCAAAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGC 6337 
4918 AATCACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTA 4977 

MMMMMMMMMMMMMMMMMMMMMMMMM MMM MM 

6338 AATCACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTA 6397 
4 978 AATGTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAA 5037 

MM III II M M II II 1 1 II II III Ml I II 1 1 Ml 1 1 II Ml I Ml II M 1 1 1 1 II II 

63 98 AATGTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAA 6457 
5038 GAGGAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAG 5097 

1 1 1 1 1 II II II M M M 1 1 1 M I II I Ml I M 1 1 M 1 1 M 1 1 M I Ml M II 1 1 II I II I 

6458 GAGGAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAG 6517 
5098 AATATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACAT 5157 

I III Ml II M II M I M I M II M I MM M 1 1 M MM 1 1 II II M M 1 1 1 1 M M 1 1 

6518 AATATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACAT 6577 
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Qy 5158 GACCAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAG 5217 

I I I I I I I I II I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I 

Db 6578 GACCAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAG 6637 

Qy 5218 TTAGAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAG 5277 

I I I II I I I II I I I I I II I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I II II I I I I I I 
Db 6638 TTAGAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAG 6697 

Qy 5278 CTCCTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAA 5337 

IMMIIIIIMIMMMIIIMIIIIIIMMIIIIMMMMIIIMMMMIM 

Db 6698 CTCCTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAA 6757 

Qy 5338 TCGTGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGG 5397 

I I II I I I I I II I I I II I I II I II I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I II I 

Db 6758 TCGTGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGG 6817 

Qy 53 98 GAAAAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATG 5457 

I II II II II I I II I II I II II II I II II III I II I I I I I II I I I II I I I I II II II II II 
Db 6818 GAAAAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATG 6877 

Qy 5458 GAGCAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGAC 5517 

I II MINI II II MINIM II I II MINIMI III I II III Mill I II MM II II 

Db 6878 GAGCAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGAC 6937 

Qy 5518 CAACTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTC 5577 

I IMIM II 1 1 II IN III II II I II Ml III II II I II 1 1 1 1 1 II Ml II 1 1 1 II 1 1 M 

Db 6938 CAACTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTC 6997 
Qy 5578 CAAGAAAAACGAGAAGCAGTAAACTCACTG CAGGAGGAACTAGCTAATGTC 562 8 

I II II I III I I I Mill III III 

Db 6998 CAAGACTTAGTAGATACTGGATTGGCACTGACCACCTCTAGTAAAGATGGCTTTATTAGT 7057 

Qy 5629 CAAGACCATTTGAACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTG 5688 

III III I I I 1 1 II III M M I M M II I M II I M II I M I M I 

Db 7058 AGTTTCCACTTGTTCTTTCACCTAAAGGACCTGCTTCACACCACCAAGCATCAGGATGTG 7117 

Qy 5689 TTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAA 5748 

NNIIIIINNIINIIIIMNININIINIIMNNIMNNMIIINIM 

Db 7118 TTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAA 7177 

Qy 574 9 GACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATT 58 08 

I M I II 1 1 1 II M I M II 1 1 1 II 1 1 II II Ml M M II II 1 1 M M M II MM I M 1 1 1 

Db 7178 GACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATT 7237 

Qy 58 09 GAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAG 5868 

Mill 1 1 1 1 II II M III I II II 1 1 M II Ml M M II M 1 1 II I Ml 1 1 II II 1 1 II II 

Db 7238 GAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAG 7297 

Qy 5869 AGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCAC 592 8 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I II I I II I I I II I 
Db 7298 AGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCAC 7357 

Qy 5929 CAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTG 5988 

I Mill Ml 1 1 II I II 1 1 II II I Mill MM 1 1 1 1 1 M II II M II M I MM 1 1 III 

Db 7358 CAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTG 7417 

Qy 5989 CTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTG 6048 

M III M II II II II M 1 1 III Ml II II Ml 1 1 II MM I II I II II 1 1 1 1 II II II II 

Db 7418 CTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTG 74 77 
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Qy 6049 GAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAG 6108 

I I I II I II I II II I I II I I I I I II II II II II II II I I I I I I II II II II I II II I II I I 

Db 74 78 GAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAG 7537 

Qy 6109 AAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGC 6168 

I I I I I I I I I I I II I I II I I I I I II II II II II II II I I I I I I II II II II II I II I I I I I 

Db 7538 AAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGC 7597 

Qy 6169 CTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTG 6228 

I II I I II I I I I II I I II I I II II II I II I I II II II I I I I I I I Ml II II II I I I I I I I I 

Db 7598 CTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTG 7657 

Qy 6229 AAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAG 6288 

I II II II I M I I Ml I I I I II II II I I II Mill M I I I I I I I I I I II II II II I I II I I 
Db .7658 AAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAG 7717 

Qy 6289 GAGAACAGCTGCATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCAT 6348 

I II M M MM I II I II II II II II I III MM I II M 1 1 LI II MINIM II 1 1 Mil 

Db ; 7718 GAGAACAGCTGCATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCAT 7777 

Qy 6349 GAGCGGGCCAGGCGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTC 64 08 

MM III M 1 1 Ml I M II II MM I III III 1 1 M MM I II II III II II II 1 1 II I 

Db 7778 GAGCGGGCCAGGCGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTC 7837 

Qy 64 09 AAGAAACAGATGGCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCA 64 68 

MM II III I III II II II M I M 1 1 IMIII II II II II 1 1 II II II I II I MM II M 

Db 7838 AAGAAACAGATGGCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCA 7897 

Qy 6469 ATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAAT 6528 

I I I I I II II I I I II I I I I II I I I II I I I I I I II I I I I I I I II I I I I I II I I I I I I I II I I 

Db 7898 ATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAAT 7957 

Qy 652 9 CAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTA 6588 

II 1 1 1 1 M 1 1 II I II 1 1 1 1 1 1 1 1 1 1 II II II 1 1 M I II 1 1 II II 1 1 1 1 1 1 1 1 II M I II I 

Db 7958 CAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTA 8017 

Qy 6589 GAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTT 6648 

M III II I M I II 1 1 MM I II I II Mill II 1 1 II II I M II I II II I II I M II 1 1 II 

Db 8018 GAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTT 8077 

Qy 6649 GAAGAAAAACTGAACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCA 67 08 

1 1 1 1 1 1 1 II I i I M 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 M 1 1 

Db 80 78 GAAGAAAAACTGAACTTTTCCCAAGTTCACATAAT 8112 

Qy 6709 CTCCGGGAGAAACTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATG 6768 

II I II II M M III II 1 1 II M 

Db 8113 GGCCCAACTCCGACACTGTATG 8134 

Qy 6769 TCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGT 6828 

III Mill II Ml I II 1 1 1 M Ml Ml MINI I II M M Mill II I III III M II II 

Db 8135 TCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGT 8194 

Qy 6829 TTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCG 6888 

III II M II II II I M II III M III II M III Mill III I II MIMM M I II II II 

Db 8195 TTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCG 82 54 

Qy 6889 TCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAA 6948 

II M III MM M II III II II MM II Mill II II Ml M 1 1 II M II M I II I M II 

Db 82 55 TCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAA 8314 

Qy 6949 AAT CAGGAAAAGAATGC C 6966 
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Illllll I I I II I 

Db 8315 AATCAGGCAGACAGTGTC 8332 



RESULT 6 
ADC30206 

ID ADC30206 standard; cDNA; 6075 BP. 
XX 

AC ADC3 0206; 
XX 

DT 18-DEC-2003 (first entry) 
XX 

DE Human novel cDNA sequence, SEQ ID NO: 288. 
XX 

KW Human; diagnostic; drug screening; forensics; gene mapping; 

KW biodiversity assessment; Parkinson's disease; Alzheimer's disease; 

KW neurodegenerative diseases; anaemia; platelet disorder; wound; burns; 

KW ulcers; osteoporosis; autoimmune disease; cancer; 

KW molecular weight marker; food supplement; antiparkinsonian; nootropic; 

KW neuroprotective; antianaemic; anticoagulant; thrombolytic; vulnerary; 

KW antiulcer; osteopathic; immunosuppressive; antiinflammatory; cytostatic; 

KW gene therapy; chromosome 9q34 . 11-34 . 13 ; gene; ss. 
XX 

OS Homo sapiens . 
XX 

PN WO2003029271-A2 . 
XX 

PD 10-APR-2003. 
XX 

PF 24-SEP-2002; 2 002WO-US03 0474 . 
XX 

PR 24-SEP-2001; 2 001US- 0324631P . 
XX 

PA (HYSE-) HYSEQ INC. 
XX 

PI Tang TY, Zhang J, Ren F, Xue AJ, Zhao QA, Wang J, Wehrman T; 

PI Zhou P, Ghosh M, Wang D, Ma Y, Asundi V, Wang Z, Weng G; 

PI Haley- Vicente D, Drmanac RT; 
XX 

DR WPI; 2003-371981/35. 

DR P-PSDB; ADC31177. 
XX 

PT New polynucleotide and polypeptide useful for diagnosing, preventing or 

PT treating conditions such as neurodegenerative diseases, anemias, platelet 

PT disorders, wounds, burns, ulcers, osteoporosis, autoimmune diseases or 

PT cancer. 
XX 

PS Claim 1; SEQ ID NO 288; 1185pp; English. 
XX 

CC The invention relates to 971 novel human cDNA sequences (ADC29919- 

CC ADC30889)and the polypeptides they encode (ADC30890-ADC31860) . The 

CC invention also relates to nucleic acid sequences over 99% identical with 

CC the novel human cDNAs . The invention additionally encompasses expression 

CC vectors and host cells comprising a nucleic acid of the invention; the 

CC recombinant production of a polypeptide of the invention; an antibody 

CC against a polypeptide of the invention; a method of detecting 

CC polynucleotides or polypeptides of the invention; and methods of 

CC identifying a compound which binds to a polypeptide of the invention. The 

CC invention further discloses methods of peventing, treating or 

CC ameliorating a medical condition; kits comprising polynucleotide probes 

CC and/or monoclonal antibodies for carrying out the methods of the 
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invention; methods for the identification of compounds that modulate the 
expression or activity of the polynucleotide and/or polypeptide; and 767 
contig sequences corresponding to the cDNA sequences of the invention 
(ADC31861-ADC32627) and the polypeptides encoded by the contigs (ADC32628 
-ADC33394) . The nucleic acids and polypeptides of the invention are 
useful in diagnostics, drug screening, forensics, gene mapping, in the 
identification of mutations responsible for genetic disorders or other 
traits, for assessing biodiversity, and in producing many other types of 
data and products dependent on DNA and amino acid sequences. They are 
also used for treating diseases such as Parkinson's disease, Alzheimer's 
disease and other neurodegenerative diseases, anaemia, platelet 
disorders, wounds, burns, ulcers, osteoporosis, autoimmune diseases or 
cancer. The nucleic acids may also be used as hybridisation probes or 
primers, and in the recombinant production of a protein. The polypeptides 
are also useful in generating antibodies, as molecular weight markers, 
and as food supplements. The present sequence represents a specifically 
claimed human cDNA sequence of the invention. Note: The sequence data for 
this patent did not form part of the printed specification, but was 
obtained in electronic format directly from WIPO at 
f tp. wipo . int/pub/publishedjpct_sequences . 

Sequence 6075 BP; 2119 A; 1177 C; 1516 G; 1263 T; 0 U; 0 Other; 

Query Match 76.0%; Score 5302.8; DB 10; Length 6075; 

Best Local Similarity 99.7%; Pred. No. 0; 

Matches 5313; Conservative 0; Mismatches 17; Indels 0; Gaps 0; 



Qy 


T C A Q 

I64y 


All LA I A 1 CjAALrLiL i LAAAALjALrLLjVj I AAA(jAALAALA(jL 1 1 CjALA 1 1 A 1 LjAALAAIjL 


"1 T A O 

1 / Uo 




1 IIIIIMIIIIIIIIIIIIIIIIIMMIIIIIIIIIMMIIMIIMIIIMIMI 




Db 


472 


AGTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 


531 


Qy 


1709 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


1768 




1 1 1 II 1 1 1 1 1 1 1 1 Ml 1 II 1 1 1 II 1 1 1 1 Ml 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


532 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


591 


Qy 


1769 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


1828 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 II 1 1 1 1 II II 1 II 1 II II 1 1 II 1 1 1 1 1 1 II 1 1 II II II 




Db 


592 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


651 


Qy 


1829 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


1888 




1 1 1 1 1 M M 1 1 II II 1 1 II II 1 II 1 1 1 1 M II 1 III II II 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 1 II 




Db 


652 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


711 


Qy 


1889 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


1948 






1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 II II Ml 1 1 1 1 M 1 1 MM II II 1 1 II 1 1 1 1 1 1 II 1 1 II 1 1 II 




Db 


712 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


771 


Qy 


1949 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


2008 






1 1 1 1 1 1 1 1 1 M II 1 1 II II II 1 II 1 1 1 1 1 1 1 1 1 III M II M II II 1 1 1 1 II 1 1 II II 1 1 




Db 


772 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


831 


Qy 


2009 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


2068 






M M M III M 1 1 M M M II Ml 1 1 Ml M Ml M 1 Mil Ml 




Db 


832 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGTAAATTACGACGATTTCGTGG 


891 


Qy 


2069 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


2128 






1 11 1 M 1 II M 1 1 II II 1 M MM II II 1 II 1 1 1 II M M 1 III II 1 1 III 1 1 1 1 1 II 1 1 




Db 


892 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


951 


Qy 


2129 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


2188 



I II I II I II 1 1 II 1 1 MM 1 1 M I II I II II I II Ml I II II M II II Ml Ml 1 1 II II 



cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
cc 
-cc- 
cc 

XX 
SQ 
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Db 


952 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


1011 




91 RQ 


PAAPAPTTAPPPAPTTAPAAPAATPAPPPPTTPAAPPAPAAPTTPAPAAPPAAAPPPAAP 


2248 




Ml II II II II II II II II IMIMIIIIMIMIMI II IMIIMIIIIIIIIIIIII 




Db 


1012 


CAAGACTTACCCAGTTAGAACAATCAGGCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 


1071 


uy 


994 Q 


PPPTPAAPA ATPPPPTTPPAAA APPPPAPTTPTPAPAAPAAA APPAPPA APAPAAPAPTP 

VrfLLlv-rinvJririlVjL.v^v-1 luoririnnvJLLLnOl X V_ X V— rtvJ.r\rtVjrtJ-irt^vjvjrtVjL/^ 


9^nfl 

a JUO 




IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


1072 


CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 


1131 


uy 


9 7 HQ 


APPTPPATPPA A A APTTA A APAPTTPPAPPATPAPA ATAATPTPTTAA AAPAPPA APTTA 


Z O O O 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1132 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


1191 


PW 


9 £ Q 


A aPATTTPPAPA ATPAPPTTA APP ATPTPPTTPATPPTTTPPTTPPTPP APA APA APTPP 
r\J\\jr\ 111 \-\^r\\JrA±\ 1 \_.r\<_ v— X X ftnLUn X \J 1 VJV3 X X un X vjVj XXX \D\J 1 1 V—Vj X v— v^/AVjiA/AOM-fAvj X OVj 


94 9 ft 




IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIIIIMIIII 




Db 


1192 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


1251 




9/100 

zf* z y 


^ , 7±^'^ ,T ^H^ tr v^ %r ^H^ % T^T^ , Arr'T a Ar* a ara a a arTra aaTTarnaarTrrrra a atp a apathp 


94 Q R 
Z<± O O 




III III II III III III II II Ml MM llll II III Mill II MINI MM II II II 




Db 


1252 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


1311 


Pw 

vy 


94QQ 
Z *± O .7 


ATAPTPPTTPAPATPTPTTAPPPA A a APTPTTPPTP ATTTAP APA A APA ATTPAPTPA A A 
r\ 1 r\\J 1LL1 1 L,/Avj/-V lulLl X n\3\J^*\nr\r\\J lull VjL X \Jf\ XXX ^\^^\j£\t\n\^r\r\ 1 X v_.r\vj X vj/irin 


Z D Tt O 




MIMIIIIIIIIIIIIIMIMIIIIIIIIMIIIIIIMIIIMIIIIIMIMIIII 




Db 


1312 


ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 


1371 


Pw 

yy 


9 t^4 Q 


TTPTTPPaPPPTPPa APTPPPA A APAPATPA APPAPA APTTAPAPAPAPA A a APTPP A AP 


9 OR 




IIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIMIIIIIIMIIIIIIIIIIIIIIII 




Db 


1372 


TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 


1431 


pw 

yy 


Z D U y 


a APa a aTPPPTPTPPappa apapa a aPTPPPa aPTPPapaapaapaPTTPapppappppT 

±\±\Kjr\MJ\ 1 wL 1L1 bLHoLnAoHoHHriL X LJ\JjL./AiAL. X y^\Jt\\~£\£\KjHJ\\Jt\\J 1 X V_>iVjvjL./iLjL3L, L X 


9 £ fiR 
Z D D O 




IIIIIIIIIIIIIIIIIIMMIIIIIIIIIIMIMIIIMIIIIIIIMIIIIIIIII 




Db 


1432 


AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 


1491 


P\/ 

yy 


9 £ £ Q 
Z D D J 


pTpapapappppTPPaappaapaaTPaaTTTTPaTa apapppaapaTPaappaapaaTPP 


9 79 R 
z / z o 




II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1492 


GTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCC 


1551 


yy 


9 "7 O Q 

Z / zy 


APpAA ATPP APA ATP A A ATTP APT ATTTPP A APA A A ATPT A AAA APT ATPP APP A A aTPP 


9 9 R R 
Z / o O 




1 II II II II 1 1 1 II II II 1 II 1 1 1 1 1 II 1 II 1 II 1 1 1 M 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 




Db 


1552 


AGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCC 


1611 


uy 


9 9 R Q 

Z / O -7 


a appppTTa papaTPTPPa aPTTPappa apPTPaTPa apapa appapapa aTTPTPPPPP 


9 R4 R 






1 1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 1 1 1 M 1 1 1 1 M 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 M 1 M 1 1 




Db 


1612 


AAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCC 


1671 


wy 


9 fl4 Q 
Z O fi .7 


aaPTPPPapaPTTapapaaaaapa apaaaPTTPaapaTPPPa aaTPTPappappaaPTTT 


9 Q fjfl 

Z _7 \J O 




1 1 II 1 II 1 1 1 1 1 1 1 M II 1 1 1 1 II II 1 1 M II 1 1 1 M 1 1 1 II 1 1 1 1 1 1 1 II M M 1 1 1 II 




Db 


1672 


AACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTT 


1731 


wy 


9 QOQ 

Z -7 \J _/ 


TTPPTTTAPATAAAPAAPTPA APA A APT A A APA A APPPPTPPPPAPPTPTPATA APPT AP 


z y o o 




Mill II MM MINI III MINIM! IN III III II Mill MINIMI IIMII 




Db 


1732 


TTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAG 


1791 


Pw 

vy 


Z J? D _7 


ppApapPTPappTPappaTTPPPa a apappapPTPa aPTPPPTTPaTPPaaPTPTTaTPa 

LLnL/iuL 1 vj/\LjL- X LrtLLn 1 X vjLL/\i^>ALj.r\L. L.r\Ljv_. X \jJ\n\j 1 LLL 1 X L.-H.1 VjvjiArtL lul X t\l 


^ n9 r 

J \J Z £3 






1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 II 1 1 1 II II 1 1 1 1 1 II 1 M 1 1 1 1 II II 1 II 1 II 1 II 1 1 II 1 1 1 1 1 1 1 M M 1 II II M 




Db 


1792 


CCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGA 


1851 


Qy 


3029 


AAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAG 


3088 




1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 1 1 1 Mil 




Db 


1852 


AAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAG 


1911 
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Qy 


3089 


CACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCC 


3148 




Mlllll MM III II II III MM III MM MM III III MM III MM III MM 




Db 


1 Q 1 0 

±y ±z 






Qy 


3149 


TCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAG 


3208 




INI II III II INI III III III II II II II II II III Mlllll MM II Mill III 




Db 


iy i z 


TPSPPPAPA APPPPPRPPaPTTTPPAPTTPAPaTPP APAAS aPAPPTPTaPPTaPTPP AP 
I LAL*OLAoAAoLjLiLHjiAoLAVj 111 LoAL 1 1 VjAvjA 1 VaLrAoAAAALAVjbr 1 o 1 Avjvj 1 AL 1 ovzAlj 


O Pi n 


Qy 


3209 


CAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAG 


3268 




Illlllll II MIMI 1 MIMIIMMMIMMIM lllllll III 1 MIMI 1 III 




Db 




P A A 7\ PTP A P A pnrpPPTAr 1 AAA TTPAP AAA PTP A A TPAPA PA A fppPA A PP APA AA PP APAP 

L AAAL 1 CALACjLx ILL 1 ACjAAA 1 1 VjAbiAAAL 1 IjAA 1 brAvjALAA 1 CjLjAALLjALAAALtVjAL Abi 


O Pi Q 1 

zuyi 


Qy 


3269 


AGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTG 


3328 




1 M MM 1 Ml 1 M 1 1 1 MM M 1 II 1 III 1 1 1 1 II IN 1 1 MMI 1 1 1 1 M 1 1 M 1 1 1! 




Db 




APA rPTPP A A t~*/~* r*T*t~* (~* A P A ATPTA PT APA PPTP A PTPPR A PTP 1 A P A A P A A A PP A PPPTTTP 

ALA 1 1 LL AACjLL 1 LLALAA 1 L 1 AL 1 ALALL 1 L AL 1 LLAAL 1 LALAALAAALLALLL 1 1 1 L 


Z lol 


Qy 


3329 


AAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACA 


3388 




MMI1 Mill! 1 1 III 1 III 1 1 III II M MMMIMMMMIMM IIIIIIIMI 




Db 




A A A A mpTTTTA P A A P A A A rPTPPTPA A PTTPP A PPTP A A PTHpfPTTATP APA A TP ATTAPA 

AAAA1L1 1 1 1 ALAALAAA1 ILL 1LAAL1 1LLALL1LAAL1 1 1L 1 1 A 1 L ALAA 1 LA 1 1 ALA 


ZZ LL 


Qy 


3389 


TAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCAC 


3448 




II Mill Mill MM II Mill III MM II MM III III Mill II MIMIIMM 




Db 


ZZ 1Z 


•PA A PP A P P A TPPP A PATPPTTTPA A A AP APP APPPTATTPPTaPTTTATPPPaPPaPPAP 
1 AALLALLA1 LLLALA1 LL 111 LAAAAbALbAbbL 1 Al 1 bblAL 1 1 lAluLLALLAULAL 


0071 
ZZ 1 1 


Qy 


3449 


CATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTA 


3508 




1 II 1 1 1 1 1 1 1 1 II M II II M 1 1 1 1 1 II 1 II 1 1 II II 1 II 1 II II 1 II II 1 1 1 1 II 1 1 1 1 




JJD 


ZZ 1 z 


p 1 a tp a tp a a a BPTTTPPapppaTaPTTPPPappppappa bpp AnT > r > n^nr ,t vc tr v r rr , r > nr ,f v r rA 

LAlLAlLAAAAbl 1 ILLAbLLAlAbi 1 LL t AbbLLAL t AAouAL 1 L 1 ob 1 b 1 1LLLL1 1A 




Qy 


3509 


AGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAG 


3568 




MIMIIMM Mill III Mlllll III 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 III 




Db 


o o o o 


APT" A PTP A p PPTP A APTPPTPTTAPA A A APPAPPPPPTPPPPAPPAPPATPPPA APPA A P 

AL1 AL 1LALLL 1 LAAL 1 LL 1L1 1 ALAAAALLALLLLL 1LLLLALLALLA1 LLLAALLAAL 


O ~1 Q 1 

z j y i 


Qy 


3569 


GCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTAC 


3628 






1 1 Ml Ml 1 M 1 M II 1 M 1 II Ml 1 M M 1 II 1 1 1 1 1 1 M 1 1 II 1 III 1 M M 1 II 1 1 1 




DD 


23 92 


ppaptipa a o /^"r 1 r~* r** r~* f~* ht~i r^rr* t~* a pp a t a ptppp ttt attptpppatpappa ptppptt a p 
LLAGTCAALLTLLLLLrLLL 1 L AGGA 1 AL I LLL 1 1 lAi 1LILLLA1LALLAL1LLL1 1AL 


Z4bl 


Qy 


3629 


ATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGC 


3688 




II II II 1 II II II 1 1 1 1 II 1 1 II 1 1 1 II II II 1 II II 1 1 1 II 1 II 1 II 1 1 1 1 II II II 1 1 




JJD 


O /I c o 

z4bz 


A T A A A pmprprprp pp A A PT" A P APA TP PA PA P A PTPP A PP AP A T A PTP APP A A P A P A PTP A PP 

A 1 AAAL 1 L 1 1 1 LL AAL 1 ALALA 1 LLALALAL 1 LLALLALA 1 Ab 1 LALrLAALALAL 1 LALL 


Zo 11 


Qy 


3689 


TGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGC 


3748 






MM MM Mill III IMIMI Mlllll II III MMI II Mill II Mill MM II 




UD 


Z D 1Z 


TPPATPA pp A AP A A P A A PPPPPATTTPTPPPTPPTPPTPPBTaPaTPBTPTaTaPTPTPP 

1 LLA1LALLAALAALAALLLLLA1 1 1L1LLL1LL1LL1LLA1ALA1LA1L1A1AL1L1LL 


ZD / 1 


Qy 


3749 


TTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGC 


3808 






1 II 1 1 II II M II 1 1 1 II 1 II 1 II II II II 1 1 1 1 1 1 1 1 1 1 1 1 II MIMI 1 II 1 1 1 1 1 II 




Db 


o c *7 o 
Zb 1 Z 


ttpptp a tppttptpptpt a c*r*r*r*~r\r*r y c*r y ~i\ tppppptpt a tp pa pp a /~ , r*TT*/~ ,r nr i (~ , r* T wr*r' 
1 I LL 1 LA 1 LL 1 1L1LL 1L1 ALLLLALLLLA1LLLLL ibl AiLLALLALL 1 LL 1LLL 1 1 LL 


O C "5 T 
ZD J X 


Qy 


3809 


CAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGG 


3868 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II II II 1 1 M 1 II 1 III 1 M II II II II II 1 1 II 1 1 II 




Db 


o ^ o o 


P A A A PA A T A PPPP A PPT PTP A f^T^/^f^TT^r^r^T^ PTPTTPTTT A T Vf*r i r*r , r > A PPT P*PTP PTPPP'P* 

LAAALAAi ALLLLALL 1 L 1 LALLLL1 LLLAL 1L1 1L1 1 1 A1LLLLLALL 1 LL ILL 1 LLLL 




Qy 


3869 


/-i /"i /-"i r*% /-i a TPPTPT A TPPPPPTPPA C~*~\ A p rprp prp p p A TPPPPTTP A TP PPT A TPPP TP 

LLLLLAILLILIAILLLLLILLALLLLLLAALI 1L1 LLA1LLLL 1 1 LAI LLL 1 A1LLL1L 


O Q T O 




1 Ml 1 II 1 1 II 1 1 1 1 1 1 1 1 II 1 MIMI II II 1 II 1 III 1 II MM II II II II II M II 




Db 


2692 


CCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTG 


2751 


Qy 


3929 


TGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAG 


3988 




1 M 1 1 1 II 1 1 1 1 1 II M 1 1 II 1 MM M Ml 1 1 1 1 1 II 1 1 II M II 1 1 II M 1 1 M 1 1 II 




Db 


2752 


TGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAG 


2811 
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yy 


J _7 O -7 


araTaaT^ranpaTTTa a a atpa a apa apppppa apa a apptppiatpapappatppa Anp 

rt^rt 1 1 OLttoLtt 1 X 1 tt-tttttt 1 LnnnUnriULUUunnOrtnnUO X OOtt 1 OttOttOLtt 1 LLttttOL 


4 04 ft 




II 1 1 II 1 1 II 1 II 1 M 1 II II III MM 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 II 1 1 1 III 1 M 




Db 


2812 


ACATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGC 


2871 


yy 




POPAPTPPPAPAAAnAAATPnAAPAAPTPPATPATAATATTPATnATPTTTTPPAAPAnA 

V3vj^-rto 1 V, UUnunnnunnn 1 \j\jnx\\3.nf\\~ l U^-rt x L./A J. ,rvtt.X /A X X Ori x Oxi l v_ i l X J. O L .rt_rA O.TAO.ri 


*± X \J © 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2872 


GGCAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGA 


2931 


yy 


4 1 HQ 

ft JL U .7 


AHA A A APPTTAPIAPTPTPA APTAPAAPAATTAPATAPA APTPTPPAPA AAPPTPAAPAPP 

&\3i\t\f\jr\\3\-. X 1 ttOttO lol OttttO 1 rt.Vjrlrt.Or^rl 1 ± r\V».r\ X rto/^z-i^ 1 O 1 L LttOttttttLO 1 LttttLttOL 


41 fift 

*± X D O 




1 Mil II III III MM Ml III III III III II II II MM II llll II III MM Ml 




Db 


2932 


AGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGC 


2991 


yy 


4 1 £ Q 

ft -L O -7 


A A A APPAPTTPATTPATPPAA ATPTTPAPAPTPTTATPlAPTflA APTAPAA ATAPA A A A AT 

tt-ttttttOOttL 1 X L tt X X Ott X \j\jr\x\n. lull VJ.riO.tto 1 Li 1 tt 1 OttL X VjnnV- 1 £\\jr\r\r\. X n\Ji\t\r\r\Jr\ 1 


499ft 
*± z z o 




IMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIII 




Db 


2992 


AAAAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAAT 


3051 


yy 


4 9 9 Q 


farTraaaraTPaTf^aanaTaTTnTanaTnaa aTTnap^THPaTTnana apaPTPTTPTPa 

LttL 1 \~f\r\J\\^I\ X Ltt 1 UnnUn 1 r\ X lul ftun 1 \jr\HJ\ X X vjrio 1 oLtt 1 1 OrtonnuHL 1 L 1 1L1 ott 


4 9 ft ft 
ft Z o O 




1 1 II 1 1 1 1 II 1 1 II 1 II 1 1 M M 1 II 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 II 1 




Db 


3052 


CACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGA 


3111 


yy 


49 ft Q 


aappTpppTpananPTPannpaanpTPappnaPTPPTPnpapannPTnapanTrjaaPTTT 

ttttLO 1 LUL 1 LriVj/iuL 1 LrtuOvjrtriuL 1 OttL V- OttL ILL 1 OOLttOttOOL 1 u/iwno X OttttL 111 


4 ^4 ft 
ft J ft O 




llll MMMIIMI Mill IMIMMI III II MIMMIMMM IMIMMI III 




Db 


3112 


AACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTT 


3171 


yy 


4 7 4 Q 


paTPPaPTaaanaaaap,apaaaaaaTPPTnTTP,aaaap,TTPaPTnaTnppaap,anaanTT 

Ltt X oLAL 1 MJ\n\Jl\I\M±V<jn\^r\r\s\s\r\n X OL loll Urirtrtrtu 1 1 LttL 1 Ott 1 ULLnnUnUnnU 1 1 


44 Oft 
ft ft KJO 




III 1 1 1 II 1 M 1 1 II 1 Ml M 1 1 III 1 1 M II II II 1 M 1 1 1 II M II 1 1 Mill 1 MM 




Db 


3172 


CATGCACTAJ^GAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCCAAGAGAAGTT 


3231 


yy 


44 HQ 
ft ft U 


T ATTPPA A APTPAHTPAPATPPTPAPPA ATTAPA A APflAPlAflPTPAPPA A APTPPTPTTA 
1 tt X X bLrlttHL 1 otto 1 Lttott 1 oL 1 ortuu/irt 1 1 rtbn/inourtunbL 1 LttoottttttL 1 uL lul In 


44 £ft 
ft ft O O 




1 1 II M 1 1 II 1 1 II 1 1 II II II 1 1 II II Ml 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 II 1 II II 1 1 II 




Db 


3232 


TATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTA 


3291 


yy 


A 4 £ Q 
ft ft O .3 


appTPPTPaa appTPaTPappapPTaapaTPPPTPPapppTPaTPPaa appaTTTPPapp 

ttLL 1 LO 1 L-.M-tt-tt.oL 1 ottl LttOLttOL lttttott. 1 LOL 1 LL-ttLiOL. 1 ott.1 utnnnuun 111 OottoL 


4 R 9 ft 
ft D Z O 




1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3292 


ACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGC 


3351 


yy 


/l O Q 

ftoz y 


Ar , r , Ar , AAA atps appaapaapaa A r rr ir P r pr i a aapaaaTaaaraaa a r r r rr , T Ar i P*zir i r , a aaap 


ft D O O 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3352 


AGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTAGCAGCAAAAG 


3411 


PW 

yy 


/CQQ 
T JOJ? 


aPTPapaPTTPPaaTPTTTa appaapaapa Appaa a a a PTPapapaapappTTPapaaap 

ttL i LttottL 1 X L Ltttt. 1 bill /U\bLAHbA/iu/VAbuAHAiifiL 1 ottLttotttt.ott.oL, 1 1 LttottttttL 


A & A Q 
ft Oft O 




II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 




Db 


3412 


ACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAAAC 


3471 


yy 


4 £4 Q 
ft D ft y 


Tapapaa apap at ap apiatpspip An a appipa aTPapp aTPappappTPPappTPPTTaa aps 

X ttLttOttJ-LttOttLtt 1 n\jr\\jr\ X OOLttottttLO Ltttt 1 ottoott 1 LttLLttLL 1 OLttOO 1 LL 1 1 r\HJ\\j 


4 7 Oft 
ft / U O 




MMMIIMI III III 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 [ 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 MUM MUM 




Db 


3472 


TACAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAGGTCCTTAAAG 


3531 


yy 


4 7 DQ 

ft / U _/ 


A ATPTPAPPTPPTTPTTPAPPPPA A A APAPPPPAP,PTPPA A A APPTPA A A APPPAPPTPA 

tttt 1 L 1 OttOO 1 OL 1 1 L 1 1 Ltt.OOLLttJAttttOtt.OLLOtt.OL 1 OOttttttttOL 1 OttttttttOLLttOO 1 Ott 


4 7 fift 
ft / DO 






MMMIIMI III IMIMMI IMIMMI Ml III MM Ml Ml llllll Ml III 




Db 


3532 


AATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAAAGCCAGGTGA 


3591 


yy 


A 7 £ Q 

ft / O 


paaPTpappappapnapaTPPPTPTPTTPpapapppaPTTappppaTaaaaappappanp 

Ltttto 1 LttoLttoLtt.L7Ott.L7tt 1 ool 1 o 1 L 1 1 0L7ttLtt.00Ltt.L7 1 1 ttoooLtt 1 ttiAttttttoottoottoL 


fiozo 






MMMIIMI III III III IMIMMI MMM MIIMI III Ml llllll Ml III 




Db 


3592 


CAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGC 


3651 


Qy 


4829 


TGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGAC 


4888 






MMMIIMI III III IIIIIIIMIMIIIMI MIIMI llllll Ml IMIMMI 




Db 


3652 


TGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGAC 


3711 


Qy 


4889 


TGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGG 


4948 
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1 II II 1 1 1 1 1 1 Ml II II 1 II 1 1 1 1 1 II 1 1 1 1 II II II II II II II 1 1 1 1 1 1 II II II 1 1 




Db 


3712 


TGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGG 


3771 


Qy 


4949 


AAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAAC 


5008 




IIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIII 




Db 


3772 


AAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAAC 


3831 


Qv 


5009 


TTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTTGTTTTAAGGC 


5068 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3832 


TTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTTGTTTTAAGGC 


3891 


Ov 


5069 


AGATGTCTAAACATAAAACCGAACTAAAGAATATTCTGGACATGTTGCAACTTGAAAACC 


5128 




Illllillllllllllllllllllll IMIIIIMMIIIIIIIMIIIIIIIIIIIII 




Db 


3892 


AGATGTCTAAACATAAAACCGAACTACAGAATATTCTGGACATGTTGCAACTTGAAAACC 


3951 


Qv 


5129 


ATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTAGAGAAGACTC 


5188 




M 1 II M 1 1 1 1 1 1 1 1 II II 1 1 1 II II 1 1 1 1 1 1 1 II 1 MM II II III 1 1 II M 1 1 1 II 1 1 




Db 


3952 


ATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTAGAGAAGACTC 


4011 


Ov 


5189 


AGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATATCCCAGCAGC 


5248 




1 Ml 1 II 1 1 1 1 1 1 M Mill 1 Ml II M 1 1 II III 1 1 Ml II II III M II 1 1 Mill 1 1 




Db 


4012 


AGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATATCCCAGCAGC 


4071 


Qv 


5249 


AGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGAGAAATAGAAC 


5308 




MM MINI 1 1 II MM II III II II II II II MM II II 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 




Db 


4072 


AGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGAGAAATAGAAC 


4131 


Qv 


5309 


GAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGCAAAGAAAAGG 


5368 




1 1 1 M II 1 1 II II II Mill 1 1 II II M II II III II 1 Mill M III 1 Ml 1 1 Ml II 1 




Db 


4132 


GAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGCAAAGAAAAGG 


4191 


Qv 


5369 


AAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACCAAAAGGGTTT 


5428 






1 1 1 1 III 1 1 II II IMMM 1 1 II II II III 1 1 II M 1 MM II MM 1 1 1 1 1 Ml 1 1 1 1 




Db 


4192 


AAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACCAAAAGGGTTT 


4251 


Qv 


5429 


TAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAGTTGGAATTGA 


5488 




1 1 1 1 1 1 M Ml 1 1 MM M 1 1 1 MM II M M 1 II II 1 1 1 M II 1 Ml 1 1 M III MM 




Db 


4252 


TAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAGTTGGATTTGA 


4311 


Qv 


5489 


ATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTGTCACTGCATA 


5548 




llllllllll MIMMMI 1 II II II II 1 1 1 1 M 1 1 1 1 II 1 1 1 III llllllill 1 




Db 


4312 


ATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTGTCACTGCATA 


4371 


Qy 


5549 


ACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTAAACTCACTGC 


5608 






II 1 1 Ml M 1 1 II MIMI II 1 MMMM M 1 II 1 1 M 1 1 1 1 1 Mill 1 MM II 1 1 1 1 




Db 


4372 


ACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTAAACTCACTGC 


4431 


Qy 


5609 


AGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGACCTGCTTCACA 


5668 






III Ml II 1 M 1 1 1 1 II II 1 1 1 II 1 1 MM II II M 1 M 1 II M 1 Mill MIMI II 1 1 




Db 


4432 


AGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGACCTGCTTCACA 


4491 


Qy 


5669 


CCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTG 


5728 






1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 )! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 




Db 


4492 


CCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTG 


4551 


Qy 


5729 


AATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTC 


5788 




MMMM MM MMMMMIMMMMI MM MM Ml IMMM MIMMMI 




Db 


4552 


AATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTC 


4611 


Qy 


5789 


AAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGT 


5848 






1 II II M II M 1 1 1 1 1 Ml Ml 1 1 1 1 1 Ml M M II 1 1 1 1 1 II II 1 1 1 1 1 MM II II 1 1 
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Db 


4612 


AAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGT 


4671 


Qy 


oo4 y 


ttp ap ap aptppap a aapapapapaa aptp a tap a a a pp a a aTTana aarra^Ta a aptp a 

1 1 L-ALjAVjjAv- 1 V_ K^. AvjAAAuAVjAljAljAAAvj 1 oAAVjAAAok- AAA 1 1 AVjAAAV.„.V_.H.O 1 AAAvj 1 LjA 


d y u 0 




IIIIIIIIMIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


4672 


TTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGA 


4731 


Piw 

Qy 


D y u y 


parTf'aafinanr'aarar'rarranrTnnaaaannaaTTa aranarrana a a appa a aptpp 

k_.rt.k_, 1 oAAo\jAv?\-.AAk_.AVjV»*AL- V-.AV.jV-. 1 \J\3r\nJ\^\J\jr\r\ 1 1 HHUriOrtLV^rtuiinrtAo^nnfiV-. 1 


0 y 0 0 




III II II IIMII II II MM III II IIMII 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 II II 1 II 1 1 1 




Db 


4732 


CACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGG 


4791 


r"Y\j 

Qy 


D y o y 


APPA APTPPTPTP A A APPTPPTPPPAPPTP A APAPPPTPTTAPP APTPTPPAPPA APAPP 
ACL. AAvj 1 bt 1^1 CAAAVjiVj 1 bL 1 VjVjCAVjC 1 bAftbHuLbl ol 1 AvjVjAL. 1L.1 VjCAVjjVjAAVjAvjVj 


cnoQ 

OUZ 0 




MMMMMMMMMIMMMIMMMMMMMMMMMMMMIIMM 




Db 


4792 


ACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGG 


4851 


Qy 


£T A O Q 

buz y 


APAPPTPPTPTP AP APPPTPP APA AP AP A PTPTPPP A A A PTZi A APPPP APPTTTPAP A A A 
Aoflbu J. ovj IKjX VjAvjiAVjCC 1 oVjAVjAAvjACAL. iLl L.LL/y\AL 1 AAACVjVjCALjC Ill LAbAAA 


c n Q Q 
0U00 




1 II 1 1 1 1 II 1 1 II 1 1 1 1 II 1 II 1 II 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 II 1 1 1 1 1 II 1 1 1 II 1 1 1 1 




Db 


4852 


AGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAA 


4911 


Qy 


t AQQ 


PPP APPAPPA ATTPPTPP AP A A A TP A PPTP APPTPTTPPPPPTPP AP A A AP APPPAP ATT 
VjVjLiALjL.AoL.AA 1 1 VjLj 1 VjVjAVjAAA 1 tnub 1 oAoL loll VjVjL.L.L 1 LCALtAAAVjAVjVjLAVjA 1 1 


CI AD 
b jL4 0 




1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 II 1 1 1 II 1 II 1 1 1 1 1 1 1 1 




Db 


4912 


GGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATT 


4971 


A,, 

Qy 


0X4 y 


PTATP APPPPAP APTTP APPPTTPTPPPP A A PP A PTTPTTP A P AP A AAPAAAPA A APPTP 
L 1 A 1 VjAvjVjLjL.ALiAL. 1 1 LALjLL 1 itl LiCL7VjAAL.LALi 1 1 L 1 1 uALAbAMb/WiuArtAut 1 Vj 


CO Pi Q 




1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 II 1 1 1 




Db 


4972 


CTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTG 


5031 


Qy 


Dzuy 


APA APPAPPTPPPPAPPPTP A APP A APP APTT A AP ATPPAPPPP A PPP APPTPP AP A AAA 
AVjAAVjLAVjVj 1 VjLjL.L-AvjLL 1 VjAAVjVjAAVjLAC 1 1 AALrA 1 CLAVjCVjVjAVjCLAVjL. 1 VjVjAVjAAAA 


OZ O O 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 II 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


5032 


AGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAA 


5091 


Qy 


bz by 


A PPTTPTTP APP A AAA A P APP APA A P APPTPP AT AP A A A APP A A ATPPP A APA ATTP A AP 
ALL 1 1L1 1 bAbt/wW\LAubAuAALAbL 1 uLn 1 AL AAAALiLj AAA 1 VjLjL-AAL AA 1 1 VjAAL. 


O jZO 




IMIMIII III III! Illllllllllllll MM III Mill III llllllllll 




Db 


5092 


ACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATACAAAAGGAAATGGCAACAATTGAAC 


5151 


Qy 


o j z y 


mpfim* PPPPAPP7\ P A A pps ff A PAAPPPA A (~ , r i (~ y f~"T , /~* A TP A APPAPPTPJ\ 7\PPAP7\TPP 

1 LjLj 1 ALtL.CC ALjLtAL AAL L.A 1 vjAvjCvjVjLjLL. AvjVjL.vjLL 1 (a A 1 UAALtVjAvjL 1 L AAL.L ALxA 1 LjL. 


0J00 






Ill 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 II 1 1 II 1 1 II II 1 1 II II 1 1 II II 1 II 1 II 1 II 1 1 II 1 II 




Db 


5152 


TGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGCCTGATGAAGGAGCTCAACCAGATGC 


5211 


Qy 


£T O O Q 

6 J by 


APTATPAPTAPA (T~*f~~* A PPTP A APA A A P A P A T/'" 1 (~* r*7\ AAPPAAAAAPA rprprp/-i/ r "i A P A P A A P A P 

ALj i A 1 CjAvj 1 ACALCvjALjL 1 LAAvjAAALALjA 1 vjLjL AaALLAAAAAVjA 111 VjIjAvjALjAAvjAL. 


C A A Q 

644 0 






II 1 1 1 1 1 1 1 1 1 II 1 II 1 II 1 II II II II II II 1 II 1 1 II 1 1 II 1 1 II 1 1 II II 1 1 II 1 II 




Db 


5212 


AGTATGAGTACACGGAGCTCAAGAAACAGATGGCAAACCAAAAAGATTTGGAGAGAAGAC 


5271 


Air 

Qy 


b44 y 


AAA TPPA A A TP A PTP A TPPA A TPAPP A P A ATT AAA TPTP A rT^TT 1 A A PP A TP AAA TPAP A A 

AAA 1 VjVjAAA 1 LALj 1 VjA 1 LxL AA 1 VjAVjLjAL. AL 1 1 AAA 1L1 VjAvjLt 1 VjAAVjLi A 1 LjAAA 1 LAbAA 


ODUO 




II 1 1 1 1 II 1 1 1 II 1 II II 1 1 1 1 II II II II 1 1 1 1 II II 1 1 1 II II 1 1 1 II 1 II 1 1 II 1 1 1 




Db 


5272 


AAATGGAAATCAGTGATGCAATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAA 


5331 


Piw 

Qy 


b o u y 


PPAPPTTPA APAATPTTA A TP APTTTPTTPP A P A APT APP APPAPATPT AP A APPTATTT 
L LALjL 1 1 VjAAVjAA 1L1 1 AA 1 LAb 1 1 1 L 1 1 L L ALjAAL 1 ALLAbLAbA 1 L 1 AVjAALjL 1 A 1 1 1 


OJOO 






MIIIM II MM llllllllll III IIMII Mill III IMIMIII llllillll II 




Db 


5332 


CCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTT 


5391 


wy 


£ c: (Z Q 
D D o y 


TPP A A APA A APP A A A A PPT APA APP APA ATTPP A A APPTTPA A A PAP A APPTTPP ATTT A 
1 bbAAAbAAAbbAAAAbb 1 AbAAbbAbAA 1 1 bbAAAbb 1 1 b AAAbAbAAb b 1 Ibbni 1 1A 


0 0 z 0 






II II 1 1 1 1 1 1 1 1 1 II 1 1 II II 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 II 1 II 1 1 II II 




Db 


5392 


TGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTA 


5451 


Qy 


oozy 


PP71 TP A A TP A PPP A PPTTTTP A A P A A A A A PTP A A PTTTTPPP A A PTTPUP A T A A TPP A TP 

L L A 1 b AA 1 bAbbbAL L 111 1 bAAbAAAAAL 1 bAAL i 1 1 ICL-LAAvjl 1 L.AL.A1 AAIvjLjAILj 


0 b 0 0 






l 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l l l l l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l l 1 1 1 1 1 1 1 1 1 1 

1 II 1 1 1 II II II II II II 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 II II II 1 II II 1 1 1 1 1 1 MINIM 




Db 


5452 


CCATGAATGAGGGACCTTTTGAAGaaAAACTGAACTTTTCCCAAGTTCACATAATGGATG 


5511 


Qy 


6689 


aacactggcgtggagaagcactccgggagaaactgcgtcaccgggaagaccgactcaagg 


6748 




M MIMM M M MMMMMMMI MMM MMMMMM M MMM MMM 




Db 


5512 


aacactggcgtggagaagcactccgggagaaactgcgtcaccgggaagaccgactcaagg 


5571 
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Qy 6749 CCCAACTCCGACACTGTATGTCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGA 68 08 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I II I I I I I I I I I I 
Db 5572 CCCAACTCCGACACTGTATGTCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGA 5631 

Qy 6809 C AGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCA 6868 

III MM I MM III III I II I Ml I MM III I II I MM MM III MM III I III I 

Db 5632 CAGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCA 5691 

Qy 6869 GCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAG 6928 

1 1 1 II 1 1 INI 1 1 1 M 1 1 II I II M I IMM M 1 1 1 1 1 M II 1 1 M I II Ml II I M I II 

Db 5692 GCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAG 5751 

Qy 692 9 AGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 6978 

I II I II 1 1 1 1 1 M M 1 1 M 1 1 1 II 1 1 II II 1 1 II 1 1 II 1 1 II M I II I II 

Db 5752 AGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 5801 



RESULT 7 
ADQ23084 

ID ADQ23084 standard; DNA; 6244 BP. 
XX 

AC ADQ23084; 
XX 

DT- 26-AUG-2004 (first entry) 
XX 

DE Human soft tissue sarcoma-upregulated DNA - SEQ ID 5904. 
XX 

KW soft tissue sarcoma; cytostatic; gene therapy; vaccine; screening; human; 

KW ds. 

XX 

OS Homo sapiens . 
XX 

PN WO2004048938-A2 . 
XX 

PD. 10-JUN-2004. 
XX 

PF 26-NOV-2003; 2003WO-US038193 . 
XX 

PR 26-NOV-2002; 2002US- 0429739P . 
XX 

PA (PROT-) PROTEIN DESIGN LABS INC. 
XX 

PI Aziz N, Ginsburg WM, Zlotnik A; 
XX 

DR WPI; 2004-441208/41. 
XX 

PT Early detection of soft tissue sarcoma comprises determining expression 

PT of a gene in a first soft tissue sample and a normal soft tissue sample 

PT and comparing the gene expression, also useful in treating soft tissue 

PT sarcoma . 
XX 

PS Example 2; SEQ ID NO 5904; 210pp; English. 
XX 

CC The invention relates to a novel method for detecting soft tissue sarcoma 

CC which comprises obtaining a first soft tissue sample from an individual 

CC and a normal soft tissue sample from the same or different individual, 

CC determining the expression of a gene in both samples and comparing the 

CC expression of the gene in both soft tissue samples, where a higher level 

CC of protein expression in the first soft tissue sample indicates the 

CC presence of soft tissue sarcoma. The method of the invention has 
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CC cytostatic applications and may be useful for detecting soft tissue 

CC sarcoma, possibly via gene therapy or vaccine production. The nucleic 

CC acid sequences may be useful in diagnostic and screening applications. 

CC The current sequence is that of a human soft tissue sarcoma -upregulated 

CC DNA of the invention. The current sequence is not shown within the 

CC specification per se but was submitted in CD format by the inventor. 
XX 

SQ Sequence 6244 BP; 2271 A; 1206 C; 1524 G; 1193 T; 0 U; 50 Other; 



Query Match 76.0%; Score 5300.8; DB 12; Length 6244; 

Best Local Similarity 98.7%; Pred. No. 0; 

Matches 5330; Conservative 0; Mismatches 52; Indels 18; Gaps 1; 



Qy 


1579 


GCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAA 


1638 




1 1 II 1 1 1 1 1 1 1 II II 1 1 II 1 1 III II 1 1 1 1 II 1 1 1 1 1 1 MM II 1 1 1 1 II 1 1 II 1 1 II II 




Db 


1 


/-» « « > /~i /-i "?v tv tv /—i /—i *jv /~t iv mm Tv Tv no tv /inm/i /"I tv Tv tv m tv ✓"t/**»/~i tv m tv r"i -n m tv AOmno iv mm/— i tv tv tv 

GCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAA 


60 


Qy 


1639 


GACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATT 


1698 






M III III III Nil II Mil Mill III III II MM MM II II II II MM II MM 




Db 


61 


/-i iv /"! tv tv tv tv tv mm <"i /"*• /"i tv m tv m/-t tv tv /-*/"i/- , »m/-'t tv tv tv tv /"% iv im tv tv tv s-i tv tv /*i tv tv f t tv s~i m m /^i iv y*r tv mm 

GAC C C AAAACATT C C C ATATGAAGGCTCAAAAGAGCGGT AAAGAAC AACAGC TTGACATT 


120 


Qy 


1699 


ATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCT 


1758 






1 III III M II 1 1 II II II II II 1 M II III 1 III II II M M III II 1 1 M 1 1 II II 1 1 




Db 


121 


ATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCT 


180 


Qy 


1759 


AAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCA 


1818 






MM III 1 1 II II 1 1 II 1 1 II II 1 II II II II II 1 II 1 III II II II 1 II II 1 1 II II 1 1 




Db 


181 


AAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCA 


240 


Qy 


1819 


AATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGG 


1878 






1 II III 1 M II II 1 1 II 1 1 1 1 II 1 II III 1 II II 1 1 1 1 II 1 II 1 1 II 1 1 1 1 1 1 1 II II 1 1 




Db 


241 


AATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGG 


300 


Qy 


1879 


ACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAA 


1938 






1 M 1 II 1 1 1 II 1 1 1 1 1 1 III MM 1 III M II M II II II 1 1 1 1 M 1 1 1 1 1 1 III 1 M II 




Db 


301 


ACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAA 


360 


Qy 


1939 


GAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTT 


1998 






II 1 II 1 Ml II II 1 1 II 1 II 1 1 II 1 Mill II 1 II III MM II II 1 II 1 II II II II II 




Db 


361 


GAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTT 


420 


Qy 


1999 


GCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAG 


2058 






III III II 1 1 1 Ml II II II M MM 1 III II II 1 II 1 II III MM 1 1 M 1 MM II 1 1 




Db 


421 


GCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAG 


480 


Qy 


2059 


CAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCT 


2118 






1 MM II 1 1 II 1 M II Ml II II III 1 1 II 1 1 M II 1 1 1 MM Ml 1 1 M II II II 1 II 1 




Db 


481 


CAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCT 


540 


Qy 


2119 


GAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTG 


2178 






1 II II II 1 1 II 1 1 II II 1 II MM MM 1 1 M III IMMIMI 1 1 II 1 1 II II 1 II III 




Db 


541 


GAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTG 


600 


Qy 


2179 


GAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAG 


2238 




1 II II II II II 1 II 1 II 1 1 II III 1 II II 1 II II 1 III II MM II II II 1 1 II II M II 




Db 


601 


G AAAAAGT AAC AAGACTT AC C C AGTT AG AAC AAT C AGC C C TTC AAG C AG AAC T TGAGAAG 


660 


Qy 


2239 


GAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAA 


2298 






II III III 1 II M 1 1 M M 1 1 III IIMIMI II MM Mill 1 II II M II 1 M 1 MM 




Db 


661 


GAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAA 


720 
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wy 


2299 


RACJAArAnTnAnrTrPATOCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAA 


2358 




1 III 1 II 1 1 II 1 1 II II 1 1 II Ml 1 1 II II 1 II 1 II II 1 1 1 1 II II 1 1 1 1 M 1 1 II II II 




Db 


721 


GAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAA 


780 


wy 


23 59 


CAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCA 

v^nvj^nnv^ x x nnnuri x x x «w< ^riwriii x ^nv^ \^ x x rmwvn x w x vjvj x x vjn x x x x vjw x x ^ v_> x ^ s^*tx 


2418 




1 II 1 1 M 1 III 1 II 1 M II II 1 III II 1 1 1 1 1 1 Ml INI 1 Ml 1 1 1 1 M II III 1 1 1 II 




Db 


781 


CAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCA 


840 


wy 


2419 


GAAGAAGTGGrAGrTrGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAA 


2478 




MMMMIM MMMMMMMIMMMMM M MMM MMIMMMMMI 




Db 


841 


GAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAA 


900 




94 79 


ATGAAPATPPATAGTPPTTPAGATGTPTTAGGGAAAAGTPTTGPTGATTTAPAGAAAPAA 


9 Rift 




MMMMMMMMMMMMMMMMMM MMMMMIMMMMMMI 




Db 


901 


ATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAA 


960 


Qy 


2539 


TTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGA 


2598 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II HIM II Mill 1 1 1 Mill 1 Mill 




Db 


961 


TTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGA 


1020 


wy 




AAAPTPPAAGA AGA AATGGPTPTGPAGPAAnAGA AAPTGGPAAPTGGAPAAGAAnAGTTP 


9fi Rft 

Z D Z> O 


Db 


1021 


II 1 1 1 II 1 1 1 1 1 M 1 M 1 III llllllll 1 Mill MMM MMIMMMMMI 

AAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTC 


1080 


wy 




AGGPAGGPPTGTGAGAGAGPPPTGGAAGPAAGAATGAATTTTGATAAGAGGPAAPATGAA 


2718 




IIMMIIMIIIIIIIMIIIIIIIIIIMIMIIIIMIIIIIIMIIMIIMMII 




Db 


1081 


AGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAA 


1140 


wy 


2719 


GPAAGAATrrAGrAAATGGAGAATGAAATTrAPTATTTGrAAGAAAATCTAAAAAGTATG 


2778 




II 1 II 1 1 1 1 II 1 II 1 MM II Ml II II 1 Ml II II 1 1 II 1 1 1 1 II MM 1 M 1 1 Ml 1 1 




Db 


1141 


GCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATG 


1200 


wy 


9779 


GAGGAAATPPAAGGPPTTAPAGATPTPPAAPTTPAGGAAGPTGATGAAGAGAAGGAGAGA 


2838 




II Ml 1 1 1 II 1 1 II II 1 II II Ml II II II M M II 1 1 1 1 II II II II III 1 1 II 1 II 1 1 




Db 


1201 


GAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGA 


1260 


uy 


6U J 7 


aTTrTnnrrra apTrmananTT^narjaa a a a pa apa aapttpa apatpppaa atptpap 


OOQQ 




II II 1 1 1 1 1 II 1 1 1 M M II 1 1 M II 1 M 1 M 1 1 1 II 1 M 1 1 M II 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


1261 


ATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAG 


1320 


yy 


OOQQ 
Z O -? -7 


PAPPA APTTTTTPPTTTAPATAAAPA APTPAAPA A APTAA APA A APPPPTPPPPAPPTPT 


.7 -J O 




II Ml 1 II 1 Ml 1 1 Ml II II III II M II II 1 II 1 M II 1 1 II II 1 1 1 1 1 1 1 II II 1 1 1 




Db 


1321 


GAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCT 


1380 


wy 




PATAAPPTAPPPAPAPPTPAPPTPAPPATTPPPAAAPAPPAPPTGAAGTPPPTTPATPPA 


im ft 

O \J X, o 




II MM III 1 1 Ml II II 1 II 1 III 1 1 1 M II 1 1 1 M 1 1 1 II M II 1 1 1 1 1 Ml 1 II 1 II 




Db 


1381 


GATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGA 


1440 


vy 


3019 


APTGTTATGAAAATTAAPPAGGAGPGAGPAGAGGAGTTGPAGGAAGPAGAGAGGTTPAGP 


3078 






1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 




Db 


1441 


ACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGC 


1500 


wy 


3079 


AGAAAGGPAGPAPAAGPAGPPAGAGATPTPAPPPGAGPAGAAGPTGAGATPGAAPTCPTG 


3138 




1 1 Ml II 1 1 1 1 1 MM II 1 M 1 1 1 1 1 II II II 1 1 1 II II II M 1 II 1 1 II 1 Ml 1 II III 




Db 


1501 


AGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTG 


1560 


Qy 


3139 


CAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTA 


3198 




1 II Mill 1 1 1 1 1 II III II Ml 1 1 1 1 1 II II 1 1 1 II II 1 II 1 M 1 1 1 M 1 1 1 II M II 1 




Db 


1561 


CAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTA 


1620 


Qy 


3199 


GGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGA 


3258 
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limillllllllllMIIIIIMIIIIIIIIMIIIIIIIIIIIIIIMIMIIIMI 

1 GGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGA 



Db 


1 £0 1 

1DZ1 


new a a p_p a a a p tp a p a pptp pt a a a ttp, ah a a a ptp, a a tpapapa atppa app.a 


lOOU 


Qy 


3259 


CAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAA 


3318 




Ml II 11 1! II 1 III INI IMIIIMIIIIIIIIIII Ml IIIIIMI llllll llll 




Db 


iDOi 


PA A APP.AP APAPATTPPA APPPTPPAPA ATPT APTAPAPPTP APTPPA APTPAPA APA A A 


i 74 n 

J- / ft u 


Qy 


3319 


GGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAG 


3378 




1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1/41 


ppanppTTTna a a a tptttta p a a p a a a ttp ptp aapttppa pptp a aptttptt a tp ap 
LtL^ALKjL Ill LtAAAA ibl 111 ALjAALtAAA 1 1 LjL 1 bAAL 1 1 L-LtALCj 1 oAAb 1 1 1L11A1 LALj 


T Q Pi Pi 
loUU 


Qy 


3379 


AATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATG 


3438 




1 1 1 1 1 I 1 II 1 1 I II I 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


i q m 
loul 


A ATfATTAPATA A P*P A P P A TPPP A PATPPTTTPA A A APAPPAPPPTA TTPPT APTTTA TP 
AAlbA 1 1 AL Al AAbL AuLA 1 obLAoA 1 LL 111 LAAAAL1AL.L7AL7L7L. 1 Al loolAL 1 1 1 A1L7 


lobU 


Qy 


3439 


CCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGT 


3498 




IIIMIIIIIIIIII IMMIMIIIIMIIIIIMM llll llllll MIIMI III II 




Db 


lool 


PPA PP APPA PP ATP ATP A A A APTTTPPAPPP A T APTTPPP APPPP A PP A APP APTPTPPT 
LLALLALLALLAlLAlL/w\Aul 1 1 LLACjLLAI ALil 1 LLLAuut t ALL AHubAL 1 L 1 1 


1 QO Pi 


Qy 


3499 


GTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGAT 


3558 




MMMMMMMIMM IMIIIM M IMIMM IMM Mill Mill 




Db 


iy z 1 


PTTPPPPTT A APTAPTP APPPTPA APTPPTPTTAP A A A APPA PPPPPTPPPP APP APP AT 
Lil 1LKjL.L 1 IAALjI AL.1L,AL^LL.1L,AAL.1LL.1vj1 1 AL7AAAALL.ALL7LL.L IOoLtLALtLALiLjAI 


1 Q Q Pi 

iy o u 


Qy 


3559 


GGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGG 


3618 




II III II 1 1 1 1 1 1 II II 1 1 1 1 1 II II II llll II II 1 1 II 1 1 1 1 II 1 1 II II 1 1 1 1 II 1 1 




Db 


1 QQ1 


PPP A APPA APPPAPTP A APPTPPPPPTPPPTP APP ATA PTPPPTTT A TTPTPPP ATP APP 
LjL3oAAvjt*jAAvjvjL.Ao 1 LAALL1 L.L.L.LL. 1 oLL 1 LALjLjAI AL- 1 LjLjLjI 1 1L1 LttAl LALjLj 


O HA Pi 


Qy 


3619 


AGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAA 


3678 




IIIIIMIMIMIIMMIIIIMIIIIIMIIIIIIIIIIIIIMIIIIIIIIIIMI 




Db 


ZU4 1 


APTPPPTTA P ATA A A PTPTTTPPA APTAP AP ATPPAP A PAPTPP APP APATAPTP APP A A 
ACj 1 CjLjLi 1 1 ALA 1 AAAL 1 0 1 1 1 LL. AALj 1 ACjALxA 1 OL-AtaACAQj 1 LjLjALjLjACjA 1 ALj 1 L ALtLtAA 


O 1 Pl Pi 

Z 1U u 


Qy 


3679 


GAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATG 


3738 




1 1 1 1 1 i 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 




JJD 


zllll 


/~i A P7\P r PP7\Pr ,r PPr , 7\ rppjv /"'•P 1 A A P 1 A A P* A A PPPPPA fpmmpmppnmppmpprppp ATA PATPATP 

LjALjALjILtALjL ILjLtAI LtALLAALtAALjAALLLLL-AI 1 1 LjILjLL.1 L.L 1 L.L lL-rLrAl ALA1 CjAILj 


Z 1 O U 


Qy 


3739 


TATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCT 


3798 




1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 II II 1 Ml II II 1 1 1 1 1 1 1 1 1 1 1 Mill 1 1 1 1 1 1 1 II 1 




Db 


z 16 1 


1A1 AL ICjICjLI 1 LL.1 LtAICjLjI 1L.1 LL1U1ALL^LALiLtLiL.A1L7LiLLL.1L7 1A1CjLALLAL.L1 


noon 
zz z U 


Qy 


3799 


CCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCT 


3858 






1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II 1 II 1 Mill II II II 1 1 II 1 1 II II II 1 1 II 1 1 Ml 1 




Db 


zzzi 


r^r^ r vr i r^r* r P r pr*r*r i a a a p» a a t* ap^p , p , P' a p , p , tp , tp i a p , p , p , p ,r rp , P i P' a pqiprpTPTTT 1 a r nr^r , r^cr* a P i P ir r 
L.L1LLL1 lbLLAAALAAl AL1LL.L1ALL 1L. 1LALLLL 1CjCjL.AL.1Lj1 ILjI 1 1 AiLiLrLLLAL-L. 1 


O O Q Pi 

z z o U 


Qy 


3859 


CCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATC 


3918 




MMMIMMMM M 1 1 M M M M 1 M M 1 1 1 M 1 1 M 1 




JJD 


Z Z O 1 


C , C [7 TC , C , 'Vr'C'C'C , C , r i C , C > H HHHHHHA apttptpp atppppttp ATP 


Z j z z 


Qy 


3919 


CCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCT 


3978 




IIIIIMIMIMIIIIMIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI 




UD 


Z-5 Z6 


PPT ATPPPTPTPPTPPATTPP A APPTPPPTP A APAPPATA APTT AP APA ATP A APTTTPT 
L. L 1 A 1 oLjCj 1 Lj 1 bt 1 CjLA 1 IbLAALbl LbL 1 oAALAL-LAl AAL 1 1 ACj AVjAA 1 \j AAVj 1 11L1 


Z J 0 Z 


Qy 


3979 


AGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGA 


4038 






Ml Mill MMMIMIMM IMMM: II Mill MMMMIM M 




Db 


2383 


AG AT TAG AAG A C AT AAT GC AG C AT TT AAAAT C AAAG AAG C GGG AAG AAAGGT GG AT GAG A 


2442 


Qy 


4039 


GCATCCAAGCGGCAGTCGGAGaAAGaAATGGAAGAACTGCATCATAATATTGATGATCTT 


4098 






1 II Ml II MM 1 M 1 1 Ml 1 1 1 Ml III MMMM M M M 1 Mill M 1 III 1 1 1 1 1 




Db 


2443 


GCATCCaAGCGGCAGTCGGAGaAAGaAATGGAAGAACTGCATCATAATATTGATGATCTT 


2502 


Qy 


4099 


TTGCAAGAGAAGaaAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAA 


4158 



MM Mill II IMMIIIMI II Ml IMM IIMIIIIIIIIII II 
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Db 2503 TTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGNNN 2562 

Qy 4159 CGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAA 4218 

Mill III MIMIIIIIIIIIIIIIIIMM 

Db 2563 NNNNNNNNNNNIWNNNNN^ 2622 

Qy 4219 ATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAG 4278 

I II 1 1 M I II 1 1 1 II 1 1 II II I II III 1 1 1 II II 1 1 1 1 II 1 1 II II II 1 1 MM 1 1 II II 

Db 2623 ATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAG 2682 

Qy 42 79 ACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAG 4338 

I Ml Ml I II M I Ml III II Ml M 1 1 II M 1 1 M II M II II II II M II 1 1 M II M 

Db 2683 ACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAG 2742 

Qy 4339 AGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCC 43 98 

IMIIIMIMIIIMIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIM 

Db 2743 AGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCC 2802 

Qy 43 99 AAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAA 4458 

1 1 1 1 11 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 II 1 1 II II II 1 1 II 1 1 II 1 1 1 1 i I 

Db 28 03 AAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAA 2862 

Qy 4459 ACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAG 4518 

MIIMIMIIIIIIIMIIIIIIIIMIMIIMIMIIIIIMMIIIIIIIIIMM 

Db 2863 ACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAG 2922 

Qy 4519 GATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTA 4578 

1 1 II I II II MM II 1 1 1 Ml III 1 1 III I II II M II M II II II II M II M MM II 

Db 2 923 GATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTA 2 982 

Qy 4579 GCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAG 4638 

I II I Mill I Mill II I Ml Ml 1 1 1 1 II 1 1 1 Ml MM II II MM 1 1 II I 

Db 2 983 GCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAG 3 042 

Qy 4639 CTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAG 4 698 

I 1 1 1 1 M 1 1 M II 1 1 1 1 M 1 1 M II I I M I 1 1 1 1 II 1 1 1 II I 1 1 II I M I 1 1 M II 1 1 1 1 

Db 3043 CTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAG 3102 

Qy 4699 GTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAA 4 758 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3103 GTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAA 3162 

Qy 4759 AGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAA 4 818 

I M II I Ml III I M M 1 1 Mill 1 1 1 MM 1 1 1 1 1 II II 1 1 M II II M MM III II I 

Db 3163 AGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAA 3222 

Qy 4819 AAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAA 4878 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I t I I I I I I I I I I I I I 
Db 3223 AAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAA 3282 

Qy 4879 GCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAA 4938 

1 1 1 1 1 1 1 1 1 E 1 1 1 i I I E 1 1 ] 1 1 1 1 1 1 1 1 1 1 1 1 ! f 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 

Db 32 83 GCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAA 3342 

Qy 4939 TCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGA 4998 

I II II MM Ml 1 1 II I M I II MM II II 1 1 1 1 II II MM III II II 1 1 1 1 1 II II II 

Db 3343 TCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGA 34 02 

Qy 4999 AAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTT 5058 

II I II 1 1 II I II II II I II II 1 1 Mill III 1 1 MM 1 1 II II 1 1 1 II M II 1 1 1 1 II II 

Db 34 03 AAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTT 34 62 
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Qy 


5059 


GTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATTCTGGACATGTTGCAA 


5118 




1 II Mil II 1 1 II III MUNI 1 MINI II MM Ml Ml Ml III II II MM III 




Db 


*) A £ *5 
34 D J 


bi 1 1 rAAGGCAGATGTCTAAALAlAAAACCGAACTAAAGAATATTCTGGACATGTTGCAG 


3522 


Qy 


5119 


CTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTA 


5178 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3523 


/^rrim/™i TV TV Tv Tv /"t /~i Tv rri/^i tv /™i /™rm tv /*1 tv tv /— i mrrtmo tv tv /^i /^i m tv /T tv tv /~i tv m /~*t tv *t tv tv tv m tv m yirn tv tv m m tv 

CTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTA 


3582 


Qy 


5179 


GAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATA 


5238 




1 M II 1 1 1 M 1 1 1 1 1 M 1 1 M 1 M 1 1 M 1 II 1 II 1 1 1 II 1 1 1 1 1 1 1 II M M M M II II 




Db 


3583 


t\ 71 tv /"T iv rim/^l TV /-t m /~i /^i /T m /~i m y« /"im it TV /"I /"I Tv 1*1 n it -k m ft tv mm tv yl tv T4 t\ m mm /T tv y*r tv jT tv m tv 

GAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATA 


3642 


Qy 


5239 


TCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGA 


5298 






1 1 1 1 1 1 II M 1 1 1 1 1 1 ! 1 1 1 1 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 f 1 1 M 1 It 1 1 




Db 


3643 


TCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGA 


3702 


Qy 


5299 


GAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGC 


5358 




- 


1 III 1 1 1 II llllll II II II 1 1 M 1 II 1 1 M II II M 1 1 II M II 1 1 1 1 M II 1 1 1 1 II 




Db 


3703 


tv tv tv m tv r"i tv tv tv tv m/*r tv /'irn/^nmn tv /~i m /^i /-r /^r tv /~* rtmmm tv yr tv tv m nnm/imn mm /t tv 1 m m m m y"i tv st /"i 

GAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGC 


3762 


Qy 


5359 


AAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACC 


5418 






II 1 1 1 II M M 1 1 1 1 M M Mill 1 III II 1 1 M II M II III II 1 II 1 M 1 M 1 1 II II 




DD 


3763 


TV TV 7k 1 71 TV TV TV /"I /"I TV 7V /"I 71 m /"l IT» /"I /"I TV TV /"I TV /""t TV TV TV m /"I m /"'I TV /"» TV m m m /T /"T /"I TV TV TV TV TV TV TV /""I m m i"t /""I TV TV TV TV 

AAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACC 


3822 


Qy 


5419 


AAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAG 


5478 






1 1 1 1 1 1 II 1 1 1 1 M M M 1 M 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M 1 M 1 1 II II 1 1 1 1 




Db 


3823 


AAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAG 


3882 


Qy 


5479 


TTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTG 


5538 






II 1 M M II II M 1 1 1 1 1 1 M MMM 1 M II 1 1 M 1 1 1 M 1 M M 1 MM 1 1 1 1 M 1 1 1 




Db 


3883 


TTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTG 


3942 


Qy 


5539 


TCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTA 


5598 


Db 


3943 


MMM M 1 M II M II 1 IMMMM 1 M 1 III 1 1 II 1 1 II M IM II M II Ml 1 1 1 1 

TCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTA 


4002 


Qy 


5599 


AACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGAC 


5658 




• 


1 1 1 II II M 1 1 1 1 II 1 1 II 1 MM II 1 1 II M 1 II 1 M II II II II 1 II 1 1 II II 1 1 1 1 1 




Db 


4003 


AACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGAC 


4062 


Qy 


5659 


CTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAG 


5718 






1 1 II 1 II 1 1 1 1 II II 1 Ml II Mill II 1 II 1 II 1 1 1 1 1 1 1 II 1 1 1 1 III 1 1 1 1 M II II 




DD 


4063 


m /^i /"i m m /™i tv yi tv /t r*\ tv /t/'-'I tv tv /*"t tv mo tv tv m /■■t m /T m m /*r /^i m /*r tv m /~ i tv yi /r tv /— i tv /*t /*i /-i/~t tv /~im /^i tv /"i tv tv /™t 

CTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTC 


4122 


Qy 


5719 


GACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAAGAGGAGACAAAACAA 


5778 






1 1 M MM 1 II II II 1 1 II 1 1 1 II 1 1 II 1 II II II 1 III II Ml M II II IM MM III 




DD 


4123 


/"i tv /"l tv m /"l tv /"rmyi tv tv m/io/i /*t tv tv tv rrr tv yr m m m tv tv ✓**■« tv m /^im /*i tv tv tv tv v** tv tv /t tv r^i /"* tv y* tv n tv tv tv tv tv tv 

GAC AT C AGTGAATGGGC AAAT AGGTT TGAAGACTGT CAGAAAGAAGAGGAGAC AAAACAA 


4182 


Qy 


5779 


CAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAA 


5838 






1 1 II 1 II II II 1 1 II II II II 1 1 MMM 1 M 1 MM II M III II 1 II 1 II 1 1 II II 1 1 




DD 


4183 


/"i tv tv /~i tv TV /—i mm /~t tv tv /im/T /"1mm /"-I tv /T tv tv m/~i tv y~t tn mm/~» iv tv /~i tv tv tv tv /t tv tv /^/^m/Tii tv tv /*im tv /t m j"-* <t tv tv jT tv tv 

CAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAA 


4242 


Qy 


5839 


Tv tv tv rn/Tj tv m/^i mmm /"l tv /T tv tv /~i m /r tv tv tv tv stj tv tv tv /^i tv tv tv /^i m/^t tv tv /~% tv tv tv /*i s~i tv tv tv mm tv /*t tv tv tv /t o 

GAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACC 


5898 






IM II MM II II II II II II II MMMM 1 1 1 II 1 1 III Mill II 1 1 M 1 1 1 1 II 1 1 




Db 


4243 


GAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACC 


4302 


Qy 


5899 


AGTAAAGTG AC ACTG AAGG AG C AAC AGC AC CAGC TGGAAAAGG AAT T AAC AGAC C AGAAA 


5958 






1 MM MM II II MM II IIIIII.INI Mill II MM MM II MM II II II MM 




Db 


4303 


AGTAAAGTG AC ACTG AAGG AG C AAC AGC AC CAGC TGGAAAAGGAAT T AAC AG AC C AGAAA 


4362 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585792&ItemName=us... 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 59 



yy 


Oy 




b Ulo 




1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 i 1 i 1 1 1 1 1 1 f 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 




Db 


4363 


AGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTG 


4422 


yy 


fim q 

DUl? 


pap.p.a ap app apa pptpptptpap appptppapa apapapTPTPrpaa apt a a zi^ , ^ , p , ^ 1 a^ , 

^/\ovjAAvjALjoAIjAovj 1 uu lul oAVj/\bi^_V_ X kjVj/\Vj/l/\biA^AV-. 1 v_ i V^L-V- AAAL. X AnHLboLHo 


D U / O 






IIIIIIIIIIMMIIIIMIIIIIMIIIMIIIIIIIIIIMIIIIIIIIIIIIIIII 




Db 


4423 


CAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAACTAAACGGCAG 


4482 


yy 


O U / y 


PTTTPapa a app_p appappaaTTPPTPPapaa afpappTPappTPTTPPrrPTPPflPa a a 

LIl 1 L-AIj/^A/^Vj^tOAO^A^jV^AA 1 1 Vj^ 1 ^LjAIjAAA 1 L-AtjbJ I VjAbjL. 1 1 lubLLLlLLAbAAA 


bljo 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


4483 


CTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCCTCCAGAAA 


4542 


yy 




p Arr'PAP AT r rr , T?\TPAPPpr i AP7\PT r rP7\ppP r r , rP r rppr'r' a a ^papttpttpa papa a a p a 
kjAijVjiL,AtjAl I L. i A 1 bAbobLAuAL 1 1 LAutll 1 v_ HjL.ljoAAL,L.Atjl 1L1 1 VjAL-ALjAAAIjA 


o 1 y 0 






1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 II 1 1 1 1 1 1 




Db 


4543 


GAGGCAGATTCTATGAGGGCAGACTTCNNNNNNNNNNNNNNNNNNNNCTTGACAGAAAGA 


4602 


yy 


o JL y y 


aapaa apptpapa AP i r , Ar , r ,r PP , p , r , p , ar , p , p* r pr i a a pp a appaptta apatppappppapppap 
AAbTAAA^jL. 1 bjAlj>AAvjL.A(jbj 1 WjL.L.AbjV_.L. 1 ^AAOUAALrU AL. 1 1 AALrA 1 ^L.A^LovjAvjCI_A(j 


coco 
oz bo 






llllllllllllllllllllllllllllllllllllll.MII llllll II II Mil llll 




Db 


4603 


AAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAGATCCAGCGGAGCCAG 


4662 


yy 


oz by 


PTPP A P 1 A A A A A PPTTPTTPAPPA A A A A PAPPAPA A PAPPTPPA T A P A A A A PP AAA TPPPA 

L. 1 kjkjrAVsjAAAAAL.L. 1 1L1 1 bAuLAAAAALAboAbAALAbL 1 KjK- A 1 AL-AAAALKjAAA 1 UIjCA 


00 lo 






1 II 1 1 1 1 II 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


4663 


CTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATACAAAAGGAAATGGCA 


4722 


yy 




apa aTTPa A ptpptappppappapa a pp ATP apppipppp apppppptp ATP a app apptp 
ALAA 1 1 brAAC 1 tab* 1 AbjL.L.L.AbjbjAL.AAL,LAl bjAbjL.bjbjbjL-LJ\bjbjLbjL,L. 1 brA 1 bxAAbiVjAbjL. 1 L. 


DJ /O 






IMIIIIIIIMIIIIIIMIIIIIIIIIIIMMIIIIMIIIMIIIIIIIIIIIIII 




Db 


4723 


ACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGCCTGATGAAGGAGCTC 


4782 


yy 


Dj / " 


A A PPAPATPPAPTATPAPT A PAPPPAPPT^P AAPAAAPAPA TPPP A AAPPAAAAAPA TTTP 

AAL.L.AbxAlbrL.ALjl AlbjAvjl ALAHjbjALiL. lLAAbiAAAuAbjAlbjbjLAAAL.LAAAAAbjAl 1 Ibj 


C A 1 O 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4783 


AACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCAAACCAAAAAGATTTG 


4842 


yy 




PAPAPAAPAPAAA TPP A A A TPAPTP A TP P A A TP A PP APA PTT A A A TP TP A PPTP A A PP A T 

Vjr AbjAbjAAbjAb. AAA 1 bibiAAA J. b. Abi 1 bjA 1 brbAA 1 bjAbjbjAL AL. 1 1 AAA 1L1 bjAbibj 1 bjAAbjbiA X 


ez A Q 0 

o4 y 0 






II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 II II 1 1 1 1 1 1 II 1 1 1 1 1 II 1 II 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 




Db 


4843 


GAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAATCTGAGGTGAAGGAT 


4902 


yy 


o4 y y 


P A A A TP A PA APPAPPTTPA APA ATPTTA A TP7\ PTTTPTTPP7V P7V 7VPT7\PP7V/'"«/""'7lP7VTr'»T7V 

bjAAAlLAbjAALCAbjLl 1 CjAALiAA 1 L 1 lAAlLAbil 1 I L X TLCAGAACTACCAGCAGATCTA 


6558 






1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 II M 




Db 


4903 


GAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAACTACCAGCAGATCTA 


4962 


Pa/ 

yy 


D j by 


PA A PPT A TTTTPP A A A P A A A PP AA A APPTAPA APPAPA A TTPP A A A PPTTP7V 7V AP7VP7V 7\P 

brAAbjUlAl 1 I 1 bibjAAAbjAAALbjAAAACL 1 AbjAAbjb/AbjAAl lbibjAAAbiLl I bjAAAbjAbrAAb. 


DO lb 






1 1 M II 1 II II II 1 1 II 1 II 1 1 1 II II 1 1 1 1 II II 1 1 M II II M 1 II 1 1 1 1 1 1 M 1 M 1 




Db 


4963 


GAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAAAGCTTGAAAGAGAAC 


5022 


yy 


o o 1 y 


PTT 1 PP A TTT A PP A TP A A TP APPP A PPTTTTP A AP A A A A A PTP A A PTTTTPPP A A PTTP A P 

L.1 1 LLA1 1 1 Ab,UAlbjAAlbjAbjbjbjAb.b Ill 1 bjAAbjAAAAAb, IbiAAb, 111 lb.Lb.AAbj I lLAb. 


00 /o 






1 1 1 1 II 1 II II 1 1 1 1 II 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II 1 II 1 II 1 1 1 1 1 1 II II 1 1 1 1 1 1 




Db 


5023 


CTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAACTTTTCCCAAGTTCAC 


5082 


yy 


DO / 7 


ATA A TPP ATP* A aPaPTPPPPTPPaPA APP A PTPPPPP AP A A A H T VC i HC tr Vr'Tir t C % r > C % C t Ts L AP AP 
A X t\t\ X bibiA X brAAbAb. X bjbib.br X bbAbAAbLAL 1 LbbbbAbAAAL 1 bibb* 1 LALLbbbAAbAL 


0 / jo 






II 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 II 




Db 


5083 


ATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTGCGTCACCGGGAAGAC 


5142 


yy 


£ 7 Q 
D / j y 


PPaPTPA 'h.r^CTT^H'h^ A PTPPP AP APTPT ATPTPP A APPAAPPAPA APT 1 ATT A ATT A A APP A 
LbAL 1 bAAbbLLLAAL 1 LLbALAL 1 bl Al ul LLAAbLAAbLAuAAb 1 A 1 1AA1 lAAAbjbjA 


C7QQ 






1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 




Db 


5143 


CGACTCAAGGCCCaACTCCGACACTGTATGTCCaAGCAAGCAGaAGTATTAATTaAAGGA 


5202 


Qy 


6799 


AAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAA 


6858 






IMMIMIIIIIIIIIIIIIIIIMIIIIMIIIIIIMIIIIMIIIIIMIIIIIII 




Db 


5203 


AAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAA 


5262 


Qy 


6859 


TTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCT 


6918 
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Db 52 63 TTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCT 5322 

Qy 6919 TCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 6978 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I 

Db 5323 TCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 53 82 

RESULT 8 
AAL51566 

ID AAL51566 standard; DNA; 5902 BP. 
XX 

AC AAL51566; 
XX 

DT 10-APR-2003 (first entry) 
XX 

DE Human nucleic acid-associated protein coding sequence - SEQ ID No 49. 
XX 

KW Human; gene; ds; nucleic acid-associated protein; NAAP; arteriosclerosis; 

KW cell proliferative disorder; atherosclerosis; cirrhosis; hepatitis; AIDS; 

KW cancer; developmental disorder; renal tubular acidosis; anaemia; asthma; 

KW mental retardation; neurological disorder; Alzheimer's disease; epilepsy; 

KW Parkinson's disease; autoimmune disorder; inflammatory disorder; allergy; 

KW Crohn's disease; transgenic animal; animal model. 
XX 

OS Homo sapiens . 
XX 

PN WO2003000864-A2. 
XX 

PD 03-JAN-2003. 
XX 

PF 20-JUN-2002; 2 002WO-US021 179 . 
XX 

PR 22-JUN-2001; 2001US- 0300518P . 

PR 29-JUN-2001; 2001US-0301787P . 

PR 29-JUN-2001; 2 001US- 0301792 P . 

PR 29-JUN-2001; 2001US- 0301892P . 

PR 29-JUN-2001; 2 001US- 0301893 P . 

PR 06-JUL-2001; 2001US-0303405P . 

PR 06-JUL-2001; 2 001US- 0303442P . 

PR 15-MAR-2002; 2 002US- 0364438P . 
XX 

PA (INCY-) INCYTE GENOMICS INC. 
XX 

PI Gandhi AR, Swarnakar A, Hafalia AJA, Warren BA, Emerling BM; 

PI Arvizu CS, Ison CH, Honchell CD, Lee EA, Yue H, Forsythe IJ; 

PI Ramkumar J, Griffin JA, Yang J, Sanjanwala MM, Baughn MR; 

PI Borowsky ML, Yao MG, Walia NK, Bandman 0, Lai PG, Becha SD, Lee SY; 

PI Richardson TW, Elliott VS, Luo W, Tang YT, Zebarjadian Y, Lu Y; 

XX 

DR WPI; 2003-201420/19. 

DR P-PSDB; AA016416. 
XX 

PT New nucleic acid-associated proteins and polynucleotides, useful for 

PT diagnosing, treating or preventing cell proliferative (e.g. cancer), 

PT neurological (e.g. epilepsy or Parkinson's disease), or autoimmune 

PT disorders (e.g. AIDS) . 
XX 

PS Claim 12; Page 286-288; 312pp ; English. 
XX 

CC The invention comprises the amino acid and coding sequences of human 
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CC nucleic acid-associated proteins (NAAP) . The DNA and protein sequences of 

CC the invention are useful for diagnosing, treating or preventing disorders 

CC associated with aberrant expression of NAAP, such as: cell proliferative 

CC disorders (e.g. arteriosclerosis, atherosclerosis, cirrhosis, hepatitis 

CC or cancer); developmental disorders (e.g. renal tubular acidosis, anaemia 

CC or mental retardation); neurological disorders (e.g. Alzheimer's disease, 

CC Parkinson's disease or epilepsy); and autoimmune/ inflammatory disorders 

CC (e.g. AIDS, allergies, asthma or Crohn's disease). The DNA sequences of 

CC the invention are useful for creating transgenic animals to model human 

CC disease. The present DNA sequence encodes a human nucleic acid-associated 

CC protein of the invention 
XX 

SQ Sequence 5902 BP; 2088 A; 1130 C; 1486 G; 1198 T; 0 U; 0 Other; 

Query Match 72.2%; Score 5034.8; DB 8; Length 5902; 

Best Local Similarity 97.3%; Pred. No. 0; 

Matches 5187; Conservative 0; Mismatches 2; Indels 141; Gaps 1; 



Qy 


1649 


ATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 


1708 






t i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i \ i i i i i i i i i i i i i i 

1 II 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 




JJD 


lob 


rptpppata tp a a r*r t r tr vr* a a a a p a ppppta aapaapaa p appttp a p a tt a fpp7\ apaa pp 
Abjl Lb,b,AlAlbjAAbjbjb, lb,AAAAbjAbjLbrbjl AAAbjAAb,AAb.AbjL 1 lbiAb.Al 1 Al bjAALAAbrb. 




Qy 


1709 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


1768 






i i i i i i i i i i i i t i i i i i i i i i i i i i t i i i i i i t i i t i i i i i i i i i t i i i i i i i i i i i i i 

1 II II II II 1 1 1 1 1 II II 1 II II II M 1 II II II 1 1 1 1 1 1 1 1 II II II 1 1 II II II 1 1 1 1 




nK 
UD 




A PTAPPA A P A A prpTP A A AfTPPTTTPP A TP A P A T A PTTTPTA P A A TTPfT A A PP AAA PPP 

Abr 1 AL.CAAL. AAb, 1 1 biAAAbj 1 Lb ill bioA 1 b»Ab>A 1 Ab- 1 1 1 b, 1 AbAA 1 1 bt 1 AAbjbiAAALbibj 




Qy 


1769 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


1828 






i i i i i i i i i i t i i i i i i t i i i i t i i i i i t i i i i i i i i i i i i i i i i i i i i t i i i i i i i I i i 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




JJD 


ZOO 


a jpipstti apparPTTPa apa apappttaptpa appppapatappappa a a tp a a cccc 
AAbrAbiAl I AALibjAb-b. J. 1 bxAAbrAAb.Abib. 1 1 Ab J, LrAAbrbjb, LAbA 1 Abib. Abrb, AAA 1 bAAbbLL 


1 A A 


Qy 


1829 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


1888 






i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 
1 1 1 II II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 




UD 


-54o 


mp A APA A PP A r P r P r P A P A A PP TP TT A TP A PTPPPTTPP A APA ATA PPTPPPPA PP A TT A A A P 

1 bjAAbjAAbibjA 111 AbjAAbjbj 1 bi 1 1 A 1 L Abi 1 brbAj 1 1 bib, AAbiAA 1 ACb, 1 bibibibjAb. b-A 1 I AAAbi 


A A A 


Qy 


1889 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


1948 






I i i t i 1 j t i i i i i i i i t i i i i i i i i i i i i i i i i 1 i i i i i i i i i i i i I i i i i i i i i 1 i I f i 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




nK 
JJD 


A AC 

4 bo 


PPPAPPPA A PTP A /~T , r*f~ir , T< P A A TP A PTPP A PP A A r*r"T*r* r*r*/T* A TP APA A APAPAPA TTPT 

bjb.b.AbjbxLAAb. 1 UAbAjb,Lb,AbjAAl biAbi 1 bjb.AbjbTAAbjb. 1 baLbabibxA 1 bjAb>AAAbjAbjAb-A 1 1 Kj 1 


A C A 

4 o4 


Qy 


1949 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


2008 






1 II Ml 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II II 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 MM II 1 1 II 




Db 


465 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


524 


Qy 


2009 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


2068 






Ml M 1 II 1 M 1 M M 1 II 1 1 1 M 1 1 II II 1 1 Ml 1 M II 1 M M M 1 M M M II M M 




Db 


525 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


584 


Qy 


2069 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


2128 






1 II II 1 II 1 M 1 1 1 M 1 M 1 1 II Ml II II 1 1 Ml 1 M II Ml M 1 II II M II MM 1 1 




Db 


585 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


644 


Qy 


2129 


CTCGGCTAAACCTaAGGGATGCTGaAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


2188 






1 II Ml 1 M 1 II 1 1 II 1 II 1 III Ml MIMI 1 II 1 II M Ml II 1 II 1 1 II MUM 1 1 




Db 


645 


CTCGGCTaaACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAaAAAGTAA 


704 


Qy 


2189 


CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGaACTTGAGAAGGAAAGGCAAG 


2248 






1 1 MM 1 1 1 1 1 Ml II 1 M 1 MIMI 1 1 MM 1 1 II II 1 1 II 1 II 1 1 1 1 1 M M MM M 




Db 


705 


CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 


764 


Qy 


2249 


CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCaAGAGAACAGTG 


2308 






1 II II 1 II 1 II 1 1 1 1 1 1 M 1 1 1 II 1 MMIMM II II M 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 II 




Db 


765 


CCCTCAAGaATGCCCTTGGaaAAGCCCAGTTCTCAGAAGaaAAGGAGCAAGAGAACAGTG 


824 
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Qy 


2309 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


2368 




MINIMI III lllllll lllllllllllllllll IMIIIIIIIIIIIIMIMII II 




Db 


one 
O Z D 


SPPTPPA rppfi 7V A TV prrm a a APRPTTPPaPPaTPaPZi ATA ATPTPTTA A AApAPpAA PTTA 
A^jCICCAICjCAAAACI 1AAALAL1 1 bLAbbA 1 bAL AA 1 A>\ 1 L lb i 1 AAAALAbbAAL I 1A 


QQ A 

o oft 


Qy 


2369 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


2428 




MM II 1 1 II III III II 1 1 II IIMIIIIMMMMMIMMIMMIMM MM 




Db 


QQC 

bob 


AAL*Ai 1 1 CCACjAAlCALL 1 lAALLAlbl bjlji 1 bAibbi i ILAjI 1 L.\j I CCACjAAbiAAvjl vjbj 




Qy 


2429 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


2488 




1 II III 1 1 1 II 1 1 1 II 1 1 1 II 1 1 II 1 II II II 1 1 II II 1 Ml II 1 1 1 M II 1 1 1 1 1 II II 




Db 


945 


C AGC T CG TGTGG ATG AG C T AAGAAGAAAAC T G AAAT T AGG AA CT GGGG AAAT G AAC ATCC 


1004 


Qy 


2489 


ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 


2548 




MINI III MINI II 1 III 1 II II II 1 1 1 1 II 1 III II 1 II 1 1 II 1 1 1 1 1 II II 




Db 


1005 


a m a /*i m /"i /^i mm /~i 71 tv m m m rn tv f*/s a a a a nfrorprnonTiri a m>mm a 0 a /"i a a a 0 a a mm /i *a m y , i tv tv tv 

ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 


1064 


Qy 


2549 


TTCTTGCACGCTCCaAGTGGGaAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 


,2608 




III II II II 1 1 1 1 1 II 1 II II MM 1 II II II 1 II 1 II 1 III II 1 II Mill 1 II 1 II II 




UD 


1065 


rnrr\/-yrnrrir^ 71 /~irpO O A A OTOOO A A A O A O A TO A A OO A O A A OTT A OAOAOAOA A A A PTPP7\ AO 

rTCTT. GC ACGC I C C AAG 1 GGGAAAGAGA 1 GAAGCAC AAG 1 1 AGAGAGAGAAAAC 1 C CAAG 


11^4 


Qy 


2609 


AAGaAATGGCTCTGCAGCaAGAGAAACTGGCAACTGGACaAGAAGAGTTCAGGCAGGCCT 


2668 




1 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 1 M 1 MM 1 1 MM 1 1 1 1 II 1 1 II II 1 1 1 1 1 II 1 1 1 1 II 1 1 1 




Db 


llzo 


A A O A A A rTipprirpnrppp^ OOA A O A O A A A OTOOO A A OTOO A OA AOA AOA prpTT 1 A OOO A OOOOT 

AACjAAAI OCjC ILI GCACjLAACjjACjAAAC I GGCAAC 1 GGALAACjAACjACj I 1 CA(jx(jLA(j(jCC 1 


llo4 


Qy 


2669 


GTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCaACATGAAGCAAGAATCC 


2728 






III II 1 1 II 1 1 1 1 1 1 1 1 1 1 M 1 MM 1 1 II II 1 1 M II 1 III 1 1 1 1 1 1 II II II III 1 1 1 




DO 


Hob 


/-i m/~t AOAOAOOOOTOOA AOOA AOA A TO A A TTTTO ATA AOAOOOA AOA TO A AOOA AOA ATOO 

\j 1 CjACjAGAbCC C 1 CjCjAACjCAACjAA 1 CjAA 1 1 1 I CjA 1 AACjACjCjCAACA 1 CjAAbiL AAvjAA ICC 


1 1 A A 

lz44 


Qy 


2729 


AGCAAATGGAGAATGaAATTCACTATTTGCAAGaaAATCTaAAAAGTATGGAGGAAATCC 


2788 




Ml II 1 1 M 1 1 1 1 1 1 II II II III 1 1 1 1 MM 1 II 1 II MM M Ml II 1 1 1 1 1 1 III II 




UD 


1245 


A <">0 A A A TOO AOA A TO A A ATTOA OTATTTOOA AOA A A ATOTA A A A AOTA TOO A OOA A ATOO 

AGC AAATGGAGAATG AAAT TCACTAT TTGCAAGAAAAT CTAAAAAGTATGGAGGAAATCC 


13 04 


Qy 


2789 


AAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGaAGAGAAGGAGAGAATTCTGGCCC 


2848 






III Ml 1 II 1 1 1 II 1 1 1 1 1 II 1 II 1 1 1 1 II M 1 M 1 II II M 1 1 III 1 II 1 II 1 1 III II 




DD 


1305 


A A OOOOTT A OAOATOTOOA AOTTOAOOA AO OTO ATOA AOAOA AOOAOAOA ATTOTOOOOO 

AAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCC 


13 64 


Qy 


2849 


AACTCCGAGAGTTAGAGaaaAAGaAGaAACTTGAAGATGCCAAATCTCAGGAGCAAGTTT 


2908 






III Mill 1 1 II 1 1 1 II M II 1 III 1 1 III II 1 II 1 II 1 MM 1 II 1 1 II 1 II M III M 




Db 


1365 


tv tv /"~im r** /~yf-* tv /""i tv /~t mm tv /"i tv tv tv tv tv tv /""i tv tv /"i tv tv tv /~»mm/~i tv tv /•"• tv m /~i /-i /i tv tv tv m f~\ m /""i tv /~i tv y^i /~i tv tv /rmmm 

aactccgagagttagagaaaaagaagaaacttgaagatgccaaatctcaggagcaagttt 


1424 


Qy 


2909 


ttggtttagataaagaactgaagaaactaaagaaagccgtggccacctctgataagctag 


2968 






Mill III 1 M M 1 1 1 1 M II 1 M 1 1 1 III II 1 1 1 1 II II M II II M II 1 1 1 1 1 III 1 1 




UD 


1 A O C 

14 Z d 


TTOOTTT AOATAA AOAAOTOAAOAAAOTAAAOAA T^r^r^r^r^fTT^r^r^r^T^ OOTOTOATA AOOTAO 

1 i (jCj ill ACjA 1 AAACiAAC 1 CjAACtAAAC 1 AAACjAAACjCCG 1 (jCjCCACC 1 C 1 GA 1 AACjC 1 ACj 


14 84 


Qy 


2969 


ccacagctgagctcaccattgccaaagaccagctgaagtcccttcatggaactgttatga 


3028 




IIIIMIIMMIIMMIIIIIMIIIIIIIIIIIIIIMIIIIIIMIMIIMIMI 




UD 




OOA O AOOTO AO OTO A OO A TTOOO A A A O A OOAOOTOA AOTOOOTTOA TOO A A OTOTT A TO A 

CCACAljC 1 LjALjCI LAbLAl IvjLCAAACACCAvjC ICrAAvjlCCC 1 ICAKaCAAC l(jl 1 Al CjA 


1d44 


Qy 


3029 


aaattaaccaggagcgagcagaggagttgcaggaagcagagaggttcagcagaaaggcag 


3088 






Mill Ml 1 M II II 1 1 1 1 M 1 II II 1 Mill 1 1 1 II 1 II 1 1 II llllll 1 1 Mill 1 1 1 




Db 


1545 


AAA TT A A OOAOOA OOOAOOAOAOOAOTTOOAOOA AOOA OAOA OOTTO A OOAOA A AOOOAO 

AAATTAAC C ACrGAG C G AGC AG AGG AGT T G C AG G AAG C AGAGAGG T T C AG C AG AAAGG C AG 


1604 


Qy 


3089 


/■i 7v r~i tv 7v /~i A O r~*t~* A /"* TV /"I A m/"im /""» TV /~t /"*'/■*»/"' TV /^l TV /~1 TV TV /^/~»m/~« TV TV m TV TV /~t m /""I T /"* A /"» A TV m /""""n /~1 /~» 

cacaagcagccagagatctcacccgagcagaagctgagatcgaactcctgcagaatctcc 


3148 






1 MM II II 1 1 1 1 II 1 1 1 1 II 1 MM 1 Mill II 1 1 1 1 II 1 1 II 1 1 II M 1 1 MM II 1 1 




Db 


1605 


cacaagcagccagagatctcacccgagcagaagctgagatcgaactcctgcagaatctcc 


1664 


Qy 


3149 


tcaggcagaagggggagcagtttcgacttgagatggagaaaacaggtgtaggtactggag 


3208 




MIMMIIMM MM II II Mill llllllll MMMMIMIMM II llllll II 




Db 


1665 


tcaggcagaagggggagcagtttcgacttgagatggagaaaacaggtgtaggtactggag 


1724 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585792&ItemName=us... 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 63 



yy 




LM-ririL 1 LriL Hub 1 LL X Aorvrvrt 1 1 L.tt.L.rvi/\L 1 vjHH 1 oriO-rHwrlrt. 1 uunnLunLnnnlJUntnlj 


TOCO 
j/Do 




MMIIIIIIIIIMIMIMIIMIIIIIIMIIIIIIIIMIIIIIIIIIIIMIIM 




Db 


1725 


CAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAG 


1784 


PlW 




ap.aTTP.P2\2LP.p.pTp.p a. p. a aTPTarTanarrTrarTnna anTfapaaraaannaprrTTTr 

Hon 1 1 LLAALjVjL 1 utnbHrt 1 L 1 ML 1 /\Lr\LL 1 LrtL. 1 LLjH~H.Lj 1 LALAALAAALnaALLL 1 1 lu 








IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIM 




Db 


1785 


AGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTG 


1844 


uy 




a a a aTPTTTTapa apa a aTTP.PTP.a aPTTPPa pptp a aPTTTPTTaTrapa aTPaTTara 

•H-r^H-H. loll 1 1 ALAALAAA 1 1 LL 1 LArtL 1 1 LoALL 1 LAAL 1 1 1L1 1A1 LALAA 1 LA 1 1 ALA 


0 J 0 0 




1 1 1 II 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1845 


AAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACA 


1904 


Qy 




1 AALLALLAlLLLALiAl LL 1 1 1 LAAAALALLxALLL 1 A 1 ILLiALl 1 lAlbLLALLALLAL 


1 A A Q 






1 1 1 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1905 


TAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCAC 


1964 


C\\T 

uy 


"3 /I A Q 

J ft ft y 


LAI LA 1 LAAAAb 1 1 1LLALLLA1AL1 1 LLLALLjLLALLAALLtAL 1 L J.LL7I Lj I JLLLLLl 1A 








1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II LI 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


1965 


CATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTA 


2024 


C\\T 

yy 




APTAPTPAPPPTPA A PTPPTPTT A P A p»pipipipirppipipipi7\pipi7\ ppTimpppA A pi pi A A P 

AL J. AL 1 LALLL 1 LAAL 1 LL 1L 1 1 ALAAAALLALLLLL 1 LjLLLALLALLAI LjLLAALLAAL 


"3 C C O 
j jDO 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2025 


AGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAG 


2084 


C\\r 

yy 




PPAPTPA A PPTPPPPPTPPPTPAPP ATA PTPPP TTT ATTPTPPPATPAPPA PTPPPTT A P 
LLAL1 LAALL 1 LLLLL 1 LLL 1 LALLA1 AL iLLLl 1 1A1 I L 1 LLLA1 LALLAL 1 LLL 1 1AL 


ibzo 






1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2085 


GCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTAC 


2144 


C\\r 

uy 


Jozy 


A T A A A PTPTTTPP A APTAP APATPPA PAPA PTPP APPAPATA PTP A PP AAPAPA pmp 7\pp 
A 1 AAAL 1 L 1 1 X LL AAL 1 ALALA i LLALALAL 1 LLALLALxA 1 AL 1 LALLAALALAL 1 LALL 


0 c 0 0 

JDOO 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 II 1 1 1 1 




Db 


2145 


ATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGC 


2204 


uy 




TPPATPAPPA APAAPA A PPPPPATTTPTPPPTPPTPPTPP ATA P A TP A TPT A T A PTP TPP 

ILLAILALLAALAALAALLLLLAI 1 ILlLLLl LL ILLlLLAl ALA1 LAI L 1 Al AL 1 LI LL 


"J *7 A Q 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


,2205 


TGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGC 


2264 


Qy 


O 1 A O 


TTPPT^P A TPPTTPTPPTPT A PPPPAPPPPATPPPPPTPT'TV TPPA PP7\ PPT'PPT'PPPT'T'PP 

I ILLILAILLI 1L1LL1L1ALLLLALL<jLAJ.LLLLL ILi AlLLALLALLTLLrLLLTlLL 


3808 






1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2265 


TTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGC 


2324 


PlW 

wy 




pa aapa ata c^r^r^c* a r ,r T , r yr v r 1 a r~ , cr t c tr vr^r % r^7\ ptpttpttt a t^pppppa ppt'ppt'pp'T'pppp 
LAAALAA1 ALLLLALL i L 1 LALLL L 1 LLLAL 1 L 1 IL1 1 1 A 1 LLLLLALL 1 LL ILL 1LLLL 


0 0 c 0 
Jooo 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2325 


CAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGG 


2384 


PVv/ 

wy 




pr , ppr , z\TP i PTPTATpr , p , ppTPnAr i PP i r i PP i A apttptppatppppttpatpppta tppptp 

LLLLLAl LL 1 L 1 A 1 LLLLL 1 LLALLLLLLAAL 1 1L1 LLA1 LLLL1 1 LA1LLL lAluoblb 


0 y z 0 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2385 


CCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTG 


2444 


yy 




TP-PTPPaTTPPa A PP TPPPTP' A. APApPATA APTTAPAPA A TP A APTTTPTAP ATTAPA AP 
ILLlLLAl 1 LLAALL 1 LLL 1LAALALLA1 AAL 1 1 AL ALi AA 1 L AALj 1 1 1 LI ALA1 1ALAAL 








1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


2445 


TGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAG 


2504 


uy 




A PAT A A TPP APP A TTT A AAATPAAAPAA C^C^C^r^r* A AP A A A PPTPP ATP A PA PP A TPP A A PP 
ALA 1 AA 1 LL ALL A 111 AAAA 1 LAAALAALLLLLAALAAALL 1 LiLxA 1 oALAuLA 1 L LAALL 


a r\A 0 
4 U4 0 






MIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMMIIIIIIIIIIIIIII 




Db 


2505 


ACATAATGCAGCATTTaaAATCaaAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGC 


2564 


Qy 


4049 


GGCAGTCGGAGaAAGaAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGA 


4108 






1 II 1 1 1 1 II 1 1 II 1 1 1 1 MM III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 II 1 1 




Db 


2565 


GGCAGTCGGAGaAAGaAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGA 


2624 


Qy 


4109 


AGaaAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGC 


4168 
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1 1 1 II II II II 1 1 1 1 1 1 1 1 III II II 1 1 1 II 1 1 1 III 1 II II II II II 1 1 1 1 II 1 1 1 1 II 




Db 


2625 


AGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGC 


2684 


Ov 
vy 


4169 


AAAAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAAT 


4228 






1 1 II M 1 1 Ml 1 1 1 1 II M 1 1 Ml 1 1 III M 1 MM 1 1 II 1 1 II II II M II 1 1 1 1 II 




Db 


2685 


AAAAGGACTTCATTGATGGAAATGTAGAGAGTCTTATGACTGAACTAGAAATAGAAAAAT 


2744 


Ov 
vy 


4229 


CACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGA 


4288 




II II M II II 1 1 II 1 1 1 II II II 1 1 II 1 M 1 1 1 M 1 1 II II II II II 1 1 1 1 II 1 1 1 Ml 




Db 


2745 


CACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGA 


2804 


Ov 
vy 


4289 




4348 




1 1 1 II M 1 1 M 1 1 1 II II 1 1 II 1 II 1 II III II 1 III 1 M II II II II 1 1 1 1 II 1 Mill 




Db 


2805 


AACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTT 


2864 


Ov 
vy 


4349 


CATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCArTGATGCCAAGAGAAGTT 


4408 




1 II Mill 1 II 1 MM M II II 1 1 1 1 II II 1 1 1 Mill 1 1 Ml II 1 1 M 1 III 1 1 M II 




Db 


2865 


CATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCCAAGAGAAGTT 


2924 


Ov 
vy 


4409 


TATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGQAGAGrTrAGGAAArTGrTGTTA 


4468 






III II II II II II II Ml II II II II Mil III Mill MINI II II II III III II II 




Db ; 


2925 


TATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTA 


2984 


Qy 


4469 


ACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGC 


4528 






IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMIMIIIIIIMIIIIIMIIIII 




Db 


2985 


ACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGC 


3044 


Ov 
vy 


4529 


AGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAuAATAAACAAAATTGTAGCAGCAAAAG 


4588 


Db 


3045 


1 1 1 1 II 1 1 1 1 1 1 1 1 1 II II II 1 1 II 1 1 1 II II II II 1 II 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 II 
AGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTAGCAGCAAAAG 


3104 


Ov 
vy 


4589 


ACTCAGACTTCC/^TGTTTAAGCAAGAAGAAGGAAAAArTGArAGAAGAGrTTrAGAAAC' 


4648 






II 1 II 1 II 1 1 1 II M 1 III 1 1 1 MM 1 1 Ml 1 1 II 1 Ml 1 II Mill 1 1 II 1 II 1 1 1 1 II 




Db 


; 3105 


ACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAAAC 


3164 


Ov 
vy 


464 9 


TArAGAAAGAPATAGAGATGGrAGAArGrAATGAGGATrAPrArrTGrAGGTPPTTAAAG 


4 70ft 






II 1 II 1 II 1 II II 1 1 II II 1 II II III 1 Mill II 1 Ml II 1 1 II II 1 1 II 1 II 1 1 II II 




Db 


3165 


TACAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAGGTCCTTAAAG 


3224 


Ov 
vy 


4709 


AATGTGAGGTGCTTCTTPAGGCCAAAAGAGGGGAGGTGGAAAAGGTGAAAAGPPAGGTGA 


4768 






1 M 1 II II 1 II II 1 1 M M 1 II 1 II II 1 1 1 II 1 1 1 II 1 M II II II II 1 1 1 1 II II 1 1 II 




Db 


3225 


AATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAAAGCCAGGTGA 


3284 


Ov 
vy 


4769 


CAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGC 


4828 






IMMIIMMMMIMIIMMIIMMMMMMMMMIIIIMIMMIMM 




Db 


3285 


CAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGC 


3344 


Ov 
vy 


4829 


TGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCGAGGAAGGTCTGAGAG 


4888 






M II 1 1 II III II II II 1 II II 1 1 II II 1 III 1 1 II 1 II 1 II II II 1 1 M II 1 II 1 1 1 1 1 




Db 


3345 


TGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGAC 


3404 


Ov 
vy 


4889 


TGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGG 


4948 






1 II 1 1 II II 1 II 1 1 1 II II 1 1 1 II 1 II 1 1 1 1 II II II 1 1 1 II II 1 II II 1 1 1 II 1 1 II 1 1 




Db 


3405 


TGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGG 


3464 


Qy 


4949 


T^AGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAAC 


5008 






II II 1 II 1 1 II 1 1 M II II 1 MM II 1 MM 1 II III II 1 1 II II II II II 1 Ml Ml 1 1 




Db 


3465 


AAGAACTGAGTTTTCAG7^AAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAAC 


3524 


Qy 


5009 


TTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTTGTTTTAAGGC 


5068 



II III I III Ml MUM I M Ml IMIMMMMIMI I IIIMIIIIMI IMIMI 
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Db 


3525 


TTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTTGTTTTAAGGC 


3584 


vy 


5069 


APATPTPTAAAPATAAAAPPPAAPTAAAPAATATTPTPPAPATPTTPPAAPTTPAAAAPP 

r\\jr\ x Vj lv,i xT_rA/TkL.tt J. nnnAL UUrtnv. J. /Irt/lvjrirt X A X J. L X OvJnvn X Vj X X OvnnVi X X unn/iriL L 


JlZO 






Mill III III Ml III II II III III III II INI II Mil II Mil INI II III III 




Db 


3585 


AGATGTCTAJ^CATAAAACCGAACTAAAGAATATTCTGGACATGTTGCAACTTGAAAACC 


3644 


vy 


j i ^ 


ATPAPPTAPA APPTTTPAAPPTAPAAPATPAPPA A APPPTATPTPA ATTAPAPA APAPTP 

tt X VjttVjL X tt Ltttt VjVj XXX OnnuL. X rt\-/^riV_/A X VjttL Ltttttt VjVjVj unn X X ttVjttVjttttVjttL X L 


CI OQ 

jloo 






II 1 M II 1 1 M M 1 M M M II M 1 M 1 1 1 1 1 1 1 1 1 II II 1 1 II II II 1 II 1 II M II II 




Db 


3645 


ATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTAGAGAAGACTC 


3704 


vy 


3 x o y 


APPTPPPAPTPPTAPAPPAPA A APTPP APTTAP APA ATTTPPAPPAPATATPPP APP APP 
ttVjVj X VjVJLttVj X VjL X ttVjttVjVjttLxttttttL X uono X X nurtortri XIX uLrtuLriUri Irtl ^k»LHuLHuL 








II III III III MINIUM Mill III MMIIIIIIIII IIMII III Mill MM 




Db 


3705 


AGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATATCCCAGCAGC 


3764 


vy 


j^ f± i7 


apa a appppa a atap aptppp ap a app apptppttp ap appp ata a arpapn aatapaap 

tt.otttttt.VjL7VjVjtttt-tt X H^jHo 1 VjbiLttvj.ttttAjLtt.vjL 1LL1 1 vjtt.VjttVjVjVjtt. X AAAUVjHoAAA 1 AuAAL 


c 0 n q 






1 1 [ i 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3765 


AGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGAGAAATAGAAC 


3824 


wy 


f)Q 


PA ATP APTPPTPAPTPPPPAPPTTT AP A ATPPTPTPTTP APTPTTTPAPP A A AP A A A aPf 1 
Vj/Vrt. X Vj.tt.V_ 1 LjL 1 VjttVj ILL LVJttVjL XXX ttL-tt-tt. X LVj lulul X VjttVj X Vj X X X VjttVj L-ttttAVjttttAtt. vjlj 


coco 

J J D O 






MIMMMIMM III IIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIMI 




Db 


3825 


GAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGCAAAGAAAAGG 


3884 


VY 




A APATPTPPA APAPA A ATPTPAPATTTPPPA A A A A A APTTPPPAPA A APPA A A APPPTTT 
ttttVjtt 1L1 L L tttt.Vjtt.VjT/-itttt X Vj X VJttLtt XXI VjVjVjttttJAttxvttttVj X X VjL 1 LttLtttttt^LLtttt^itt VjVjLj 111 


c / 0 Q 






II 1 1 1 1 II 1 II 1 1 1 1 II 1 II 1 II 1 1 II 1 1 1 1 II 1 II 1 1 1 1 1 1 II 1 II 1 1 M II 1 II 1 1 1 1 




Db 


3885 


AAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACCAAAAGGGTTT 


3944 


vy 




T APPAPPAPP APA APA A A ATAPP A A A ATPPAPPA A TP A A APTTAP A A A aPTTPP A ATTP A 
X ttLrLttL^Ltt^LttVjttttVjtttttttt. X ^\JK^r\r\r\r\. X VjVjttVjLtttt 1 LttttttL X X n\jr\nJ\r\\j X X VjVjtttt. X 1 Litt 


ca a p 
o*± 0 0 






M 1 1 1 1 1 II II 1 1 II 1 I 1 1 M 1 1 M 1 II II 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 




Db 


3945 


TAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAGTTGGAATTGA 


4004 


vy 


_> *± o 


ATPTPAPA A A APTPPAPPAPPA APTAPAPP A APT A A AP AP APAPA APTTPTP APTPP ATA 
tt, X Vj X LttVjtti-lttttL X biLttVjLttljVjttttL X ttVjttL Ltttt. L X ttttJAL ttLittLittLtttt Lr X X Vj X LttL X oLtt X tt 


cc/10 
DD^l 0 






Mill III III IIIMIMM Mill III III II MM III MMIIIIIIIII II MM 




Db 


4005 


ATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTGTCACTGCATA 


4064 


n v 

vy 




APP AP A ATPP A A P APP arPTPP A AP A A A A A PPAPA APPAPTAAA fTPA PTPP 
tt.LLitt.Ltt X X 1 1 AbLAAl bLitftLHuLnbL 1 LtMunMMLunbnnuLnb 1 AnnL 1 LAv. 1 bL 


joUo 






1 II II II II II 1 1 II 1 II II II 1 II 1 1 1 1 II 1 1 1 1 II 1 II 1 II II II 1 1 1 II II II 1 1 1 1 




Db 


4065 


ACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTAAACTCACTGC 


4124 


vy 


DDUy 


SPPIiPPa &PTAPPTS A TPTPP A APAPPATTTPA A PPT APP A A A APAPPAPPTPPTTPAPA 
HbbAbbHAL 1 AbL 1 AA lu 1 LLAAbALLA 1 X IbAAbblAbLAAAALAbbALLlbLl 1LALA 


C C C Q 






1 1 IN II 1 II 1 M III 1 1 II MM II 1 II III 1 1 II II INI M 1 II 1 1 1 MM 1 1 II II 




Db 


4125 


AGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGACCTGCTTCACA 


4184 


vy 




CCACC A APP ATP APPATPTPTTPPTPAPTPAPPAPAPPPPAPTPP APA A HP A P ATP APTP 
L LttL LttttVjLtt X LttVjVjtt X Vj X Vj X X LjL X LttVj X VjttVjLttVjttLLLVjttL X LLttbJttttLrVjttLtt. X LttVj X Vj 


C70P 






llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


4185 


CCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTG 


4244 


vy 


j / & y 


A ATPPPPA A AT APPTTTPA APAPTPTPAPA A APA AP APP APA PA AAAPAAPAAPA APTTP 
tttt X VjLiLjL tttttt X tt VjVj XXX bAAbAL X vj X XXL 


_> / O O 






1 1 1 1 II 1 1 1 1 1 1 1 i M M 1 1 1 1 1 1 1 1 1 ' i 1 1 1 1 1 1 1 ' 1 1 ! 1 M II I 1 i 1 Mill 




Db 


4245 


AATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTC 


4304 


Ov 

vy 


ZJ I O -7 


A APTPPTTPAPA ATPAPATTPA APA A A APA APPTPA A APT APTPP A APA APA A ATPATPT 
tt-ttVj X VjL X X \^c\\jr\t\ X VjttVjtt X X LrttttVjtttttttt,Ltttt.VjL X \^t\r\r\\^ X ttVj X L LttttLtt^Vjtttttt. X Vjtt X Vj X 








II III IIMII Mill MMIIIIIIIII Mill MM II II II IIIMIMM IIMII 




Db 


4305 


AAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGT 


4364 


vy 




TTPAPAP APTPP APA A A PAP A PAP A A APTPA APA A APP A A ATT APA A APP APT A A APTPA 
X X LttVjttVjttL X L LttVjtttt-ttVJttVjttVjttVjttttttVj X VjttttLitt-ttttLJLtttttt X X ttLittttttL LttVj X ttttttVj X Ljtt 








1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 M 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 1 1 1 

M II II M M II M M 1 II II II 1 II II II 1 II 1 II II II 1 1 M 1 1 II M 1 1 1 1 II 1 1 M 




Db 


4365 


TTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGA 


4424 


Qy 


5909 


CACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGG 


5968 






Ml 1 III 1 1 II 1 1 1 1 1 1 1 II II Ml 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 1 1 II 1 1 




Db 


4425 


CACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGG 


4484 
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Qy 5969 ACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGG 6028 

Mill III I II I I I I I I I II I I I I II I I I I I I II I I II I I II II II Ml I I II M I II I I 

Db 44 85 ACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGG 4544 

Qy 6029 AGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAA 6088 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 4545 AGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAACTAAACGGCAGCTTTCAGAAA 4604 

Qy 6089 GGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATT 6148 

Mill III I II 1 1 1 1 1 1 1 1 II Ml II 1 1 1 1 1 1 II MM 1 1 II II II II 1 1 M 1 1 II MM 

Db 4605 GGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATT 4664 

Qy 6149 CTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTG 6208 

Mill III I II I II I II II II Ml II II M 1 1 1 1 MM M 1 1 1 1 II 1 1 1 1 M II II MM 

Db 4665 CTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGCTG 4724 

Qy 62 09 AGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAA 6268 

Mill III 1 1 1 M II II II II III II Ml I II 1 1 II II II II 1 1 II 1 1 1 1 II II II I Ml 

Db 4725 AGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAGATCCAGCGGAGCCAGCTGGAGAAAA 4784 

Qy 62 69 ACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATACAAAAGGAAATGGCAACAATTGAAC 6328 

llllllll 

Db 4785 ACCTTCTT 4792 

Qy 6329 TGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGCCTGATGAAGGAGCTCAACCAGATGC 63 88 

Db 4793 4792 

Qy 6389 AGTATGAGTACACGGAGCTCAAGAAACAGATGGCAAACCAAAAAGATTTGGAGAGAAGAC 6448 

1 1 1 II II II II II MM II II 1 1 II II 1 1 1 1 

Db 4793 ATGGCAAACCAAAAAGATTTGGAGAGAAGAC 4823 

Qy 6449 AAATGGAAATCAGTGATGCAATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAA 6508 

1 1 III III 1 1 1 II II 1 1 II M I II 1 1 1 II I II II 1 1 1 1 II III 1 1 1 1 1 M I II I II III I 

Db 4824 AAATGGAAATCAGTGATGCAATGAGGACACTTAAATCTGAGGTGAAGGATGAAATCAGAA 4 883 

Qy 6509 CCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTT 6568 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I 

Db 4884 CCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAACTACCAGCAGATCTAGAAGCTATTT 4 943 

Qy 6569 TGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTA 6628 

I I Ml 1 1 1 II I II II 1 1 II III Ml I III I II Ml I II II II 1 1 1 1 1 1 II II 1 1 II 1 1 1 1 

Db 4944 TGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAAAGCTTGAAAGAGAACCTTCCATTTA 5003 

Qy 6629 CCATGAATGAGGGACCTTTTGAAGAAAAACTGAACTTTTCCCAAGTTCACATAATGGATG 6688 

1 1 II I II I II I II Ml I M II 1 1 1 MM 1 1 II II MM 1 1 1 1 1 1 1 1 1 II 1 1 1 II II 1 1 II 

Db 5004 CCATGAATGAGGGACCTTTTGAAGAAAAACTGAACTTTTCCCAAGTTCACATAATGGATG 5063 

Qy 6689 AACACTGGCGTGGAGAAGCACTCCGGGAGAAACTGCGTCACCGGGAAGACCGACTCAAGG 6748 

1 1 MIMI 1 1 1 II II II II II Ml II II M 1 1 1 1 II II 1 1 II 1 1 II I Ml Ml I Ml 1 1 1 

Db 5064 AACACTGGCGTGGAGAAGCACTCCGGGAGAAACTGCGTCACCGGGAAGACCGACTCAAGG 5123 

Qy 674 9 CCCAACTCCGACACTGTATGTCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGA 6808 

1 1 Ml 1 1 II 1 1 1 1 II II M II M I II II II II 1 1 1 1 1 1 M II 1 1 1 III II M 1 1 Ml II I 

Db 5124 CCCAACTCCGACACTGTATGTCCAAGCAAGCAGAAGTATTAATTAAAGGAAAGCGGCAGA 5183 

Qy 68 09 CAGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCA 6868 

llllllllll III IMIMMMMMI IIIIMIIMM lllllll III IMIIIMII 

Db 5184 CAGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCA 5243 
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Qy 6869 GCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAG 6 928 

I II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MM! II 1 1 1 II II 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 

Db 5244 GCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCTTCCCTCACAG 5303 

Qy 6929 AGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 6978 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 

Db 5304 AGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 5353 



RESULT 9 
ADR07863 

ID ADR07863 standard; cDNA; 3602 BP. 
XX 

AC ADR07863; 
XX 

DT 04-NOV-2004 (first entry) 
XX 

DE Full length human cDNA useful for treating neurological disease Seq 1369. . 
XX 

KW gene; ss; human; oligo-capping method; diagnostic marker; gene therapy; 

KW osteoporosis; neurological disease; Alzheimer's disease; 

KW Parkinson's disease; dementia; short memory; cancer; 

KW sense or motor function; emotional reaction; fear response; panic; 

KW osteopathic; neuroprotective; nootropic; antiparkinsonian; cytostatic; 

KW tranquiliser . 

XX 

OS Homo sapiens . 
XX 

PN EP1447413-A2. 
XX 

PD 18-AUG-2004. 
XX 

PF 12-FEB-2004; 2 004EP- 00003 145 . 
XX 

PR 14-FEB-2003; 2 003 JP- 00102207 . 

PR 09-MAY-2003; 2 003 JP- 00131452 . 
XX 

PA (REAS-) RES ASSOC BIOTECHNOLOGY. 
XX 

PI Isogai T, Yamamoto J, Nishikawa T, Isono Y, Sugiyama T, Otsuki T; 

PI Wakamatsu A, Ishii S, Nagai K, Irie R; 

XX 

DR WPI; 2004-583265/57. 

DR P-PSDB; ADR09819. 
XX 

PT New 1995 cDNA, useful for treating osteoporosis, neurological diseases, 

PT Alzheimer's diseases, Parkinson's diseases, dementia and various cancers. 
XX 

PS Claim 1; SEQ ID NO 1369; 2686pp; English. 
XX 

CC This invention relates to novel, isolated full length human cDNA 

CC molecules and the encoded proteins thereof. Specifically, it refers to 

CC cDNA clones obtained by an oligo-capping method, where none of these 

CC clones are identical to any known human mRNAs . The present invention 

CC describes an immunoassay to identify agonists and antagonists, as well as 

CC antibodies, antisense molecules and siRNAs that can all be used to bind 

CC to and modulate expression of the cDNA molecules. As such, these 

CC molecules are useful for diagnostic markers or therapeutic targets for 

CC the various diseases or morbid states. In particular, they are useful in 

CC gene therapy for treating osteoporosis, neurological disease, Alzheimer's 

CC disease, Parkinson's disease, dementia, short memory and various cancers, 
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CC as well as for maintaining equilibrium of sense or motor function, and 

CC for treating emotional reaction, fear response and panic. Accordingly, 

CC they exhibit osteopathic, neuroprotective, nootropic, antiparkinsonian, 

CC cytostatic and tranquiliser activities. This polynucleotide is a full 

CC length human cDNA sequence of the invention. NOTE: This sequence is not 

CC given in the sequence listing of the specification but can be obtained on 

CC CD-ROM from the European Patent Office, Vienna Sub-office. 
XX 

SQ Sequence 3602 BP; 1284 A; 712 C; 859 G; 747 T; 0 U; 0 Other; 

Query Match 51.6%; Score 3597.4; DB 13; Length 3602; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 3598; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 



Qy 


459 


CTTATCATATAACAAAATCAGCAAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAA 


518 




i i i i i i i i i i i i i i i i i i i i t i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 

1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 




DD 


4 


LI I AI LAI A1AALAAAAI LALLAAAAI I LAALLLA I ACjAAAA I A I (j I (j I AA I L I CjL AAAA 


Dj 


Qy 


519 


GCTTAACCTTGCAGGAAATGAAATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAA 


578 




1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


64 


GCTTAACCTTGCAGGAAATGAAATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAA 


123 


Qy 


579 


ATCTTTGCGAGTCCTCAATTTGAAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAA 


638 




i i i i < i i i t i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 

1 1 1 1 1 II 1 1 1 1 1 1 1 II M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


124 


a rprtrnmrpririri 11 rirpnriTir»Ti a rpmm/-« a a A/"i/™t/'iAA/~<A 7irti\Ti7ifTiri7ifrnri^Tri/ , i7v a /""i a m a m a a /""•/"" ' a a 

ATCTTTGCGAGTCCTCAATTTGAAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAA 


183 


Qy 


639 


GTTGAAACCGCTTCAAGATTTGATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCT 


698 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


184 


GTTGAAACTGCTTCAAGATTTGATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCT 


243 


Qy 


699 


TCCTCATTACCTCCAGTTTACCATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCA 


758 




ill ill iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 




Db 


244 


TCCTCATTACCTCCAGTTTACCATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCA 


303 


Qy 


759 


GCCAGTAACCACTCAGGATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGA 


818 




i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


3 04 


GCCAGTAACCACTCAGGATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGA 


363 


Qy 


819 


AAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACA 
i i t i i > i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i > > i i i i i i i i i i i i i i i i i i i i i i 


878 


Db 


364 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TV TV /""I TV A^l m /"l /""^ TV TV TV f*\ TV /"*! TV /T /*~\ m TV TV TV TV TV TV TV TV /"I TV m TV m TV /"l TV TV TV m /"*T TV TV /T TV /**! /TmrTI TV Tl TV ✓I TV TV TV /"! TV 

AAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACA 


423 


Qy 


879 


AACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGA 


938 






1 II 11 1 1 II II II 1 1 II II 1 1 1 1 1 1 1 1 III II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 Ml II II 1 1 1 1 1 1 




Db 


424 


AACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGA 


483 


Qy 


939 


GGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGA 


998 






1 1 1 II 1 1 II II II 1 1 II II 1 1 1 III II III II 1 II 1 Ml 1 1 1 1 1 1 1 1 Ml II II II 1 1 II 




Db 


484 


GGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGA 


543 


Qy 


999 


ATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGA 


1058 






1 1 Ml 1 1 II II II 1 1 II II 1 1 II 1 1 M Ml II 1 II M II 1 1 II 1 1 1 1 1 1 1 II II M 1 Ml 




Db 


544 


ATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGA 


603 


Qy 


1059 


ACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAATTATTATCCATC 


1118 






1 1 Ml 1 1 II II II 1 1 II II 1 1 II M 1 1 II 1 III 1 M 1 II 1 1 1 1 1 1 1 1 II 1 II II M 1 II 1 




Db 


604 


ACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAATTATTATCCATC 


663 


Qy 


1119 


AGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATA 


1178 




IIIIIIMIIMI MMM II III II MMM II III MMM III II llllll MM II 




Db 


664 


AGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATA 


723 
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Qy 


1179 


CAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGAT 


1238 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 




LAAGjAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGAT 


783 


Qy 


1239 


CAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTGAGAGGCCACAC 


1298 






1 1 II 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


784 


/-1 iv tv /-i 71 TV /T 71 m 7v /"i /~t ft 7v /"i 7\ m /-•» 7v Tv /~i 7v 7v /-imrn TV i**t Tv TV 7i m/T TV my-i iv /"i tv m /■*» tv iv /"i mm/"** TV /T TV yt/~<i /~l/-t TV y^l TV /""I 

CAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTGAGAGGCCACAC 


843 


Qy 


1299 


ACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACT 


1358 




III 1 1 1 1 1 1 1 1 II II 1 1 II 1 1 1 1 1 1 III II II 1 1 1 Ml II 1 1 1 1 II 1 1 1 1 1 1 II II M 1 1 




Db 


844 


TV f~*r\ 7i /~i rn /""t /™i tv /"i Tv /— i /~i /-i tv tv ✓"im/'i/T tv tv tv <"itv tv tv /~i tvtvtvtvtvtvtvtitv m tv tv /""imy"» <"i 7v /~i tv /"« tv tv tv m /"i tv /-im 

ACC ACTGGACACGC AAC TGGAAGACAAAGAAAAAAAAAT AAGTGC AGC AC AAACT CGACT 


903 


Qy 


1359 


ATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGA 


1418 






III II 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II 1 III MM 1 1 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 




Db 


904 


ATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGA 


963 


Qy 


1419 


ATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCT 


1478 






Ml II Ml Ml II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


964 


tv mmm tv n r\ tv tv /^m/^t /"i tv tv /t tv /■! m tv m tv /"i tv tv nm tv tv tv tv tv tv n tv mmm y^i tv ✓*t tv tv tv ^» n ^* tv tv tv tv /^i ^irrr 

ATTTAAACAAC TGGAAGAAGC TATAC AACTAAAAAAGATTT C AGAAGCAGGGAAAGAC CT 


1023 


Qy 


1479 


TCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCT 


1538 






Mill II III MM III II II Mill MM INI MM Ml MM III II Mil II Mil 




Db 


1024 


m /~i m mm tv /™i tv fv /™i tv /"i mm /T tv /Tm/— t/-i m tv /T tv rim tv >t tv tv mm /™i m tv tv tv m tv tv tv m m tv ^i/™* /"i /~i tv tv tv /"tm x"im 

TCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCT 


1083 


Qy 


1539 


GGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGAT 


1598 






II 1 1 1 1 1 1 1 1 Ml II 1 1 1 1 1 1 1 1 MM 1 III 1 II 1 1 II II 1 1 1 1 II II 1 1 1 1 II II 1 1 1 1 




Db 


1084 


s*ts*i TV m /i m Tv /~t tv tv /HTt/**i /i tv tv m /"i tv tv tv tv r*m tv tv tv tv /~t tv a^i tv tv tv mm /T /i/^i/i tv tv tv /™t^i tv tv tv /~i tv tv m 

GGATC TAGAACTGCAGATGGAAAAGCAAAAGC AGGAAATTGC CGGAAAGC AGAAGGAGAT 


1143 


Qy 


1599 


TAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATAT 


1658 






1 M 1 II 1 1 II 1 1 1 II M M 1 1 1 1 1 1 1 Ml 1 1 II 1 1 1 1 1 1 1 II 1 M M 1 1 1 1 1 1 1 1 1 II II 




r-v"U. 

Db 


1144 


TAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATAT 


1203 


Qy 


1659 


GAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAACA 


1718 






1 1 1 1 II 1 1 1 II 1 II 1 1 1 1 II 1 II 1 1 1 1 II II 1 1 1 Ml 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 M II II 




Db 


1204 


GAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAACA 


1263 


Qy 


1719 


ACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAA 


1778 






1 II II 1 M II II M II 1 II 1 1 II 1 II II II II 1 1 1 II 1 II 1 II II II II II M 1 II 1 II 1 




Db 


1264 


ACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAA 


1323 


Qy 


1779 


GGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGA 


1838 


Db 


1324 


Ml 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 M Ml 1 Ml 1 II 1 1 Ml 1 1 1 1 1 Ml 1 1 1 Ml 1 1 II 1 1 II 

/~% tv m m tv tv n tv tv zi tv /-i mm tv /*i m/~i tv tv s~* /~i ^t /*t tv f% tv m tv /*i tv o /"i tv tv tv m^r tv tv n /i /"i mr*r tv tv ✓i tv tv -rt n tv 

GGACCTTGAAGAACAGC TT AC TGAAGGC CAGAT AGC AGCAAATGAAGCC C TGAAGAAGGA 


1383 


Qy 


1839 


TTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAAC 


1898 






1 II 1 1 1 1 II 1 1 1 1 II 1 1 M 1 1 II Ml Mill 1 1 1 1 Ml Ml 1 1 1 II II 1 1 M 1 1 M 1 1 II 




Db 


1384 


m rn rn tv tv tv m/"i 1 1 u 1 1 tv m /"i tv m /™i n m m /T /I tv tv /^"i tv tv m tv /™ifTt/™iy^ y^i tv /"i /"i tv rrtf tr tv tv tv tv n /"i tv tv 

TTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAAC 


1443 


Qy 


1899 


TCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATT 


1958 






1 1 1 II 1 II M II M 1 II 1 II II 1 II 1 II 1 M II 1 II 1 1 II II M 1 M 1 M II II 1 1 II 1 1 




Db 


1444 


m/"i tv r"m/*i/"T/T tv /^i tv tv m /^i tv /^t m /~t /^i tv >t tv tv /~t /~i m/**i /i/in/i tv m/^ tv tv tv tv n tv n tv n tv mmo m m /^i ^1 tv tv tv mm 

TCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATT 


1503 


Qy 


1959 


/I TV /"T TV /*T TV TV m /^l TV TV /I A~1 TV /I TV TV /I TV /I /I TV m n /**T TV TV TV m TV /I mm /T /I n TV m/1 TV mn /^i TV /~% TV TV TV TV m TV m 

GACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATAT 


2018 






1 II II 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 Ml III 1 M 1 1 II II M 1 Ml II 1 1 1 1 II 1 1 1 1 M II 




Db 


1504 


GACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATAT 


1563 


Qy 


2019 


GAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATC 


2078 






1 II II 1 1 II II 1 1 1 1 1 1 Ml 1 1 1 MMMI 1 1 1 1 II II 1 1 1 1 II 1 1 II M M 1 1 M 1 1 II 




Db 


1564 


GAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATC 


1623 
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Ov 

wy 


2079 


TTTOPAOPAOAPPPAonoAOATPTPAOTOPPTATOAAOPTOAopTAGAnopTpnopTAAA 


917ft 

Z X J O 






IIIIIIIIIIIIIIMIIMIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIIIIIM 




Db 


1624 


TTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAA 


1683 




2139 


PPTAAOOOATOPTGAAOPPAAPPAOPTPAAOOAAOAOTTOOAAAAAOTAAPAAOAPTTAP 


2198 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 




Db 


1684 


CCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTAC 


1743 


wy 


2199 


PPAOTTAOAAP AATP AOPPPTTPAAOP AOA APTTOAOAAOOA A AOOP A AOPPPTP A AOA A 


99^ft 

Z Z Zj O 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1744 


CCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAA 


1803 


Ov 


99 


TOPPPTTOOAAAAOPPPAOTTPTPAOAAOA AAAOOAOPAAOAOA APAOTOAOPTPPATOP 


9 7 1 ft 




1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1804 


TGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGC 


1863 


Ov 

wy 


Oil Q 


A AAAPTTAAAPAPTTOPAOOATOAPA ATAATPTOTTAA A APAOPAAPTTA AAOATTTPPA 


9 77ft 
z j / o 






llllllllllllllllllllllll.il Mil MINI III 1 1 III III 1 II 1 1 1 1 II III 1 




Db 


1864 


AAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCA 


1923 


Ov 

wy 


97 7Q 


OAATPAPPTTA APPATOTOOTTOATOOTTTOOTTPOTPPAOA AOAAOTOOOAOOTOOTOT 


94 7ft 






1 II 1 1 II II 1 1 1 1 II II 1 1 II MM 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 II II 1 1 II 1 1 II 1 1 1 1 II 




Db 


1924 


GAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGT 


1983 


Ov 

vy 


94 7 Q 
z f± j 


OOATOAOPTAAOA AOAAA APTOAA ATTAOOA APTOOOOA A ATOA APATPP ATAOTPPTTP 


94 Qft 
z *± y o 






1 II II 1 1 1 1 1 1 II II 1 1 II II II II III 1 1 M M II 1 1 1 MM 1 II 1 1 1 1 Ml II 1 1 1 II 




Db 


1984 


GGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTC 


2043 


Ov 

vy 


24 99 


AOATOTPTTAOOOAAAAOTPTTOPTOATTTAPAOAAAPAATTPAOTOAAATTPTTOPAPO 


Z J JO 






MIMI II 1 1 1 II II 1 II 1 1 II 1 1 1 1 II 1 1 II II 1 1 1 1 1 1 II II II II 1 II 1 Ml 1 1 1 II 




Db 


2044 


AGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACG 


2103 


Qy 


2559 


CTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGC 


2618 






MIMIIMIIIIIIIIMIIIIIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


2104 


CTC C AAGTGGG AAAG AG ATGAAGC AC AAGT T AG AG AGAGAAAAC TC C AAG AAGAAATGGC 


2163 


Ov 






z o / a 


Db 


2164 


IIIIIMI II MIMMIIMIIMIIII 1 1 II 1 1 1 1 II 1 1 1 IMIIIMIIMM II 

TCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGC 


2223 


Ov 

wy 


9£7Q 

ZD / 3 


ppTPnaap,paanaaTPaaTTTTP,aTaapar:npaapaTPaappaana aTPPanpaaaTP.p,a 


9 77 ft 






1 II 1 1 1 II 1 II 1 II 1 II 1 II 1 II 1 1 Ml II 1 1 M II 1 1 1 II 1 MIMI II 1 II 1 1 III 1 1 




Db 


2224 


CCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGA 


2283 


Ov 

vy 


Z / J -7 


OA A TO A A ATTPAPTATTTOPA AO A A A ATPTA A A A AOTATOOAOOAA A TOO A AOOOOTTAO 


9 7 Q ft 
Z / :7o 






IIIIIMI II 1 1 1 1 II 1 II 1 Ml 1 Mill M 1 1 1 1 III II 1 M MIMIIIMIIIIII 




Db 


2284 


GAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTAC 


2343 


Ov 

vy 


2799 


AOATPTPPAAPTTPAOOAAOPTOATOAAOAOA AOOAOAOAATTPTOOPPPAAPTPPOAOA 


9 ft Rfl 

Z O 3 o 






III III 1 II 1 1 1 II 1 II II M 1 1 II Ml M II 1 II 1 M II II II II II 1 1 M 1 III 1 1 M 




Db 


2344 


AGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGA 


2403 


Ov 

wy 


9ft 

Z O _> -7 


OTTAOAOAAAA AOA AOA A APTTOA AOATOPPA A ATPTPAOOAOP A AOTTTTTOOTTTAOA 


9 Q1 ft 

Z71u 






II 1 M II 1 1 1 1 1 IMMIII II MM 1 1 II II M 1 1 II 1 II 1 Ml 1 II 1 1 II 1 Ml 1 M 1 




Db 


2404 


GTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGA 


2463 


Qy 


2919 


TAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGA 


2978 






IIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIMIII 




Db 


2464 


TAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGA 


2523 


Qy 


2979 


GCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCA 


3038 
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III M 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 




Db 


2524 


GCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCA 


2583 


Qv 
v i 


3039 


GGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGC 


3098 




III III 1 1 1 1 1 II II 1 II 1 II II 1 II 1 1 II 1 1 1 1 II II II 1 II 1 1 1 1 1 1 1 1 II 1 1 1 MM 




Db 


2584 


GGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGC 


2643 


Ov 


3099 


CAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAA 


3158 




III II 1 Ml M 1 1 II III 1 M III Ml 1 II II 1 1 II 1 Ml II 1 1 II 1 1 II 1 1 1 II Ml II 




Db 


2644 


CAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAA 


2703 


Ov 
vy 


3159 


GGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACA 


3218 






Ml II 1 MM 1 II II MM 1 1 1 II 1 1 1 III M II Ml M II 1 II Ml 1 II 1 II II II 1 II 




Db 


2704 


GGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACA 


2763 


Ov 
vy 


3219 


GGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGAC 


3278 




Mill 1 Ml II 1 1 MM MM 1 III 1 III II M 1 1 II M 1 1 1 1 1 M 1 1 1 1 1 1 1 II II 1 II 




Db 


2764 


GGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAGAGATTGCAAG 


2823 


Ov 


3279 


GCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTT 


3338 






1 MM 1 II II 1 1 1 MM II II 1 II 1 1 II 1 II 1 II II II 1 1 II II MMMMMMMM 




Db 


2824 


GCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTT 


2883 


Ov 


3339 


AGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCAT 


3398 






III MINIM MM MM II Ml II III III II II MM MM Ml II III III III M 




Db 


2884 


AGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCAT 


2943 


Qy 


3399 


GGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCAAA 


3458 






III MM II II Ml III II Ml MM III MM III MM IMI MMMMMMMM 




Db 


2944 


GGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCAAA 


3003 


Ov 
vy 


3459 


AGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGC 


3518 


Db 


3004 


1 II 1 1 1 1 II II 1 1 1 II 1 II 1 II 1 II 1 II II 1 1 II II II II 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 
AGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGC 


3063 


Ov 
vy 


3519 


CTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACC 


3578 






II Ml 1 1 II 1 1 II II II IMI III 1 III II II 1 Ml II 1 Ml 1 1 II II II 1 1 M IMI II 




Db 


3064 


CTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACC 


3123 


Ov 
vy 


3579 


TCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTT 


3638 






1 1 1 1 1 1 MM 1 IMI II 1 1 II Ml 1 II 1 MM 1 1 1 1 1 1 1 II 1 1 1 M 1 1 II 1 1 1 1 II IMI 




Db 


3124 


TCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTT 


3183 


Ov 
vy 


3639 


TCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCA 


3698 






1 1 1 II 1 II II 1 II 1 1 II 1 1 1 1 II 1 1 II 1 II II II II II 1 II 1 1 1 II 1 1 1 1 II II 1 1 II II 




Db 


3184 


TCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCA 


3243 


Qv 

Vjr 


3699 


AGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGG 


3758 






Ml III IMI III MM MM MM Mill II MM Mill III III MM III II MM 




Db 


3244 


AGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGG 


3303 


Ov 

vy 


3759 


TTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAG 


3818 






IIIMMIMMIMMMMMMMMIIIMMMMMMMIIMMMIIMM 




Db 


3304 


TTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAG 


3363 


Qy 


3819 


CCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGT 


3878 






1 1 Mill II 1 II 1 1 II III 1 1 1 1 1 1 MM 1 II II 1 Ml 1 1 II II M 1 1 1 1 II MIMI 1 1 




Db 


3364 


CCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGT 


3423 


Qy 


3879 


GTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTG 


3938 



lllllilllllllllllllllMIIIIIMIMIIIMMIMI IIIIIIIIIIIMIII 
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Db 3424 GTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTG 3483 

Qy 3939 CAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCA 3998 

I I I I I II I I II I I II II II I I II II III II I II I II II I I I I I I II I I I I I I I III I I II 

Db 3484 CAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCA 3543 

Qy 3999 GCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 4057 

I II I I I I I I II I III II II I I I I II III II I II I I I I I I I I I I Ml I I I I I I I I MM I 
Db 3544 GCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 3602 



RESULT 10 
AEF74782 

ID AEF74782 standard; DNA; 3893 BP. 
XX 

AC AEF74782; 
XX 

DT 06-APR-2006 (first entry) 
XX 

DE Human polynucleotide #296. 
XX 

KW Diagnosis; gene regulation; gene expression; 

KW post traumatic stress disorder; psychiatric disorder; tranquilizer; gene; 

KW ds. 

XX 

OS Homo sapiens . 
XX 

PN WO2006013561-A2. 
XX 

PD 09-FEB-2006. 
XX 

PF 02-AUG-2005; 2 005WO- IL000824 . 
XX 

PR 02-AUG-2004; 2004US-0592408P . 
XX 

PA (YISS ) YISSUM RES DEV CO HEBREW UN IV JERUSALEM . 

PA (HADA-) HADASIT MEDICAL RES SERVICES & DEV LTD. 
XX 

PI Segman R, Shalev A, Goltser T, Friedman N, Shefi N, Kaminski N; 
XX 

DR WPI; 2006-145797/15. 
XX 

PT New kit comprising 10 and no more than 574 polynucleotides capable of 

PT specifically binding at least one specific polynucleotide sequence, 

PT useful for determining predisposition of a subject to develop PTSD, or 

PT for diagnosing PTSD. 
XX 

PS Claim 1; SEQ ID NO 296; 157pp ; English. 
XX 

CC The invention relates to a kit for determining predisposition of a 

CC subject to developing post -traumatic stress disorder (PTSD) comprising at 

CC least 10 and no more than 574 polynucleotides, where each of the 

CC polynucleotides is capable of specifically binding at least one specific 

CC polynucleotide sequence. The invention also relates to a kit for 

CC diagnosing PTSD in a subject, agents for the manufacture of the kits 

CC cited comprising the polynucleotides cited, and a microarray comprising 

CC at least 10 and no more than 904 oligonucleotides where each of the 

CC oligonucleotides is capable of specifically binding at least one specific 

CC polynucleotide sequence. The kit comprises each of the polynucleotides 

CC selected from an oligonucleotide molecule, a cDNA molecule, a genomic 

CC molecule and an RNA molecule. Each of the polynucleotides is at least 10 
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CC and no more than 50 nucleic acids in length. Each of the polynucleotides 

CC is bound to a solid support. The kit also comprises at least one reagent 

CC suitable for detecting hybridization of the polynucleotides and at least 

CC one RNA transcript. The kit further comprises packaging materials 

CC packaging the at least one reagent and instructions for using the kit in 

CC determining predisposition of the subject to developing PTSD, or for 

CC diagnosing the disease. The microarray comprises oligonucleotides of at 

CC least 10 and no more than 40 nucleic acids in length. The agent is 

CC capable of regulating an expression level of at least one gene as a 

CC pharmaceutical or for the manufacture of a medicament identified for 

CC preventing PTSD. The kit is useful for determining predisposition of a 

CC subject to developing PTSD or for diagnosing PTSD. This sequence 

CC represents a human polynucleotide of the invention. Note: The sequence 

CC data for this patent did not form part of the printed specification, but 

CC was obtained in electronic format directly from WIPO at 

CC ftp.wipo.int/pub/published_pct_sequences . 

XX 

SQ Sequence 3893 BP; 1394 A; 732 C; 901 G; 866 T; 0 U; 0 Other; 

Query Match 43.1%; Score 3008.6; DB 15; Length 3893; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 3011; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 

GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 4023 

I I I I I II II II I I I I I I I I I I I I I I I II II I I I II I I I II II I I II I I II II II I I II I I 
GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 502 

GAAAGGTGGATGAGAGC AT CC AAGCGGC AGTCGGAGAAAGAAATGGAAGAACTGCATC AT 4083 

1 1 1 MM II II 1 1 II 1 1 1 1 1 1 II 1 1 1 II III 1 1 1 1 1 1 1 INI 1 1 II 1 1 II 1 1 II 1 1 1 1 1 1 

GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 562 
AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 4143 

M M 1 1 M 1 1 1 M I II I M Mill I Ml Ml I II 1 1 II II M I MM Ml I Ml 1 1 1 1 II 

AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 622 
AGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGTCTT 42 03 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I I I II III I II II M II II 1 1 1 II M II I MM M 

AGAACTGTCCAGAAACGTCAACGGCAAAAGGACTTCATTGATGGAAATGTAGAGAGTCTT 682 
ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 4263 

I MIMI M II I M 1 1 M I II II I II II II 1 1 1 1 II 1 1 M II M MM 1 1 II II M M M 

ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 742 
GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 4323 

1 1 1 1 MMMM I II 1 1 1 1 1 1 II Ml 1 1 III M 1 1 1 M M M 1 1 II II M III I II 1 1 II 

GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 802 
CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 43 83 

II II 1 1 1 II II 1 1 1 1 1 1 1 II I M M I M 1 1 1 1 1 Ml M II II I MM I IMIMI M I II 

CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 862 
AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 4443 

II I MM II Mill Ml II II II III MM Ml Ml 1 1 M II II I Ml MM MM M II 

AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 922 
AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 4 503 

I II II II M II 1 1 II II II II II I II Mill Ml II II 1 1 II M II II Mill M 1 1 1 1 1 

AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 982 
CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 4563 

1 1 II 1 1 II I M I Ml II I II MM 1 1 1 1 III I II II II M I II I II II II 1 1 1 1 II 1 1 II 



Qy 


3964 


Db 


443 


Qy 


4024 


Db 


503 


oy 


A n Q A 


Db 


563 


Qy 


4144 


Db 


623 


Qy 


4204 


Db 


683 


Qy 


4264 


Db 


743 


Qy 


4324 


Db 


803 


Qy 


4384 


Db 


863 


Qy 


4444 


Db 


923 


Qy 


4504 
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Db 


983 


CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 


1042 




4564 




4623 




IIIIIIMIIIII lllllllllllllllllllllllll Mill II IIIIIIMIIIII II 




Db 


1043 


ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 


1102 




4624 


AAAPTnAPAOAAPJAOPTTPAOAAAPTAPAnAAAOAPATAOAOATOnPAOAAPnPAATnAO 


4fifi7 

"OO J 




1 II 1 1 INI 1 1 II II 1 IN II III III 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II II 1 II 1! 1 1 1 1 II 1 1 




Db 


1103 


AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 


1162 


yy 


4 fiR4 

*± D O *± 


OATPAPPAPPTOPAOOTPPTTAAAPA ATPTfJ APHTOPTTPTTPAOOPP A A A AOAOPPOAO 

un X \_.f-\\— \— tt\— v— X Ov—ttOO X X X ttttriO.ttJ-1 i^l \JJr\\jK3 X OV— 1 1L1 1 V— ttOOV_ v^/\/\/\tt0.r\Ov-v— OttO 


4740 






IMIIIIIIIMI 1 1 1 1 1 1 II 1 II 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 IIIIIIMIIIII II 




Db 


1163 


GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 


1222 


yy 


4 744 


PTOOAAAAnPTnAAAAOPPAOOTOAPAAOTPAOPAOPAOnAOATOOPTOTPTTOOAPAOO 

v_ X uOnrtnno^ X Ott/ArxriOv— UrtOvJ X Orlv—ttriO X V— ttOV— ttOV—/"iOO.ttOrt X uuv X O X v.. X X OO.ttv— ttOO 


*± 0 \J 0 






1 1 1 1 II 1 1 1 1 1 II 1 1 1 Ml II III II II II 1 1 1 1 II 1 1 1 1 II 1 1 1 II 1 1 1 INN 1 II II 




Db 


1223 


CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 


1282 


wy 


4 P Pi 4 


v_.tt.o X X Hbub LH 1 HH/iHH^jlaHvjb/luL X ov_i-V 1L1 i-\V_ X L LHii\JoH/ioL/i 1 oo X 








IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIII 




Db 


1283 


CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 


1342 


yy 


4 ft 64 
toot 


OPTOAPPTPPAOOAAOPTPTOAOAPTOOOAOAPlAPTnA AOTA APTHAOA AOTOPAATPAP 

OV_ X Or\\_V_ X v_ \_.ttOO.tt-r\0\_ X V_ X \Jr\\Jn\^ X OOOtt0.tt0.rt.^_ X OrxttO X /inL. X \Jf\\3f\r\\3 X Ov—rxtt X V_/-l\— 


4 Q9 1 
*± J z 0 




MMMIIIIIIIMMIIIIIIMIIIIIIIMIMIIIIIIMIIMIMIIIIIIII 




Db 


1343 


GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 


1402 


Ov 

yy 


4924 


ATTAOOOAAOTAAAATPTPTTPTO^AAOAAPTnAOTTTTPAOAAAf^OAOAAPTAAATOTT 

f\ X X n\D\J\Jr\r\\J X t\r\f\r\ lvlv»l X LX \J \ X OttO X X X X v_ ttOttJAttOO./AO.tt-ri\_. X .ttJAtt XU1 1 








1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 II 1 II 1 




Db 


1403 


ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 


1462 




4 9R4 


PAdATTAOTOAAAPlAAA A APTPAAPTTAPAPTTATA AAOPAOOA AATTOA A A A AOAOOAA 

\,nort X X tWJ X Ortrt/AO/A/A/ariLriv-. X \— ttrl\_ X X X X r\ X nrtnuUrtUUrlrtri X X OttttrxttriO.MOO.rxri 


D U *± O 






1 II II II II M 1 M 1 II 1 1 1 1 Mill II II 1 1 1 M 1 II II 1 1 II 1 1 III II Ml Ml 1 M 




Db 


1463 


CAGATTAGTGAJ^GAJWVACTCAACTTACACTTATAi^GCAGGAJ^TTGAAJ^AGAGGAA 


1522 


Ov 

yy 


c; H44 


naaaaTPTTranftjTTnTTTTaannranaTnTrTa aaraTaaa arrrjaarTaaanaaTaTT 

Otttttttt 1L1 1 ^_ttOO 1 lui 1 1 1 ttttOoV^-ttOtt lolLJ, tt X r\r\I\e\\^ ^OrittV-. X rirvttOtttt X /A X X 


jIUj 






1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II II 




Db 


1523 


GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTACAGAATATT 


1582 


Ov 

yy 


3 J. VJ fx 


PTrrara TfTTrra a pttpb a a arraTfappTapa appTTTPaappTara ap ATr 1 apt 1 a a 


jlOO 






Mill II 1 1 II II II M II 1 1 MM III 1 1 1 1 1 II 1 II 1 1 II II II II II II III II II 1 




Db 


1583 


CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 


1642 


Ov 

yy 


m ^4 


AnOOTATPTOAATTAf?APAAOAPTPAOOTOOPAOTOPTAOAOOAOA A APTOOAOTTAOAO 


j/zj 






1 II II II 1 1 M II 1 1 II II II II III II II II 1 1 1 1 1 II II 1 II II II II II M II 1 1 M 




Db 


1643 


AGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 


1702 


Ov 
yy 


5224 


AATTTOPAOPAOATATPPPAOPAOPAOAAAOnOOAAATAOAOTOOPAOAAOPAOPTPPTT 








II II MM Ml III III lllllllllllllllllllllllll II II II MINI III III 




Db 


1703 


AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 


1762 


Qy 


5284 


GAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGT 


5343 






1 1 1 1 1 II II 1 1 1 1 1 1 1 1 II 1 II II MIMI 1 1 1 Ml Ml 1 1 1 II 1 1 II 1 1 M II M 1 II 1 




Db 


1763 


GAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGT 


1822 


Ov 

yy 


J o *± *± 


OTTOAOTPTTTOAOPAA AOAAAAOOA APATPTPPA APAOA A ATPTPAP ATTTOOOA A A A A 

O X X Otto X O X X X VjrtuLnn^VJnn/wounnvjn 1L1 U V-rirtUnOrinrt X O X Orlv_rt XXX UUU/lrt/l/in 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 


R4 D7 


Db 


1823 


II 1 II 1 1 II 1 1 II 1 1 II 1 II 1 1 1 II 1 1 II II 1 II 1 II II 1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 

GTTGAGTGTTTGAGCAJ^GAJ^GGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 


1882 


Qy 


5404 


AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAJVGAAAATAGCAAAATGGAGCAA 


5463 






IIIIIIIIIIIIIMIMIIIIIIIIIIIMIIIIIIIMIIMIIIIIIIIIIIMIII 




Db 


1883 


AAGTTGGCACAJ^CCAJU^AGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 


1942 
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Qy 54 64 TCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 5523 

IIIIIIIIIIMIIIIIIII MIMIIIIIIIIMIMIIIIIIIIMIMMIMIII 

Db 1943 TCAAACTTAGAAAAGTTGGATTTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 2002 

Qy 5524 AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 5583 

III I III I II I III I III MM I II I III I III I III III MM I III I II I III I III I 

Db 2003 AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 2062 

Qy 5584 AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 5643 

1 1 1 1 1 1 II 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 ! I M 1 1 11 1 M 1 1 1 II 1 1 1 M 1 1 1 1 1 1 1 

Db 2063 AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 2122 

Qy 5644 CTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAG 5703 

MMMI II I M I M I II M I II 1 1 1 1 II I II II 1 1 1 Ml II 1 1 M 1 1 II II 1 1 1 1 1 i II 

Db 2123 CTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAG 2182 

Qy 5704 ACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAA 5763 

MMMMIMM I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I M I II II I I I I II I I 

Db 2183 ACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAA 2242 

Qy 5764 GAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTC 5823 

Ml MM I III II II MM MM II I III I III I III I III III I III MM Ml I III I 

Db 2243 GAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTC 2302 

Qy 5824 AAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAA 5883 

I II Ml MM I II II MMMMIMM II II II MM II MM II MM II I III II II 

Db 23 03 AAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAA 2362 

Qy 5884 AGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAA 5943 

I II I I II II I I I I II I II I I M I I I I II I I I I I Mill I II II II II M II I I I I I I II 
Db 2363 AGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAA 24 22 

Qy 5944 TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 6003 

I II 1 1 1 1 1 M 1 1 1 M IN 1 1 1 1 1 Ml M M I M I M I Ml II II II M I Ml INI Ml I 

Db 2423 TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 2482 

Qy 6004 CGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCC 6063 

MM 1 1 II 1 1 1 M II MM 1 1 II III II M 1 1 1 1 II 1 1 Mill I II II 1 1 1 III II Ml I 

Db .2483 CGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCC 2542 

Qy 6064 CAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTG 6123 

1 1 1 II 1 1 II II II 1 1 II II 1 1 1 1 II I II II II II II 1 1 II 1 1 II II 1 1 II I M II I II 1 1 

Db 2543 CAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTG 2602 

Qy 6124 TTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAG 6183 

II II 1 1 II II I II 1 1 II 1 1 1 1 1 1 1 M II II II 1 1 II I II II I II II 1 1 II I II II 1 1 1 1 1 

Db 2603 TTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAG 2662 

Qy 6184 TTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAG 624 3 

II II I II 1 1 1 1 1 1 1 1 II II I II 1 1 1 1 1 1 1 1 1 1 M II Ml I MM 1 1 M 1 1 II M II M 1 1 

Db 2663 TTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAG 2722 

Qy 6244 ATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATA 63 03 

II I II 1 1 1 1 II 1 1 1 II III II Ml II 1 1 II I II I II MMMI I II II I II I II II II 1 1 

Db 2723 ATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATA 2782 

Qy 63 04 CAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 63 63 

I MM 1 1 II II II II I II I II I MM MM 1 1 M 1 1 II Mill 1 1 1 1 1 1 1 M II II II II 

Db 2783 CAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 2 842 
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Qy 6364 CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 6423 

I I I II I I I I I II I II II I I II I I II I II II I I II I II II I I I I I I I II I I I I II II I I II 

Db 2843 CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 2902 

Qy 6424 AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAA 6483 

I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I II I I I I I II I I I I I I I I I I I I I I I I I I I 
Db 2903 AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAA 2962 

Qy 6484 TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 6543 

lllll lllll III III III 1 1 Mill II II II II II II II MINIMI III INI II II 

Db 2 963 TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 3022 

Qy 6544 CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 6603 

I I I II I I I I II I I I II II I I I I II MM M II I I II II II II I I I I I I I II I II I I M I I 
Db .3 023 CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 3082 

Qy 6604 AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 6663 

1 1 1 1 1 1 i M I M M M M 1 1 M II 1 1 1 M M 1 1 1 M 1 1 1 1 1 1 1 M 1 1 1 M 1 1 1 1 M M I . 

Db 3083 AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 3142 

Qy 6664 TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 6723 

I II II II II II II I III I I II 111 II I MM I III I II II III II I III I I II II III II 

Db 3143 TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 3202 

Qy 6724 CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 6783 

Ml MM II MM MM II I MINI Ml Ml IN I II I III I Ml Ml Ml I MINI I 

Db 32 03 CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 3262 

Qy 6784 GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 6843 

I II I III 1 1 II II 1 1 II 1 1 1 1 III II I M 1 1 1 1 1 1 1 1 1 1 II I II 1 1 1 1 1 1 1 1 1 II Ml II 

Db 32 63 GTATT AATT AAAGGAAAGCGGCAGACAGAGGGCACTTT AC AC AGTTTGAGGAGAC AAGTA 3322 

Qy 6844 GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 6903 

1 1 1 II I II I II II 1 1 II 1 1 1 1 II I II MM 1 1 1 1 II 1 1 1 II I II 1 1 II 1 1 II Ml I MM 

Db 3323 GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 3382 

Qy 6904 TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 6963 

I MM 1 1 M I III I Ml II I III I II II 1 1 1 1 1 Ml II 1 1 M 1 1 1 1 II 1 1 II III 1 1 1 1 1 

Db 33 83 TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 3442 

Qy 6964 GCCTCAGCCAGATGA 6978 

I I I II I I I I I III I I 

Db 3443 GCCTCAGCCAGATGA 3457 



RESULT 11 
ADM03364 

ID ADM03364 Standard; CDNA; 3044 BP. 
XX 

AC ADM033 64; 
XX 

DT 20-MAY-2004 (first entry) 
XX 

DE Human cDNA of the invention SEQ ID NO: 2 04 9. 
XX 

KW ss; gene; human; gene therapy; diagnostic marker; pharmaceutical. 
XX 

OS Homo sapiens . 
XX 

PN EP1347046-A1 . 
XX 
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PD 24-SEP-2003. 
XX 

PF 12-APR-2002; 2002EP-00008400 . 
XX 

PR 22-MAR-2002; 2002JP-00137785 . 
XX 

PA (REAS-) RES ASSOC BIOTECHNOLOGY. 
XX 

PI Isogai T, Sugiyama T, Otsuki T, Wakamatsu A, Sato H, Ishii S; 

PI Yamamoto J, Isono Y, Hio Y, Otsuka K, Nagai K, Irie R, Tamechika I; 

PI Seki N # Yoshikawa T, Otsuka M, Nagahari K, Masuho Y; 

XX 

DR WPI; 2003-723558/69. 

DR P-PSDB; ADM05807 . 
XX 

PT New polynucleotides and polypeptides are useful in gene therapy, for 

PT developing a diagnostic marker or medicines for regulating their 

PT expression and activity, or as a target of gene therapy. 
XX 

PS Claim 1; SEQ ID NO 2049; 305pp; English. 
XX 

CC The invention relates to a novel human polynucleotide and the encoded 

CC polypeptide. A polynucleotide of the invention may have a use in gene 

CC therapy. An oligonucleotide of the invention ADM06202 -ADM06773 is useful 

CC as a primer for synthesizing the polynucleotide or as a probe for 

CC detecting the polynucleotide. The polynucleotides- ADM01316-ADM03 758 are 

CC useful in gene therapy, for developing a diagnostic marker or medicines 

CC for regulating their expression and activity, or as a target of gene 

CC therapy. The proteins ADM03759-ADM06201 encoded by the polynucleotides 

CC are useful as pharmaceutical agents. The present sequence represents a 

CC cDNA sequence of the invention. 
XX 

SQ Sequence 3044 BP; 1050 A; 624 C; 735 G; 635 T; 0 U; 0 Other; 

Query Match 41.2%; Score 2873.6; DB 11; Length 3044; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 2876; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 

TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 1152 

I I I III I II I I II II I I I I I I I I I II II II II I I II I II I III I II I I I I II I I I I I II I 
TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 6 0 

AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 1212 

I II I II I I I I I I I II II I I I I I I I II I I II I I I I I I I II I I II I I I II I I II I I I I I I I I 
AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 12 0 

ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 1272 

I II I III 1 1 1 1 III I M 1 1 MM 1 1 1 II III I II I M 1 1 II II 1 1 1 II 1 1 II 1 1 1 1 II 1 1 

ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 18 0 
GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 1332 

I II MM 1 1 1 1 M II 1 1 1 1 1 1 II II I II MM M II 1 1 1 MM I II II 1 1 1 1 II II Ml I 

GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 240 
AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 13 92 

I M IIMM I MM I M II M I Ml I II M II 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 II M II M 1 1 

AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 300 
CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 1452 

I II II II M MM I M I II I II 1 1 M I Ml I MM I M I M M II M 1 1 Ml I Ml II II 

CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 360 



Qy 


1093 


Db 


1 


Qy 


1153 


Db 


61 


Qy 


1213 


Db 


121 


Qy 


1273 


Db 


181 


Qy 


1333 


Db 


241 


Qy 


1393 


Db 


301 
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Qy 


1453 


AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 


1512 




IIIIIIIIIIIIMMIIIIIIIIIIMIMIIIMIIIIIMMIMIIIIIIIIIMI 




Db 


jbl 


AAbft 111 LAGAAGGAGGG/\HAvj.fVv_.v_. 1 1L1 1 1 ALHAoLftb 1 1 GAG 1 ub 1 1 1 1 




Qy 


1513 


GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG 


1572 




MIMI MIMMMMIMIIMIMIMIMMIMIIMMMMI II llllllll 




Db 


A O "t 

4z 1 


G 1 AAA 1 AAA 1 1 ALGL LAGGAAGL 1 L 1 buA 1L1 AGAAL 1 GL AGA 1 GGAAAAGL AAAAGL AG 


a q a 
4oU 


Qy 


1573 


GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 


1632 




Mill II M 1 1 II 1 1 II 1 1 III 1 III II II II 1 1 II 1 1 1 MINIM' MINI 




Db 


4 81 


f~* AAA Try A A A O A /""• A A/^ , /^ , A/^ , A l T"7 1 A A^^A (~^TT^ A A A r PA/^'/~ , /~»A r PA/^'A«T , AO^/^ lr P/^r^A r P 

GAAATTGLLGGAAAGLAGAAGGAGA1 1 AAGGALL 1GLAAA1 AGLLA1AGA1 AGLL 1 GGA1 


CT A A 


Qy 


1633 


TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 


1692 




1 1 1 1 1 1 1 1 1 Ml Ml 1 1 IN 1 Ml II 1 1 M M Ml 1 M II II 1 1 1 M M 1 II 1 1 M M 1 1 




Db 


541 


TCCAAAGACCCAAAALA1 1 LLLAi A1GAAGGL 1 LAAMbAbLCjbl AAAGAALAALAGL 1 1 


t~ r\ r\ 

600 


Qy 


1693 


GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 


17.52 




M III Mil INI III INI Mil III 1 MMMMMMMIMMIMMIMIMM 




Db 


601 


PSPRTTA'TiPR A /"» A A/^/^A/^nPA/^/^A A ^ A A f~* r T"TT~i AAA r* r T , C*r*T* t T t fT'f* t r*' A T 1 /^ 1 A /"* A T" A /"*"T"T"T , /~""P A /"* A 

GALA1 1A1GAALAAGLAG1 ALLAALAAL1 1GAAAG1LG1 1 I GGA 1GAGA 1 AL 1 1 1L 1AGA 


C C A 
DOO 


Qy 


1753 


ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 


1812 




III III 1 M II 1 1 Ml 1 II II III M MMM II II II II 1 II 1 II M M II 1 1 M 1 II 1 




Db 


661 


TV rpmpprpTi AO/^A A A Z^" 1 /"•/""» A AOA/^ 1 A r P r PA AO/^A <~ , /~ 1r T"T l / r ^A AOA APAPPTTA /~«rp/— i TV l\prinp7irtAm» 

ATTGLTAAGGAAALGGAAGAGA1 1 AAGGALL 1 1GAAGAALAGL1 1AL 1GAAGGLLAGA1 A 


I Z\J 


Qy 


' 1813 


GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 


1872 




1 1 1 Ml 1 II 1 1 1 1 M 1 1 II II III II MM II II II II II 1 1 1 1 1 1 1 M 1 II 1 II 1 III 1 




Db 


721 


/'I /-! 7V O z^ 1 A A A T'/'"* A A (~~* f"T , /T A 7\ /*"« 71 7\PP7\ r T lr P r n 7\ f 1 A A PTPT T A T 1 A pimppipfTrpPP AA^AATIA/^ 

GLAGL AAA1 GAAGLL L 1 GAAGAAGGA 111 AGAAGG 1 G 1 1 A 1 LAG 1 GGG 1 1 GL AAGAA 1 AL 


T O A 

/o0 


Qy. 


. 1873 


CTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 


1932 




II III II II 1 1 1 1 II II II M II III II M II M II II II 1 1 1 1 II M II M II II II II 




Dt) 


781 


/-irp/-i r~+(~* f~* 7V /~< 7\ rprp 7» 7\ 71 f~f/~i f* /~i A/^/^/^A 7\PTPAPPPPPAP7\ AT'/'^AOT'OOA/^'OA A Z^** /""""P/""* f~*t~^ f~*f~* A T 

CTGGGGACCATTAAAGGLLAGGLAAL 1 L AGGLLL AGAA IGAG i GLAGGAAGLTGLGGGAT 


O A A 

84 0 


Qy 


1933 


GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 


1992 




1 II II 1 1 1 1 II 1 1 M II III 1 Ml II II II II II II II M Ml 1 II 1 1 1 1 Ml 1 II II 1 1 




Db 


841 


/""• TV /""I TV TV TV f* TV /~1 TV /"* TV rTl fT"l /""I rn <T"I /*"» TV /~t TV /"I TV mmri TV /"I TV /"-» 7V TV /*irr/*i/*i TV /""»/""* TV /■*»/** 1 TV /"« TV /"» TV /"I TV TV /"I /""»/""» TV TV 

GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 


900 


Qy 


1993 


ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 


2052 






1 1 1 II 1 1 M 1 1 II M II III 1 1 1 1 II 1 1 M II II MM M II II II II 1 1 1 1 1 1 M II 1 1 




Db 


901 


ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 


960 


Qy 


2053 


CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 


2112 




Ml II 1 1 1 1 1 1 II II II 1 1 II Ml II II II II M MM 1 1 Ml 1 II 1 1 1 1 II 1 1 II II II 




Db 


961 


/*i tv AOAO/~'AOOA r P^'A PT'Tn A ATPPATPTTTPPAPPAPAPPPAPPPAPATPTPA /-1 rp/-i /-1 /-irp 71 rp 

LAAGAGLAGLA1GAGG1 GAA1 GLA1 L 1 1 1GLAGLAGALLLAGGGAGA1 L 1 LAG1 GLL 1 Al 


1 A O A 


Qy 


2113 


GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 


2172 


Db 


1021 


Ml II 1 1 1 1 1 1 II 1 Ml 1 II 1 1 II 1 1 MM 1 1 M II III 1 II II M 1 1 1 1 1 II 1 II 1 1 II 

/"i TV TV pr ,l T i r' TV PPTAP APPPTPPPPTH A A OOT 1 A APPPATPPTPA A Z" 1 A A/"'/ r ^A/~ , <^"T'/^A A A A 

GAAGL TGAGL 1 AGAGGL 1 LGGL 1 AAALL 1 AAGGGA 1 GL 1 GAAGLLAALLAGL 1 LAAGGAA 


T A O A 


Qy 


2173 


GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 


2232 




Mill II II 1 1 Ml 1 1 1 1 1 1 1 1 II 1 1 Mill 1 1 Ml II 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 II II 




Db 


T A O 1 

1081 


Pl\ PTiT/^n A A A A A /""""PA A A A Z*" 1 A PTTA PPPAPT^APA 7\ P7\ ]\mpA PPPPTTP A APP7>PA T.pimm 

GAG 1 1 GGAAAAAG 1 AALAAGAL 1 1 ALL LAG 1 1 AGAALAA 1 LAGLLL 1 1 LAAGLAGAAL 1 1 


T T A A 
114 U 


Qy 


2233 


GAGAAGGAAAGGLAAGLLL 1 LAAGAA1 GCLLT1 GGAAAAGLLLAGTTLTLAGAAGAAAAG 


2292 




Ml II II 1 1 1 1 1 1 1 Ml 1 1 1 1 1 II 1 1 II II 1 1 1 1 1 M 1 II 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


1141 


GAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAG 


1200 


Qy 


2293 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


2352 




1 M II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 MM M III M 1 M 1 1 M 1 1 1 1 1 1 Ml Ml 1 1 M 




Db 


1201 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


1260 
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Qy 2353 TTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTT 2412 

I I I I I I I I II I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I 

Db 1261 TTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTT 1320 

Qy 2413 CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 24 72 

lllllllllll II MINI 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1321 CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 1380 

Qy 2473 GGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAG 2532 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I 

Db 1381 GGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAG 1440 

Qy 2533 AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 2592 

■ lllllllllll II 1 1 1 Ml 1 1 III I II 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 MINI 

Db 1441 AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 1500 

Qy 2593 GAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAA 2652 

lllllllllll II MM 1 1 1 1 1 II I II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 II II 1 1 1 1 1 1 . 

Db 1501 GAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAA 1560 

Qy 2653 GAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAA 2712 

I I I I I I I I I I I I I I I I I II I I I M I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 1561 GAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAA 162 0 

Qy 2713 CATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAA 2772 

I Mill I M II M 1 1 M Ml I Ml I II 1 1 1 Ml I II II 1 1 II I M 1 1 1 1 Ml II II II II 

Db 1621 CATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAA 168 0 

Qy 2773 AGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 2832 

I II II I I M II I II I I I M II I II II I III II II II II M I I I I I I I I Ml I II II II II 

Db 16 81 AGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 174 0 

Qy 2833 GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAA 2892 

I II II 1 1 II II 1 1 1 M I II II I II 1 1 1 1 II II 1 1 II M II 1 1 1 1 1 1 II MM II II II II 

Db 1741 GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAA 1800 

Qy 2893 TCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCC 2 952 

I II II M II M 1 1 1 1 1 1 II 1 1 1 1 1 1 M I II II 1 1 1 1 II II 1 1 1 1 1 Ml 1 1 1 1 M II 1 1 II 

Db 18 01 TCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCC 1860 

Qy 2953 ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 3 012 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I M U I I I I I I I I I I I I I I I I I I I I I I I II 

Db 1861 ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 192 0 

Qy 3013 CATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 3072 

IMIIMI I M M I II I II 1 1 II I II 1 1 II 1 1 Ml I M M II II II II II M II I II I M 

Db 1921 CATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 198 0 

Qy 3073 TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 3132 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 1981 TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 2040 

Qy 3133 CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 3192 

MMM II II II 1 1 III II 1 1 III II II II II II 1 1 1 II 1 1 1 1 1 Ml II 1 1 MM II II I 

Db 2 041 CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 2100 

Qy 3193 GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 32 52 

I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I 

Db 2101 GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 2160 

Qy 3253 GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 3312 
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1 III 1 II II 1 1 II II II II II II 1 II MM II II 1 1 1 1 1 II 1 II 1 1 II 1 1 II II II II 1 1 




Db 


2161 


GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 


2220 


Ov 


3313 


AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


3372 




1 II II II 1 1 1 1 1 1 II II 1 1 II II III II II II 1 1 II M 1 II 1 II 1 1 II 1 1 II II M 1 1 II 




Db 


2221 


AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


2280 


Ov 
vy 


3373 


TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 


3432 




1 II 1 1 II 1 1 1 1 II II II II 1 1 1 1 III II II II II M 1 1 1 II 1 II 1 1 M 1 Ml II 1 1 III 1 




Db 


2281 


TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 


2340 


Ov 
vy 


3433 


TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


3492 




1 II 1 1 M 1 II 1 II 1 1 1 1 MM Ml 1 III II II II II 1 II II 1 1 1 1 Ml II MM 1 1 II 1 1 




Db 


2341 


TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


2400 


Ov 
vy 


3493 


TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 


3552 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2401 


TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 


246.0 


Ov 
vy 


3553 


CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 


3612 




III II 1 1 1 II II 1 1 1 Mill 1 Ml 1 III II 1 1 M 1 1 M II 1 II 1 II 1 1 1 1 III MUM 




Db 


2461 


CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 


2520 


Ov 
vy 


3613 


ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 


3672 






Ml II 1 1 1 1 II M 1 1 1 II II MM 1 1 MM 1 1 Ml 1 M II 1 1 1 III 1 II II II 1 1 II Ml 




Db 


2521 


ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 


2580 


Ov 
vy 


3673 


CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 


3732 




II 1 II 1 1 1 1 1 1 M 1 1 Ml M II II MM III II M 1 M II 1 M 1 1 1 1 II 1 1 1 II 1 1 1 Ml 




Db 


2581 


CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 


2640 


Ov 
vy 


3733 


ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 


3792 




1 MM II Mil III 1 1 1 1 1 1 1 Ml III 1 Ml II II 1 1 1 II 1 1 1 Ml MINIM IN III 




Db 


2641 


ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 


2700 


Ov 
vy 


3793 


CCACCTCCTCCCTTGCCAAACAATAGCCGACCT 


3852 




IIMIIMI II III MIMMMMMMMMMIMM II MM IIIIMM MM M 




Db 


2701 


CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 


2760 


Ov 
vy 


3853 


CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 


3912 




1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 II 1 II II 1 1 II 1 1 1 II II M 1 1 II II II II II II II M II II II 1 1 M 1 1 1 1 II II II 




Db 


2761 


CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 


2820 


Qy 


3913 


TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAA 


3972 




MIMMIMIMMMMMMMMMIMMMMMMMMIIMM 1 II 1 




Db 


2821 


TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGTAAGTGGA 


2880 



RESULT 12 
AEC86294 

ID AEC86294 standard; CDNA; 3044 BP. 
XX 

AC AEC86294; 
XX 

DT 01-DEC-2005 (first entry) 
XX 

DE Human cDNA clone TESTI20305540 , SEQ ID 2049. 
XX 

KW Osteopathic; Cytostatic; Antiinflammatory; Gastrointestinal -Gen . ; 

KW Antiulcer; Gene Therapy; Osteoporosis; cancer; inflammation; gastritis; 

KW stomach ulcer; gastrointestinal ulcer; gene; ss . 
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Homo sapiens. 
EP1580263-A1. 
28-SEP-2005. 

12-APR-2002; 2 004EP- 0002 734 8 . 

22-MAR-2002; 2002 JP-00137785 . 
12-APR-2002; 2002EP- 00008400 . 

(REAS-) RES ASSOC BIOTECHNOLOGY. 

* 

Isogai T, Sugiyama T, Otsuki T # Wakamatsu A, Sato H, Ishii S; 
Yamamoto J, Isono Y, Hio Y, Otsuka K, Nagai K, Irie R, Tamechika I; 
Seki N, Yoshikawa T, Otsuka M, Nagahari K, Masuho Y; 

WPI; 2005-667421/69 . 
P-PSDB; AEC88737. 

New full-length cDNA sequences, useful for treating diseases, e.g. 
osteoporosis, cancer, inflammation, gastritis, or gastroduodenal ulcer. 

Example 3; SEQ ID NO 2049/ 296pp; English. 

The present invention relates to novel human cDNAs (AEC84246-AEC86688) 
encoding proteins AEC86689-AEC89131 . The cDNAs are useful for analyzing 
the functions of the proteins, and for developing medicines for diseases 
e.g. osteoporosis, cancer, inflammation, gastritis, or gastroduodenal 
ulcer. Note: The sequence data for this patent did not form part of the 
printed specification but was obtained in electronic format directly from 
EPO. 

Sequence 3044 BP; 1050 A; 624 C; 735 G; 635 T; 0 U; 0 Other; 

Query Match 41.2%; Score 2873.6; DB 14; Length 3044; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 2 876; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 



Qy 


1093 


TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 


1152 




II III 1 III 1 1 II 1 III II II Mill MM II 1 1 1 1 1 II II III II III 1 III 1 III 1 II 




Db 


1 


TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 


60 


Qy 


1153 


AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 


1212 






II Ml MIMI II 1 III IIIIMM MMMM II II 1 Ml III II MM 1 1 1 1 III 1 1 1 




Db 


61 


AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 


120 


Qy 


1213 


ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 


1272 






1 II M II 1 M 1 1 1 II 1 1 1 1 Ml M 1 1 1 III 1 1 1 1 1 1 II III II 1 II M 1 1 1 1 1 1 II 1 1 II 




Db 


121 


ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 


180 


Qy 


1273 


GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 


1332 






1 1 1 II 1 1 1 II 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II II 1 II 1 Mill II 1 II 1 1 II 1 1 1 1 M III 1 




Db 


181 


GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 


240 


Qy 


1333 


AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 


1392 






II MM Ml 1 III 1 II 1 1 1 II MM 1 III 1 II 1 1 MM Ml 1 IIIIMM II 1 1 MM II 




Db 


241 


AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 


300 


Qy 


1393 


CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 


1452 
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1 1 II 1 1 II 1 II 1 II 1 II II III II 1 1 III 1 II II 1 1 1 III II 1 1 II II 1 1 1 1 II 1 II 1 1 1 




Db 


301 


CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 


360 


Ov 
vy 


1453 


AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 


1512 




1 M 1 1 M 1 1 1 M M 1 M 1 M 1 1 M 1 II M Ml M M 1 M M II M M 1 M M M M M 1 1 




Db 


361 


AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 


420 


Ov 
vy 


1513 


GTAAATAAATTACGC CAGGAAGCT CTGGAT CTAGAACTGC AGATGGAAAAGC AAAAGCAG 


1572 




1 II 1 1 II 1 M 1 1 1 1 MMMIMI 1 1 MM M M MM IM M 1 M II M M 1 M M 1 1 1 




Db 


421 


GTAAATAAATTACGC CAGGAAGCT CTGGAT CTAGAACTGC AGATGGAAAAGC AAAAGCAG 


480 


Ov 
vy 


1573 


GAAAT TGCCGGAAAGCAGAAGGAGAT TAAGGACCTGCAAATAGC CATAGATAGC CTGGAT 


1632 




It 1 1 1 1 1 M 1 1 1 1 1 1 1 S 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


481 


GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 


540 


Ov 


1633 


TnHAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAAC^ 


1692 




1 M IMM 1 M M II M MM Ml 1 1 MM M 1 III M MIMI M MM M M MM 1 1 




Db 


541 


TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 


600 


Ov 
vy 


1693 


GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 


1752 




1 M M M 1 1 II M II M II IM II II MM M 1 1 1 1 M M M M M M 1 1 M II M M 1 1 




Db 


601 


GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 


660 


Ov 
vy 


1753 


ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 


1812 






MIMI M M 1 1 II IM 1 IMM M 1 III M IM 1 M IM Ml M 1 Ml MMMMM 




Db 


661 


ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 


720 


Qy 


1813 


GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 


1872 






1 III Ml M M II 1 lllllll Ml M 1 III II MM 1 1 Ml M 1 III Ml M 1 M 1 II II 




Db 


721 


GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 


780 


Ov 
vy 


1873 


CTGGGGACC AT TAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 


1932 


Db 


781 


1 1 1 1 1 1 M M M II 1 1 II M IM IM 1 II II M M II 1 1 1 II 1 M II II M 1 1 M II II 

CTGGGGACC AT TAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 


840 


Ov 
vy 


1933 


GAGAAAGAGAOATTGTTGOAGAGATTGAOAGAAGTCGAGr AGGAGAGAGACC AGPTGGAA 


1992 






1 1 1 1 II 1 1 1 M M M 1 1 M M Ml III 1 1 1 II M M 1 II 1 1 1 II 1 1 M 1 1 MMMIMI 




Db 


841 


GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 


900 


Ov 
vy 


1993 


ATAGTTGCrATGGATGCAGAAAATATGAGGAAGGAGOTTGOAGAGCTAGAAAGTnrcr'Tr 


£t \J J £t 






1 M 1 1 1 1 1 1 1 II 1 II M MIMI II 1 IM 1 1 1 II 1 II II 1 II 1 III M 1 1 M II 1 1 II 1 1 




Db 


901 


ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 


960 


Ov 
vy 


2053 


CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 


2112 






MIMI 1 M ! 1 II 1 1 M 1 1 1 IMM 1 1 M 1 M 1 1 IM MMM II M 1 M M M 1 1 II 1 1 




Db 


961 


CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 


1020 


Ov 
vy 


2113 


GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 


2172 






MIMIMI M II 1 1 II 1 M 1 II 1 1 1 MIMI II 1 II 1 II M M M 1 1 1 1 1 1 II M M 1 1 




Db 


1021 


GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 


1080 


Ov 
vy 


2173 


GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 


2232 






III MIMI MM II III II II 1 II MIMI M 1 1 II 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 II II 




Db 


1081 


GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 


1140 


Qy 


2233 


GAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAG 


2292 






1 II 1 Mill II 1 1 1 1 1 1 II 1 II 1 II 1 1 MIMI II 1 II II II II II II II II 1 1 1 Mill 




Db 


1141 


GAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAG 


1200 


Qy 


2293 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


2352 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIMIMIIIIIIIIIIIIII 
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Db 


1201 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


1260 




2353 


TTAAAAPAGPAAPTTAAAGATTTPPAGAATPAOPTTAAPPATOTGGTTOAT^ 

x x ruvin^nvjVvnriVv x x xi-iV^iVjjii x x x >_> ununn x vnv v*- x x nnv>\rn x vj x vjvj x x \jr* x vjvj x x x vjvj x x 


2412 




1 II M M MM M II 1 Mill 1 1 1 1 1 Ml 1 M M II II M 1 M MMI 1 Ml Ml Ml 




Db 


1261 


TTAAAACAGCAACTTA7AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTT 


1320 




2413 


PGTPOAGAAGAAOTOGPAGCTCGTGTGGATGAGGTAAGAAGAAAAPTOAAATTAOOAAPT 

\w. vj x v \»rivjjMi\jrt/i\J x \j\jv_rivj\-. x v»vj x vj x x x riiivj/iri vjxijkrVo \^ x vj/vir\ x x ^ivjvjrt^*v^ x 


2472 




1 II 1 1 1 1 III 1 1 1 II II II II II 1 II II II 1 1 1 1 II II 1 1 1 1 1 1 1 II 1 1 1 II II II II 1 1 




Db 


1321 


CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 


1380 


Ov 


947*} 

Z. '-t 1 s> 


OOOOAAATOAAPATPPATAOTPPTTPAOATOTPTTAOOOAAAAOTPTTOPTOATTTAPAO 

UOuurUin X vJrtrt v-rt X v^rt 1 rtvj X v~v_ X l v-.rtvJrt lulv-l J. nuuOrUlnnu 1 U 1 1 \JU 1 vJrt 1x1 rtv^rtVj 


Z O o Z 




Ml M MMMM MIMIII Ml MM III Ml II II M IM 1 Ml 1 M M M IMMI 




Db 


1381 


GGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAG 


1440 


wy 


^ j jj 


AAAPAATTPAGTOAAATTPTTGPAPGPTPPAAOTnGGAAAOAOATOAAOPAPAAOTTAOA 

rtrtrtv^rtrt X X rt.vJ x vjrtrtrt x x v — l x VJ v_-.ri\ — vjv — x V- v_.r^rt VJ X UVJVJA/iAOrlvjrt X Ort^AVjv»rt.v«..rtrt.vJ X X rt.VJ.rt 


Z -D ZJ Z 




1 II 1 1 1 1 MM 1 1 1 1 MM II II 1 II II II 1 II 1 II II II 1 1 1 1 III 1 II INI 1 1 II II 




Db 


1441 


AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 


1500 


wy 


OCQ-) 


OAOAOAA AAPTPPAAOAAOAA ATOOPTPTOPAOPAAOAOA AAPTOOPA APTOOAPA AOA A 

vJrtvJrtvjrtrt_rtrtv~ 1 V— v^.rtrt0.tt-rtvj.rtrtrt. 1 UOL 1 v^ 1 vjv^rtOv^rtrtvjjrtvjrt-rtrt v^ 1 VJvJv-rtrtv^ 1 vJvJrtv^rtrtvjrtrt 


9 R9 




1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 M 1 1 II 1 II 1 1 M II M 1 1 1 1 II II 1 M II 1 II 1 1 1 1 1 1 




Db 


1501 


GAGAGAAAACTCC7AAG7AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAA 


1560 


Ov 

wy 


2653 


OAOTTPAOOPAOOPPTOTOAOAGAOPPPTOOAAOPAAOAATOAATTTTOATAAnAOOPAA 

vJ-rt VJ X 1 ^.rtvJVJ v~.rt VJVJ v X vj X UnVjnVJnuv. v. V. X VJVJ.rt^^vJv^.rtrt.vJrtx^ X \Jnr\ 1111 vjrt 1 ruAvjnOOv/in 


9719 






1 II 1 1 Ml 1 II 1 1 1 1 III 1 1 1 III 1 II 1 1 Ml II II M II M II II M II II 1 1 1 1 II II 




Db 


1561 


GAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAA 


1620 


Ov 

vy 


2 713 


PATOAAOPAAOAATPPAOPAJUiTGOAGAATGAAATTPAPTATTTOPAAOAAAATPTAAAA 

v_.rt X Vj.rtx^ vj v_ r\r\\3f\r\ i v_ v^rtvJV-rtrtrt. 1 vJvjrtVJrirt i VJrtrtrt 1 1 Lrtv. 1 .rt ill \jv*f^VJ/vvVrt 1 V_ 1 rtrt-rtrt 


9 779 

Z 1 1 Z 






1 II M II 1 1 1 MM 1 1 M 1 M II II 1 1 II II III II II II II II M 1 II III II II MM 




Db 


1621 


CATGAAGCAAGAATCCAGCAAATGGAGAATG7AAATTCACTATTTGCAAGA7AAATCTAAAA 


1680 


Ov 

wy 


9 77^ 


AOTATOOAGOAAATPPAAOOPPTTAPAOATPTPPAAPTTPAnOAAOPTOATOAAOAOA AO 

rtvJ Inl vJvJrtVJvJrtrtrt 1 V_ ^/lrtUOv- V* X X rtv-..rtvJrt. 1L1 V_ V_rtrt.\_ 1 1 v^ nu \J7rtrt Vj <^ X \jr\ X VjrtrtVjrtvjrtrtvJ 


9ft ^ 9 




II II 1 1 1 1 II II II 1 II II II II M 1 M II 1 II 1 1 1 II MM II 1 II 1 1 1 1 1 II 1 1 II 1 1 




Db 


1681 


AGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 


1740 


Qy 


2833 


GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAA 


2892 






1 II 1 1 1 1 1 II M 1 M II II 1 II M 1 1 1 1 II 1 M 1 1 1 1 II 1 1 1 II II II 1 1 1 1 1 II 1 II M 




Db 


1741 


GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAA 


1800 


Ov 


9 ft Q 


TPTPAOOAOPA AOTTTTTOOTTT AOATA A A OA APTOA AO A A APT A A AO A A AOOOOTOOOP 
1L1 v^rtvjvjrtvJv-rtrtvj 11111 vjvj 111 rtvj.rt 1 rtrtrtvJrtrtv* 1 vjrt^vJrtrtxi.v-. 1 rti^rtvJrtx\rt.vjv-. v-vj 1 vjvjv*V~ 




Db 


1801 


1 II 1 1 II 1 M 1 II II II II 1 II 1 1 1 1 1 II II II 1 1 1 1 II II 1 II M II M 1 1 1 II 1 II II 

TCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCC 


1860 


Ov 

vy 


Z .7 J _> 


APPTPTOATAAOPTAOPPAPAGPTOAOPTPAPPATTOPPAAAOAPPAOPTnAAOTPPPTT 

rt v_v_ J. V- X VJrt 1 rtrtvJv— 1 rtVJV— v_rt v_rtVjv». 1 VJrtvJV— 1 v— /A<_ l l VJ V- V_,rt_rtrt.vjrt. \_, nuL 1 'jrri/ivj 1 V_ v- v- 1 1 








1 II 1 M 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 II II 1 II II 1 1 1 II 1 1 1 II 1 1 II 




Db 


1861 


ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 


1920 


Ov 

vy 


Jul J 


PATOOAAPTOTTATOAAAATTAAPPAOOAOPOAOPAOAOOAOTTOPAOOAAOPAOAOAOO 

V_xl 1 Ounnt 1 VJ 1 1 /i 1 OiiiiJi/i 1 1 rtrt v— ^.rt VJvJrtvj v». VJrtvj v»«rtvJrtvjvjrt\j X 1 VJv^rtOvJ.rtrtsvJ v- rtvJrtvJrtvJvJ 


^079 






1 II 1 1 1 1 1 III II 1 1 II 1 1 1 III II 1 1 1 1 1 1 II 1 II 1 1 II 1 Ml II M 1 II 1 1 Ml MM 




Db 


1921 


CATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 


1980 


Ov 


3073 


TTPAGPAGAAAGGPAnPAPAAGPAGPPAGAGATPTPAPPPOAGPAGAAOPTGAOATPOAA 

x x v^.f^vjv^<nvj.rxrxnvjvjv^.r^vjv^ J*v^./i-nvjv^.£^vj^ \^nvj/i\jn i v- x v^/^v-. v* v^vj^ivjv - >^ivj,rt^iVjv_. x vj.rt.vj/Ttx v—vj/TLrt 








IM II II M MM M M M Ml M M M III III M 1 Ml 1 Mi III II II II M IM 1 




Db 


1981 


TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


2040 


Ov 

vy 


3133 


PTPPTGPAGAATPTPPTPAGGPAGAAGGOOOAGPAGTTTPOAPTTOAOATOGAOAAAAPA 

v.i^.v»l VJ\_.rtVj.rVrt x v^ X V— \_ x v^rt vjvj v^rtvJrt^AOVJ Vjvj vJrtVJV».rtvj XXX v—Vjrt\_ X X vJ.TiV-3.rt i OOAVjfifi/ln v—rt. 


^ 1 99 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

IMMMMMIIIMIIIIIMIIIIIIIIIIMMIMMIIIMIIIMIIIIIMI 




Db 


2041 


CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 


2100 


Qy 


3193 


GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 


3252 






II 1 M 1 1 II 1 1 1 II 1 Ml 1 M 1 II 1 1 1 1 1 Ml 1 1 1 1 1 1 II II 1 1 1 1 1 1 Ml 1 1 1 1 1 II II 




Db 


2101 


GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 


2160 
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Qy 
Db 

Qy 

Db 
Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



3253 GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 3312 

I II 1 1 II II 1 1 II 1 1 1 1 1 1 II I II II I MM 1 1 1 1 1 II II II 1 1 II 1 1 1 1 1 1 II II II II 

2161 GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 2220 

3313 AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 3372 

I I I I I I I I I I I I I I I I I II I I II I II II I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I 

2221 AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 2280 

3373 TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 3432 

I MM II III I M MM I II I III Ml IIIIIMM M M M II MM II Ml 1 1 1 II II 

2281 TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 234 0 

3433 TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 3492 

I MM II MM 1 1 1 1 M I II I III II MUM MM II M M II MM IM II 1 1 III II 

2341 TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 2400 

3493 TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 3552 

I MM II II M 1 1 M M 1 1 1 1 III II II I M I II II MM II II M 1 1 II 1 1 1 1 M II 1 1 

24 01 TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 2460 

3553 CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 3612 

I MM II III II I II II III I II I II INI III Mill MM II III I II III I III I II 

2461 CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 2520 

3613 ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 3672 

I MM II II III I MM II MM I II II Mill I II 1 1 1 M 1 1 1 1 II 1 1 1 1 M 1 1 I M II 

2521 ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 2 580 



3673 



3732 



CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 

I M M MM I M I II 1 1 M M II Ml M II I II 1 1 M Ml II M II I M I II I M I M II 

2581 CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 2640 
3733 ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 3792 

I M II II II I M I II II M I Ml Ml II II I III M II M II II II I M I II I M 1 1 Ml 

2641 ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 2700 
3793 CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 3852 

III M II II M II II M M M II Ml M II I III I M M I M 1 1 II M II II I M II M I 

2701 CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 2760 
3853 CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 3912 

I III I M M II II II 1 1 1 II M M II M II II M II I II I M II M II I M M I M I M I 

2761 CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 282 0 
3913 TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAA 3972 

I I [ I i I E I ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i r 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 J 1 1 I II I 

2821 TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGTAAGTGGA 28 80 



RESULT 13 
ADB61898 

ID ADB61898 standard; cDNA ; 2631 BP. 
XX 
AC 
XX 
DT 
XX 
DE 
XX 
KW 



ADB61898; 

04-DEC-2003 {first entry) 
Human cDNA encoding clone ASTR020090680 . 

Human; ss; gene; pharmaceutical; diagnostic; gene therapy; 
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KW tissue regeneration; cell regeneration; membrane protein; 

KW signal transduction-related protein; transcription-related protein; 

KW osteoporosis; neurological disease; cancer; tumour. 

XX 

OS Homo sapiens. 
XX 

FH Key Location/Qualifiers 

FT CDS 1221. .2631 

FT /*tag= a 

FT /partial 

FT /product^ "Clone ASTR020090680 protein" 
XX 

PN EP1308459-A2 . 
XX 

PD 07-MAY-2003. 
XX 

PF 28-MAR-2002; 2002EP- 00007401 . 
XX 

PR 05-NOV-2001; 2001JP- 003 79298 . 

PR 25-JAN-2002; 2002US- 00350978 . 
XX 

PA (HELI-) HELIX RES INST. 

PA (REAS-) RES ASSOC BIOTECHNOLOGY. 

XX 

PI Isogai T, Sugiyama T # Otsuki T, Wakamatsu A, Sato H, Ishii S; 

PI Yamamoto J, Isono Y, Hio Y, Otsuka K, Nagai K, Irie R, Tamechika I; 

PI Seki N, Yoshikawa T, Otsuka M, Nagahari K, Masuho Y; 

XX 

DR WPI; 2003-450961/43. 

DR P-PSDB; ADB63868. 
XX 

PT New polynucleotides and polypeptides, useful for developing a diagnostic 

PT marker or medicines for regulation of their expression and activity, or 

PT as targets of gene therapy. 
XX 

PS Claim 1; Page; 222pp; English. 
XX 

CC The invention discloses a polynucleotide comprising a sequence selected 

CC from 1970 fully defined nucleotide sequences which encode novel 

CC polypeptides. Also claimed is a polypeptide encoded by the polynucleotide 

CC or its partial peptide, an antibody binding to the polypeptide or peptide 

CC of the polynucleotide, immunologically assaying the polypeptide or 

CC peptide of the polynucleotide by contacting the polypeptide or peptide 

CC with the antibody of the encoded protein, and observing the binding 

CC between the two, a transformant carrying the polynucleotide in an 

CC expressible manner and an antisense polynucleotide. The oligonucleotide 

CC is useful as a primer for synthesising the polynucleotide, or as a probe 

CC for detecting the polynucleotide. The polynucleotides and encoded 

CC proteins are useful as pharmaceutical agents and many disease-related 

CC genes may be included in them, for developing a diagnostic marker or 

CC medicines for regulation of their expression and activity, or as targets 

CC of gene therapy. The genes are involved in tissue and/or cell 

CC regeneration. Membrane proteins, signal transduction-related proteins, 

CC transcription-related proteins, disease-related proteins and genes 

CC encoding them can be used as indicators for diseases (e.g. osteoporosis, 

CC neurological diseases, cancer, tumours. The cDNA may be used to regulate 

CC the activity or expression of the encoded protein to treat diseases. The 

CC sequence presented is a cDNA of the invention. Note: Some of the sequence 

CC data for this patent is not represented in the printed specification, but 

CC is based on sequence information supplied by the European Patent Office. 

XX 
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SQ Sequence 2631 BP; 875 A; 546 C; 676 G; 534 T; 0 U; 0 Other; 

Query Match 34.4%; Score 2403.2; DB 10; Length 2631; 
Best Local Similarity 98.5%; Pred. No. 0; 

Matches 2446; Conservative 0; Mismatches 8; Indels 28; Gaps 1; 



Qy 


1649 


ATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 


1708 




1 1 1 1 II 1 1 1 1 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 II II 1 II 1 1 1 II II II II 1 M 1 I II 1 II II II II II II 1 II 1 II II II 1 II 1 II 1 1 II 




nh 

USD 




APTPPPATATPAAPPPTPAAAAPAPPPPTAAAPAAPAAPAPPTTPAPATTATPAAPAAPP 

/AO 1 tt tri IrA 1 UrtttUvJL 1 t nnrviOnuLVJUl/vinunnLnftLnyL 1 lonLnl -L r\ X O/ArAt .fArAOt 


£, \j y 


Qy 


1709 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


1768 




i i i i i i i i i i i i I i i i i I i i i I I I I I I I I I I I t I I i I I I i i i i i i i i i i i i i i i i i i i i 

1 1 II 1 1 1 1 II 1 1 II II 1 II II 1 1 II 1 1 1 1 II 1 II II M II II II II II II M M M 1 II 




USD 


£. JL u 


APT APP A apa apttpa a aptpptttppappapataptttptapa attppta appa a appp 

/AO 1 /Att/i^tiAxAt 1 1 vj/irUiu 1 t O 111 OO/AOOrAO/A J. /At lilt 1 /AOi-Vri. 1 1 1 /A/AOO/vi/At Oo 


Z D Z) 


Qy 


1769 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


1828 




i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i t i i i i i i 
1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




nh 

USD 


9 7 ft 


A APAPATTA APPAPPTTPA APA APAPPTTAPTPA APPPPAP AT APP APPA A ATP A APPPP 
/A/AO/AO/A 1 1 /i/-iOO/At til O/A/AO/A/AtiAO t i i /At l O/A/AOOt V_ri.oi-\ 1 /AOt/AOt/A/A/A 1 unrtuLLL 


jZ > 


Qy 


1829 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


1888 




l l l l 1 l l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l 1 l 1 1 1 1 1 1 1 1 
1 1 II II 1 II II 1 1 II 1 1 II 1 II 1 II 1 II 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




nh 

USD 


J J V 


TP A APAAPPATTTAPA APPTPTTATP APTPPPTTPP A APA AT APPTPPPPAPPATT A A AP 

1 OZ"l/AOri/AOO.rt 111 /AOrA/AOO 1 O 1 lnl LriO 1 OOO 1 1 uUrinOnn 1 /At t X tri 1 1 /A/A/AO 




Qy 


1889 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


1948 




I I I I II I I I I 1 I I 1 I I 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 1 I 1 I I I I I I I I 1 1 I I I I 1 1 I I I I I I I I 
1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 




nh 

USD 




PPPAPPPAAPTPAPPPPPAPAATPAPTPPPPPAAPPTPPPPPATPAPAAAPAPAPATTPT 

Ot t/AOOt/A/At 1 t/AOOt t t/AO/A/A 1 O/AO 1 VjUVJOO/lrtuL. 1 OV_OV.JV.jx-i X OiAO/A/A/AO/AO/At/A 1 1 0 1 


44 Q 
*±*±y 


Qy 


1949 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


2008 




1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 II 1 1 II 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


450 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


509 


Qy 


2009 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


2068 






! i I I I I i I I I I I I I I I I I 1 I I I I I i I I I I I I I I I I I I I I I i I i I I I i I I I I I I I I i I I I I 
1 1 1 1 II 1 II II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II I II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




USD 


D1U 


PAPA A A ATATPAPPA APPAPPTTPP APAPPT APA A APTPPPPTPP A AP APP APP A TP APP 


DO? 


Qy 


2069 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


2128 




i i i i t i i i i t i i i i i i i i i i i i i i i i i i i i i i i t i i i t i i i i i i i i i i i i i i i i i i i i i i 
1 1 1 1 1 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 




nh 

USD 


D / U 


TP A ATPP aTPTTTPf AppAP APPP APPP A P aTPTPaPTPPPT ATP A aPPTP aPPTSP APP 
1 O/VH. 1 Ot/A 1L1 1 1 bLAuLHuHLLLHuubHuft 1LJ. LAb 1 bLL ± /A 1 bHHbb 1 bflbt L HbAbb 


DZ y 


Qy 


2129 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 
i i i i i i i i i i i i i > I i I t i i i I I I I I i i I i i i i i i i i i i I i i i i i i i i i i i i i i i i t i i i 


2188 


USD 


£ i n 


1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 II 1 II 1 II II II 1 1 1 1 II 1 II 1 1 1 1 1 1 1 

PTPPPPT A A APPTA APPPATPPTPAAPPPA APPAPPTPA APPA APAPTTPPA A A A APTA A 
t 1 tOot 1 rirArit t 1 nribbbri 1 Ot 1 onnuLbnrib Lnbb 1 b rirtbbririb/iu 1 1 bbri/irUi/iu 1 /A/A. 


ooy 


Qy 


2189 


C AAGACT T AC C C AGT T AGAAC AAT C AGCCC TT C AAG C AGAAC TTGAGAAGG AAAGGC AAG 


2248 






II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 II II 1 II 1 1 1 1 II 1 1 II 1 II 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




nh 

USD 




P A AP APTT A PPP APTT APA APA ATP APPPPTTP A APP AP A APTTP APA APPA A APPP A AP 

LrinUrtL 1 1/Attt/AO X lnurtnV.nnl t/AOttt 1 1 1 rirtU LrtOrltt 1 1 1 OriuAnUUrtrtrtOuCrirtu 


74 Q 
/ *± y 


Qy 


2249 


CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 


2308 




i i i i I i i i I i i i i I I I I I I I I I I I I I i I i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 
1 1 II 1 1 1 II 1 II 1 1 II II 1 II 1 II 1 1 II II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




nh 

USD 




PPPTP A APA ATPPPPTTPPA A AAPPPPAPTTPTP APA APA A A APPAPP A APAPAAPAPTP 

1 1 1 1 V.nnVjnn 1 Ot 1 1 1 X OO/A/A/A/AOtt t/AO 1 1 1 1 t /AO/A/A O/AJA/AJAOO/AOt /A/AO/AO/A/A t/AO 1 O 


fl n 9 

o \j y 


Qy 


2309 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


2368 




1 II MM II 1 1 1 1 II 1 1 1 1 1 1 1 MM III 1 1 1 1 1 II 1 III III 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 




Db 


810 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


869 


Qy 


2369 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


2428 






lllllll Mill III MM MMMMMMIMM IIIIIMI llllllllllllllll 




Db 


870 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


929 


Qy 


2429 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


2488 




1 III 1 II 1 1 II 1 1 M 1 1 1 1 1 1 II III M MM MM 1 III MM 1 1 1 1 II 1 1 1 1 M 1 1 1 1 




Db 


930 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


989 
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Qy 


2489 


ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 


2548 




1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 IIMMMIIIIIIIIIII 




Db 


Q Q f\ 


A T*7\ pmppmmp7\ OA TPTPTT A OOO A A A A OT»/™irprp/'*»iorp/-'i A mmfrtnTi O A A A O A TITTPAPTPR A A 

A 1 AG 1 CC 1 1 CAGA I G I C 1 1 AGGGAAAAG 1 C 1 1 GC 1 GA1 1 1 GCAGAAACAA I 1 CAG 1 bAM 




Qy 


2549 


TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 


2608 




IIIIMIMIIIIIMIIMMIIMMIIMIIIIIIIIIIIMIIIIIIIIIIIIIII 




Db 


1050 


nrnTtpfPTiriniV O /~» /"Ir-p t\ /-I rp/~1 A A AOAOATtOA A OO A O A A/""T""PAOA/""'AOAOA A A A /~ 1 T 1 /~'/~ 1 A AO 

TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCC 


1109 


Qy 


2609 


AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 


2668 




1 1 1 1 1 1 1 1 II 1 II 1 MM 1 1 1 Ml MM 1 1 1 Ml II II II II II II 1 1 II II III 1 II II 




Db 


1110 


t\ r*\ tv 7k 7v mnn/i(n/*tfnn r\ 74 tv tv /t tv /"t tv 7v 7v /~im /"■» 7V tv /^i m/T r~\ 7v /""i tv 71 /T 74 tv /*"• 71 /■"•mm/r 71 /"t/ - t/ , -t 74 /~i/^i/~»/~im 

AAGAAATGGCT CTGC AGCAAGAGAAACTGGCAAC TGGACAAGAAGAGT T CAGGC AGGC CT 


1169 


Qy 


2669 


GTGAGAGAGCCCTGGAAGCAAGA ATGAATTTT 


2700 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 MMMMI 




Db 


1170 


jti /T tv s*^ tv tv z"* /■! /*tmo/^i t\ tv 7v tv tv /"i m tv tv tv /"i tv tv /*t tv tv /"i tv /~i i\ /"im/"T tv /"i tv m/"r tv tv mm mm 

GTGAGAGAGCCCTGGAAGCAAGAGTAAGACAAGGGCAAGAGGCACCTGGAGATGAATTTT 


1229 


Qy 


2701 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


2760 




1 II 1 M M 1 1 1 Ml MM 1 1 1 1 MM II II M II M III 1 MM 1 1 II III 1 MM 1 1 1 1 




Db 


1230 


■» m TV TV /T TV TV TV /I TV m/1 TV TV /*1 TV TV TV TV m /I /""I TV TV TV TV m /T TV TV TV m/*1 TV TV TV mm/'l TV /1ITI TV m f 1 tl M/T TV TV 

GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


1289 


Qy 


2761 


GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 


2820 




M M M M 1 1 1 1 M 1 1 1 1 H 1 1 1 1 1 1 1 1 1 M 1 M M 1 1 M M 1 M M 1 M M M M 1 M 1 




Db 


1290 


/-I 7v TV TV 7.m/-"TI7i A A A A rirp A rp/IO A /"»/"T A A A T"l O /""I A A nnnHTT T\ /-I T\ /T 71 mnm /T/"T TV 71 /irpmri A f~*f~~* 7V 7\ /~1 nrp 

G AAAAT C T AAAAAGT ATGGAGGAAAT C C AAGG C C TT AC AG AT C T C C AAC TT C AGGAAG C T 


1349 


Qy 


2821 


GATGAAGAGAAGGAGAGAATT CTGGC CC AACT C CGAGAGT T AGAGAAAAAGAAGAAAC TT 


2880 




1 Ml 1 1 1 1 1 II II II III 1 II 1 MM III 1 1 1 1 1 II 1 1 M II II Ml II M II 1 MM II 




Dd 


1350 


r«Tt TTiTi 7t nTir«T» AOOAOAOA A rrirp /Trp/"»/-~i O OO A A /""""POOO A OAO«T""PAOAOA A A A A O A A O A A Tiprnm 

GATGAAGAGAAGGAGAGAATT CTGGC CC AACT C CGAGAGT TAGAGAAAAAGAAGAAAC TT 


14 09 


Qy 


2881 


GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


2940 




IMMMMMMMMM 1 M M M M 1 1 M M 1 1 M M 1 1 M M 1 M M M 1 1 M M 




Db 


1410 


tv tv /*i tv m tv tv tv m/'im/'*! tv /~i /"i /"i tv tv /^mmmrnrn/^i/*irnmrn tv tv m tv tv tv /*t tv tv m/^i tv tv /"i tv tv tv /""i m tv tv tv f*"% 

GAAGATGCCAAATCTCAGGGGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


1469 


Qy 


2941 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


3000 






IMMMMMMMMMMMMMMIMMMIMMIIMMIMMMIMMI 




Db 


1470 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


1529 


Qy 


3001 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


3060 






1 II 1 II 1 1 1 M IMMM 1 II MIIIMI 1 1 II 1 II 1 1 1 Ml 1 1 1 1 II 1 1 Mill III II 




Db 


1530 


/-+ m/^i tv tv /~*\ m /^i j-* m m /** tv m tv tv y*i m /"l mm tv m /*i tv tv tv tv mm tv tv /—* tv ^1^1 tv /— t /— 1 n j»*t y"<i ✓^i tv /~t tv r*i mm/™i /^i tv /*■» 

CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


1589 


Qy 


3061 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3120 


Dd 


1590 


1 1 1 1 M 1 1 1 M II II Ml II 1 1 II II Ml 1 M 1 II 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 II 1 1 M II 

/""I 71 TV /~1 TV /""I A /T /TTT rp /"I A /""I A /'"I AAA /~1 TV /"I /^t TV /"I TV A /"I /""I 7V /"I /~1 A /T 7V /T TV rn/"ini^T TV /T /"I /T /"I 7V /^l /"! TV TV TV 

G AAGC AG AG AGGT T C AG C AG AAAGGC AG C A C AAG C AG C C AG AGAT C T C AC C C GAGC AG AA 


1649 


Qy 


3121 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 






1 II 1 II 1 II M II Mill II 1 MMMMI 1 1 II M 1 II 1 II II II 1 1 Ml 1 M 1 1 Ml 1 




Db 


1650 


/~i omo t\ /~i 71 m/"*»/""i 7v 7v /™im/""i/"»rn/""t /"» tv tv 7v mnmn/imn tv tv tv tv r^/~*r~*r\r*y 7V fir* tv /^i mmm /~\r*\ tv /~imm/^» tv /~i 

GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


1709 


Qy 


3181 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


3240 






1 M 1 M 1 MM MM II 1 1 1 Ml Ml M II II 1 1 M 1 1 II 1 1 II 1 Ml 1 II 1 1 II II II 1 




Dd 


1710 


TV m/^»/*'l TV TV TV TV TV /*1 TV /*1/T"P/"*m TV 0/*"TI TV /-irp/"1/"1 TV O O TV TV TV /~im /*t 7V TV n/1frnr"TI 71 O TV TV TV mm/1 TV /""I "A TV TV /T m/T 

ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


1769 


Qy 


3241 


tv tv m/**i tv tv /*i tv tv m/* , i /^i tv tv tv /^i tv tv tv tv /^i tv /*i tv /"t tv m m /™i /*i tv tv yt /"i ^rm/*T /*t tv tv tv m /**t m tv /"1 m tv tv /irfm/"i 

AATGAGACAATGGAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTC 


3300 




MIMIMMMIMIMMMMMMM M 1 1 1 M M M M M M M M 1 M M M 1 




Db 


1770 


AATGAGACAATGGAACGACAAAGGACAGAGGTTGCAAGGCTGCAGAATGTACTAGACCTC 


1829 


Qy 


3301 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


3360 






M 1 M 1 1 II 1 1 II II Ml 1 M II 1 M 1 1 1 1 1 M 1 1 1 1 II 1 II 1 II M 1 1 1 M 1 MM 1 1 1 




Db 


1830 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


1889 
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f)V 

yy 


_> _> O X 


PPTPAAPTTTPTTATPAPAATPATTAPATAAPPAPPATOPPAPATPPTTTPA AAAPAPPA 

V_VJ X VjnnVJ X X 1 U i X n X L«.nVjrnn X \Jr\ X X nV^n X nnU\*rtU\,rt J. Vjvjunvjn X \_ V_ X X X \^£\nnn\Jrl\*\3f\ 


1490 




II lllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


1890 


CGCGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


1949 


Ov 

yy 


3421 


gpptattpptaptttatpppappappappatpatpaaaaptttppapppatapttpppap 


14ft 0 




lllllllllllllllllll 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 




Db 


1950 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


2009 


yy 


14 ft 1 

J *± O X 


OPPAPP A APPAPTPTPPTPTTPPPPTT A APT APTPAPPPTP A APTPPTPTTAPA A A APP A 

O^V^nL-L-nnLJV«xnV»» X \— X \J\J lull VJJVJJ\_ v— X X nnu X nv- X V-rivjUL. X v^/lrtL. ILUlvJi X r\^r\t\r\r\\^\^r\ 


J D *± U 






1 1 II 1 1 1 1 1 II 1 1 1 1 II II II 1 1 1 II II II III ! II 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2010 


GCCACCAAGGACTCTGGTGTTiGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


2069 


ov 
yy 


-J 3 1 X 


PPPPPTPPPP APPAPPATPPP A APPAAPPPAPTP A APPTPPPPPTPPPTPAPP AT APTPP 


J D v U 




lllllllllllllllllll INI III MIIIMIII II Mlllllllllllll INN 1 1 




Db 


2070 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


2129 


Ov 

yy 




PTTTATTPTPPPATPAPPAPTPPPTTAPATA A APTPTTTPPA APT APAPATPP AP APAPT 






1 1 1 1 i 1 1 1 1 MM II III III III lllllllllll Mil lllllll Jill lllllll 




Db 


2130 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


2189 


Ov 

yy 


J O O X 


PPAPPAP AT APTPAPPAAPAPAPTPAPPTPPATPAPP A APAAPAAPPPPPATTTPTPPPT 

OOrtOOrtOn X nu X Lnvjvjnnunvjtto X urtuL X UOrt 1 Vjin\_ \^t\^\jt\£\\j±\t\\^ L L. V_ V^n X X X o X vjv_ L. X 


1790 






IMIIMIMIIIMIIIMIIIIIMIIIIIIIIIIIIMIIIIIIIIMIIIIIIIM 




Db 


2190 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


2249 


Ov 

yy 


3721 


PPTPPTPPATAPATPATPTATAPTPTPPTTPPTPATPPTTPTPPTPTAPPPPAPPPPATP 

X LL X VJVjn invn X wn X \J X nx r\\*. X Vj X VjV— X X V_V_ X Vjn X \J\J X JLULLlOl nL L LLnUuvjLn 1 y 


17ft o 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II 1 II II II II II 1 1 II II II 1 1 1 II 1 III 1 l 1 1 1 1 1 1 1 1 1 




Db 


2250 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


2309 


yy 


17ft1 

J / O X 


PPPPTPT ATPP APPAPPTPPTPPPTTPPP A A AP A AT APPPPAPPTPTPAPPPPTPPP APT 

OLLL luinl VjV^nV_.V_.nVwV_. X v—L- X VwV_V_ X X VJtw»L^nnn\~nn X nuLLunLL 1L1 L*nv^L-L»V_ X OoLrtL X 


1ft 4 0 
.3 O fi U 






1 II 1 1 1 1 1 1 1 M 1 1 II II II 1 1 1 II III 1 II 1 II 1 1 1 II 1 II II 1 II 1 1 MM 1 1 III 1 




Db 


2310 


ACCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


2369 


Ov 

yy 


Iff 41 

O O 1 X 


PTTPTTTATPPPPPAPPTPPTPPTPPPPPPPPPATPPTPTATPPPPPTPPAPPPPPPAAP 

Vj X lul X Inl vJULLLnv-v, 1 v» L 1 UL 1 vjuoOLv-LLLnl vJul ul ft 1 uuuLL 1 LLnLLLLLLnnL 


J _/ v/ VJ 






IMIMMIIMMMIMIIMMIMIIMMIIMMMIIIMIMIIIIIIMII 




Db 


2370 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 


2429 


Ov 


J 7 U 1 


ttptppatppppttpatpppt atppptptpptppattppa amTrrrT^aaparpaTaap 

liLl LV-rtlLLLL 1 X L-nX lrtlouo loiuLl oLrtl X oLftftLvjl L.V-.v_ X brtnLnLLrt 1 nnL- 








MMIMIMMIIMIIIMIMIMIMIIIMIIIIMIIIIIIIMIIIMIMII 




Db 


2430 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


2489 


yy 


1 Q £1 
j^DI 


x 1 nonvjxnn X unnb 1 1 1L1 non X X rtonrturtLrt X rin X uLftblftl 1 X nnnn X LAMuftnuLuvj 


a n o n 
ft u z u 






1 1 1 1 1 f 1 1 1 1 i i r 1 1 1 r 1 1 1 1 1 i j 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2490 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


2549 


yy 


*± \J A X 


PA APA A APPTPPATPAPAPPATPPA APPPPPAPTPPPAPA A APA A ATPP A AP2A aPTfraT 
\J3r\r\\jr\±\t\\j\j X OVjn X ununuLn X L. LnnvjLvjvjLnu X LOOrtOnnrtOnnn X vjvjnnonn\_. X LjV^n. X 


40Q0 
ft U O U 






1 1 1 1 t 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 II II 1 1 II II 1 1 1 II 1 1 1 1 II 1 1 II 1 1 1 1 II II 1 II 1 II 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2550 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


2609 


Qy 


4081 


CATAATATTGATGATCTTTTGC 4102 








II 1 1 1 1 1 II 1 1 II 1 1 II M II 1 




Db 


2610 


CATAATATTGATGATCTTTTGC 2 631 





RESULT 14 
AAS59821 

ID AAS59821 standard; cDNA ; 1888 BP. 
XX 

AC AAS59821; 
XX 

DT 16-JAN-2002 (first entry) 
XX 
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DE Human novel cytokine encoding cDNA 790CIP2B_6 #1. 
XX 

KW Human; ss; cytokine; cell proliferation; cell differentiation; 

KW antiinflammatory; stem cell growth factor; activin; inhibin; cancer; 

KW nervous system disease; neuropathy; Alzheimer's disease; 

KW Parkinson's disease; Huntington's disease; spinal cord disorder; 

KW head trauma; stroke; myeloid cell disorder; lymphoid cell disorder; 

KW platelet disorder; thrombocytopaenia ; stem cell disorder; 

KW aplastic anaemia; tissue regeneration; wound healing; ulcer; 

KW osteoporosis; osteoarthritis; bone degenerative disorder; 

KW periodontal disease; fibrosis; reperfusion; immune disorder; SCID; 

KW severe combined immunodeficiency; infection; autoimmune disorder; 

KW multiple sclerosis; rheumatoid arthritis; diabetes mellitus; allergy; 

KW asthma; coagulation disorder; haemophilia; sepsis; nephritis; 

KW inflammatory bowel disease; food supplement. 

XX 

OS Homo sapiens . 
XX 

PN WO200175093-A1. 
XX 

PD ll-OCT-2001. 
XX 

PF 30-MAR-2001; 2001WO-US010484 . 
XX 

PR 31-MAR-2000; 2000US- 00540217 . 

PR 23-AUG-2000; 2000US- 0064 9167 . 

PR 22-SEP-2000; 2000US- 0066868 0 . 

PR 23-OCT-2000; 2000US- 00695618 . 

PR 30-NOV-2000; 2000US- 0072 8711 . 

PR 14-MAR-2001; 2001US - 00808701 . 
XX 

PA (HYSE-) HYSEQ INC. 
XX 

PI Tang YT, Asundi V, Zhou P, Xue AJ, Ren F, Zhang J, Wang J; 

PI Xu C, Yang Y, Zaho QA, Chen R, Wang D, Goodrich RW, Liu C; 

PI Drmanac RT; 
XX 

DR WPI; 2001-626432/72. 

DR P-PSDB; AAU68529. 
XX 

PT New polypeptides and nucleic acids, useful for diagnosis, treatment of 

PT inflammatory, autoimmune, neurological, myeloid or lymphoid cell, bone 

PT degenerative disorders, cancer and promoting wound healing. 
XX 

PS Claim 1; Page 157-159; 336pp ; English. 
XX 

CC The invention relates to isolated human polypeptides (which may be 

CC cytokines) and the polynucleotides encoding them. The protein is useful 

CC for identifying a compound which binds to it (e.g. modulators, agonists 

CC and antagonists) . The polynucleotides are useful as an array for mismatch 

CC detection. The proteins and nucleic acids are useful as nutritional 

CC sources or supplements. The protein exhibits exhibits activity relating 

CC to cytokine, cell proliferation, cell differentiation, antiinflammatory, 

CC stem cell growth factor activity, immune stimulating or immune 

CC suppressing and activin or inhibin related activities. The proteins (and 

CC antibodies raised against them) and nucleic acids are therefore useful in 

CC the diagnosis and treatment of diseases and disorders such as cancer, 

CC central and peripheral nervous system diseases and neuropathies, 

CC Alzheimer's, Parkinson's disease, Huntington's disease, amyotrophic 

CC lateral sclerosis, spinal cord disorders, head trauma, cerebrovascular 

CC diseases, stroke, myeloid or lymphoid cell disorders, platelet disorders, 
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CC thrombocytopenia, stem cell disorders, aplastic anaemia, for 

CC regeneration of bone, cartilage, tendon, ligament and/or nerve tissue 

CC growth, and in tissue repair, healing of burns, incisions, ulcers, for 

CC treating osteoporosis, osteoarthritis, bone degenerative disorders, or 

CC periodontal disease, lung or liver fibrosis, reperfusion injury in 

CC various tissues, various immune deficiencies and disorders including 

CC severe combined immunodeficiency (SCID) , bacterial or fungal infections, 

CC autoimmune disorders (e.g. multiple sclerosis, rheumatoid arthritis, 

CC diabetes mellitus, myasthenia gravis), allergic reactions and conditions, 

CC such as asthma or other respiratory problems, coagulation disorders, 

CC haemophilia), septic shock, sepsis, arthritis, nephritis and inflammatory 

CC bowel disease, viral infection and are useful in altering bodily 

CC characteristics. The present sequence encodes a novel protein of the 

CC invention 

XX 

SQ Sequence 1888 BP; 646 A; 409 C; 407 G; 426 T; 0 U; 0 Other; 



Query Match 19.1%; Score 1332.8; DB 4; Length 1888; . - - 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 1334; Conservative 0; Mismatches 2; Indels 0; Gaps 0; 



Qy 


l 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


60 






INI III II MM II II II MM III II MM Mil III III III MM III III III II 




Db 


450 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


509 


Qy 


61 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


120 






1 1 1 1 1 1 1 1 1 1 i MM MMMMIMM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


510 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


569 


Qy 


121 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


180 






MM MMMMMM MM MMM M MM M M MM M M M M M M M M M M 




Db 


570 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


629 


Qy 


181 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


240 






MM MMMM M M MM MM M M M M M M MM M M M M M M M M M M 




Db 


630 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


689 


Qy 


241 


AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


300 






MM MMMM M M MMMM M M M M M M MM M M M M M M M M M M 




Db 


690 


AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


749 


Qy 


301 


AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


360 






III MMMMIMM IMIIIIIIIIIIIIMIIIIIMMIMI MM MIMIIMI 




Db 


750 


AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


809 


Qy 


361 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


420 






MMMM MM M M MMMM M M M M M M M M M M M M M M M M M M 




Db 


810 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


869 


Qy 


421 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


480 






MMMM Mill MMMMMMMMIMIMMMMIMIMM MMMM 




Db 


870 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


929 


Qy 


481 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


540 






MMM M MMM MMM M M M M M M M M M MM M M M M M M M MM 




Db 


930 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


989 


Qy 


541 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


600 






III Ml Mill II II MMM Mill II MMMM MMMMIMM Ml MMMM 




Db 


990 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


1049 
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Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 

Db 



6 01 AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACCGCTTCAAGATTTG 660 

I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I ' II II IMMII lllllllllllll 
1050 AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACTGCTTCAAGATTTG 1109 



661 



720 



ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 

I II II II II 1 1 1 II I II II 1 1 1 1 1 1 Illll II 1 1 II II III 1 1 1 1 II 1 1 1 MM II II 1 1 

1110 ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 1169 

721 ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 780 

I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I 
1170 ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 1229 

781 CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 840 

I M II M I II 1 1 1 1 1 1 Ml 1 1 II IMMII III I II II II I II II Ml I II II III II 1 1 

1230 CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 1289 
841 AAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAGGAAATT 900 

li 1 1 II ii in 1 1 1 1 ii umi inn uii iiiiiii II mi mi him uii ii 

1290 AAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAGGAAATT 1349 

901 AAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAACAGAGC 960 

I I I II I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
1350 AAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAACAGAGC 1409 

961 TGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAGACCATA 1020 

III 1 1 1 M II I II 1 1 II Mill I M Mill Mill I II 1 1 II 1 1 1 Ml I II II III II 1 1 

1410 TGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAGACCATA 1469 
1021 GAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTTTATAAA 1080 

I M 1 1 II I III I II 1 1 1 II 1 1 1 II I MM I MM II II M I II II II 1 1 II M III II 1 1 

1470 GAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTTTATAAA 1529 
1081 ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 114 0 

Ml II II II I Ml II 1 1 1 1 1 1 1 II III 1 1 MM I M II M 1 1 1 1 1 II 1 1 II II I II II 1 1 

1530 ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 1589 
1141 GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 1200 

Illll II II I II II 1 1 II I II I II M 1 1 1 MM I II II II I II 1 1 III I II II I MM II 

1590 GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 164 9 
12 01 GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 12 60 

I II M II II 1 1 1 1 1 II 1 1 1 1 II II II I II MM 1 1 1 1 1 M 1 1 1 1 1 Ml Ml Ml II II 1 1 

1650 GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 1709 
12 61 CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 1320 

I M II II II 1 1 1 1 1 II M 1 1 1 1 II II I M I III I II 1 1 II I M 1 1 M 1 1 II III I Ml 1 1 

1710 CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 1769 

1321 GACAAAGAAAAAAAAA 1336 

llllll lllllllll 
1770 GACAAAAAAAAAAAAA 1785 



RESULT 15 
AED08152 

ID AED08152 standard; cDNA; 1888 BP. 
XX 

AC AED08152; 
XX 

DT 17-NOV-2005 (first entry) 
XX 
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DE Human CP140 partial cDNA. 
XX 

KW Immune stimulation; gene therapy; drug screening; transgenic animal; 

KW food; inflammation; antiinflammatory; autoimmune disease; 

KW immunosuppressive; immune disorder; autonomic nervous system disease; 

KW cns-gen.; neurological disease; central nervous system disease; leukemia; 

KW cytostatic; hematological disease; neoplasm; gene; ss; CP140 protein. 

XX 

OS Homo sapiens . 
XX 

FH Key Location/Qualifiers 

FT CDS 450. .1841 

FT /*tag= a 

FT /product= "Human CP140 protein" 
XX 

PN US2005202422-A1. 
XX 

PD 15-SEP-2005. 
XX 

PF 08-NOV-2002; 2002US- 002 91128 . 
XX 

PR 31-MAR-2000; 2000US- 005402 17 . 

PR 30-MAR-2001; 2001WO-US010484 . 
XX 

PA (TANG/) TANG Y T. 

PA (LIUC/) LIU C. 

PA (ASUN/) ASUNDI V. 

PA (CHEN/) CHEN R. 

PA (RENF/) REN F. 

PA (WANG/) WANG D. 

PA (WANG/) WANG J. 

PA (XUCC/) XU C. 

PA (XUEA/) XUE A J. 

PA (YANG/) YANG Y. 

PA (ZHAN/) ZHANG J. 

PA (ZHAO/) ZHAO Q A. 

PA (ZHOU/) ZHOU P. 

PA (GOOD/) GOODRICH R W. 

PA (DRMA/) DRMANAC R T. 

XX 

PI Tang YT, Liu C, Asundi V, Chen R, Ren F, Wang D, Wang J, Xu C; 

PI Xue AJ, Yang Y, Zhang J, Zhao QA, Zhou P, Goodrich RW, Drmanac RT; 
XX 

DR WPI; 2005-618089/63. 

DR P-PSDB; AED08195. 
XX 

PT New isolated polynucleotides, useful for treating, preventing, or 

PT ameliorating, e.g. Alzheimer's disease, Parkinson's disease, Huntington's 

PT disease, amyotrophic lateral sclerosis, or leukemia. 

XX 

PS Claim 1; SEQ ID NO 16; 60pp; English. 
XX 

CC The invention relates to polynucleotides and polypeptides capable of 

CC inducing an immune response. The polynucleotides and proteins are useful 

CC for treating, preventing or ameliorating a medical condition, e.g. 

CC Alzheimer's disease, Parkinson's disease, Huntington's disease, 

CC amyotrophic lateral sclerosis, Shy-Drager syndrome or stroke. The 

CC proteins can be used for treating leukemia, inflammatory disorders and 

CC autoimmune disorders, e.g. multiple sclerosis, rheumatoid arthritis, 

CC diabetes, myasthenia gravis or autoimmune inflammatory eye disease. They 

CC can also be used as nutritional sources and supplements, e.g. as a carbon 
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CC source, nitrogen source or carbohydrate source. The sequences of the 

CC invention are also useful in gene therapy, drug screening and in 

CC production of transgenic animals. The present sequence is the human CP140 

CC partial cDNA of the invention. Note: The sequence data for this patent 

CC did not form part of the printed specification, but was obtained in 

CC electronic format directly from USPTO at 

CC seqdata .uspto .gov/sequence . html?DocID=20050202422 . 

XX 

SQ Sequence 1888 BP; 646 A; 409 C; 407 G; 426 T; 0 U; 0 Other; 



Query Match 19.1%; Score 1332.8; DB 14; Length 1888; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 1334; Conservative 0; Mismatches 2; Indels 0; Gaps 0; 



Qy 


i 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


60 




i i i i i i i i < i i j i i i i i i i i i i i i i i i i i i i i i i i i i i i > i i i i i i i i i i i i i i i i i i i i 

1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




dd 


450 


ATGAAGAAAGGTTCT CAACAAAAAATATTC TC CAAAGC AAAG ATAC CAT CAT CATCTC AC 


509 


Qy 


61 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


120 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 > 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Dd 


510 


m /imo/'^m tv m /"i /i^i tv m /"i tv m /*im 7v m m /~i /~t tv tv m tv m/"t tv tv m m tv /~*\ m /~i tv /"i m m m /^i tv /~i /"-i m m m /-i tv rnrno /"i -tv 

TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


569 


Qy 


121 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


180 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 \ 1 1 1 1 1 1 1 i 1 1 1 i 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


570 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


629 


Qy 


181 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


240 






i l l l l l l 1 l l l l l l l l 1 l l 1 1 1 l i 1 1 1 1 1 1 1 t 1 1 1 1 \ t i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 1 t t 1 

1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


630 


yr tv t\ tv tv tv tv m iv m /^i m m m m /""i /""i ~n ✓^m tv m n tv tv /-i tv rr^ t* t\ tv /"^i -k /"-i /^m^i n mm * /~i tv rYT/"« y** -» y« tv nmm 

GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


689 


Qy 


241 


AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


300 






■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ 1 1 ■ 1 1 1 1 ■■■■ 1 1 1 1 1 1 1 ■■■ 1 1 1 1 ■ ■ 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


690 


■7* t\ m tv m tv mm t\ t\ t\ /~i /r m /T tv mm t\ tv tv tv tv tv m m tv r"im tv tv tv tv /n/n tv m tv tv m m m r~r /~i m mm /~i tv m tv 

AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


749 


Qy 


301 


AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


360 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l 1 1 1 1 1 1 1 1 1 > 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 r 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 




Dd 


750 


tv Tv tv m m m /*i tv tv /*t m m m /~i tv ornfnm tv tv tv /^i tv /T/'-i m/^i /^i tv tv ^t tv tv tv mm m tv tv m tv m tv m m tv /^i tv tv m 

AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


809 


Qy 


361 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


420 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 II II 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 




Dd 


810 


m m /^i /~i tv tv tv tv tv m m/"*t m m tv tv tv /^i mm /T tv tv /~t m iv /^i m /~* tv tv m /~i m /~i tv /~i /i m tv m tv tv mr"inn iv tv m tv tv tv r^i tv mm 

TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


869 


Qy 


421 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


480 






1 1 II 1 1 1 1 1 1 1 II II 1 1 II II 1 1 1 II 1 II 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II 1 1 II 




Db 


870 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


929 


Qy 


481 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


540 






1 1 1 1 1 1 1 III 1 1 1 1 1 1 1 II II 1 1 1 II II 1 1 II II 1 1 II II 1 1 1 II 1 1 1 1 1 1 1 II II II II 




Db 


930 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


989 


Qy 


541 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


600 






1 1 1 1 1 1 1 1 II 1 II 1 II III II III 1 1 II II II 1 1 1 1 II II II 1 1 1 1 1 1 II 1 1 II MM M 




Db 


990 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


1049 


Qy 


601 


AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACCGCTTCAAGATTTG 


660 






MMIMMMMMMMMIMMIMMMIMIMMMMI 1 1 1 1 1 1 1 It 1 1 1 1 




Db 


1050 


AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACTGCTTCAAGATTTG 


1109 


Qy 


661 


ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 


720 






1 1 1 M II 1 Ml 1 1 II 1 II 1 II 1 II II 1 II 1 II 1 1 MMMMIMMMMMI MMM 




Db 


1110 


ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 


1169 
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Qy 


721 


ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 


780 




MIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIIIIIIIIIIMM 




Db 


1170 


ATTTTrrArrTCrGTTCATTGGT^AAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 


1229 


Qy 


781 


CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 


840 




1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 




Db 


1230 


CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 


1289 


Qy 


841 


AAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAGGAAATT 


900 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMIMIIIIIIIIIMM 




Db 


1 Z> 90 




1 "^4 9 


Qy 


901 


AAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAACAGAGC 


960 




Ml 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M II 1 1 1 1 1 ' I 1 ' 1 ! i 1 1 1 1 M 1 




Db 


t o c n 


AAAAATrAAnATAAATTnAATAAATrATTAAAAnAnnAnnrrATnTTArAClAAAPAnAnr 




Qy 


961 


TGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAGACCATA 


1020 




III 1 1 MINI III III III MINI Mill II III MINIMI III III III MINI 




Db 


-L 1 J. \J 


TnTnAnnAArTrAAnAGTGArTTAAArAfAAAAAATnAATTnrTAAAArAnAAGAfTATA 


1 4 69 


Qy 


1021 


GAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTTTATAAA 


1080 




IIIIIIIIIIIMIMIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


1470 


nAATTAAPAroAnrATnTrAnAACirAATATnAGrTnnAArAnnAATTnnrrTTTTATAAA 


1529 


Qy 


1081 


ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 


1140 




1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1530 


ATTGATGCTAAATTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 


1589 


Qy 


1141 


GCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACA 


1200 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMIIIMIIIMIIIIIIIIIIIII 




nh 


1 ^90 

J. _> y u 


nrrrrAnATOAAARrrrTTArATTGnrAAATrrAnATArAAnACJAAATATnTTTnrrArA 


164 9 

J. O *± .7 


Qy 


1201 


GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 


1260 


XJXJ 


X D U 


1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 

nAPAPTTATATTATTP,APAnTnPTPAPPPApTTAPAnATPAAnAAPATnP,APPPAPATPrAA 


17 09 


Pa/ 






i -ion 






1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 III 1 1 1 II 1 1 II II II 1 1 1 II 1 1 1 1 1 1 1 II II II 




Db 


1710 


CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 


1769 


Qy 


1321 


GACAAAGAAAAAAAAA 1336 








MINI MINIMI 




Db 


1770 


GACAAAAAAAAAAAAA 1785 
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Job time : 3908 sees 



SCORE 1,3 BuitdPate: 12/06/2005 



http://es/ScoreAccessWeb/G^ 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663-4... Page 1 of 26 



SCORE SeaiircOu I&osyfe DettaioQs ifm AppDocattoooD 

ILoITODOa 



Score Home Retrieve A p plication SCORE System 
Page List Overview 



SCORE Comments / 
FAQ Suggestions 



This page gives you Search Results detail for the Application 10663433 and Search Result us-10- 
663-433-1. rni. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) _ 1993 - 2006 ..Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



August 15, 2006, 01:43:29 



US-10-663-433-1 
6978 

1 atgaagaaaggttctcaaca. 



r Search time 1160 Seconds 
(without alignments) 
11255.687 Million cell updates/sec 



. agaatgcctcagccagatga 6 978 



I DENT I TY_NUC 

Gapop 10.0 , Gapext 1.0 

1403666 seqs, 935554401 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



2807332 



Post-processing: 



Minimum Match 0% 
Maximum Match 10 0% 
Listing first 45 summaries 



Database : Issued_Patents_NA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/ina/l_COMB . seq: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/ina/5_COMB. seq: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/ina/6A_COMB. seq: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/ina/6B_COMB . seq : * 

5 : /EMC_Celerra_SIDS3/ptodata/2/ina/7_COMB . seq : * 

6 : /EMC_Celerra_SIDS3/ptodata/2/ina/H_COMB.seq:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/ina/PCTUS_COMB . seq: * 

8 : /EMC_Celerra_SIDS3/ptodata/2/ina/PP_COMB. seq: * 

9 : /EMC_Celerra_SIDS3/ptodata/2/ina/RE_COMB.seq: * 

10 : /EMC_Celerra_SIDS3/ptodata/2/ina/backf ilesl . seq: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 
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% 

Result Query 





Score 


Match Length 


UD 


J. u 








Description 




jUIj .ft 


43 


2 


3881 


7 


TTQ - 

U O 


ft Q 


- Q4 Q 

- -?ft y 


-ftl £-7Qftt; 


Sequence 


3905, Ap 


9 

Z 


3 008.6 


43 


1 


3893 


3 


US- 


09 


-949 


U1D J UO 


Sequence 


908, App 


-\ 

S> 


94 f)7 9 


34 


4 


2631 


7 


TTO _ 


i n 


- 1 ft4 
X U fx 


- D4 7 - R9 

U4 / D Z 


Sequence 


52 , Appl 


A 
4 


4 9 9 ft 


6 


1 


499 


o 

j> 


TTQ - 


ft Q 

u y 


- ft 

- O Dfi 


-1 77-797 


Sequence 


333, App 


D 


777 4 
J / j • ft 


5 


4 


375 


o 
z 


TTQ- 


nft 


-74 7 

/ fx «J 


- 9 ft ft - 1 1 
Z U U J. .L 


Sequence 


11, Appl 


D 


79 7 4 


4 


6 


442 


7 


TTQ - 


HQ 
u y 


D 1 J 


_QQQp_9^:ft4 
yyyK- Aovi 


Sequence 


2604, Ap 


1 


J JL o . b 


4 


6 


29574 


-5 
O 


TTC _ 


ft Q 
\jy 


OA Q 

- yft y 


-fti^C I7^c:ft 


Sequence 


12650, A 


o 
o 


Tin C 


4 


6 


x 29574 


o 


TTO 

Uo - 


ft Q 


QA Q 

- y4 y 


-U±b-JLbb4 / 


Sequence 


15647, A 


Q 

y 




4 


5 


315 


O 
Z 


TTC 

Uo - 


ft Q 

Uo 


- /4 j 


- z UU - 1 


Sequence 


1, Appli 


1 U 


"5 1/1 C 


4 


5 


330 


n 
z 


TTC 

Uo - 


ft Q 

Uo 


HA 7 
- /4 O 


o n n c 
- Z UU - D 


Sequence 


5, Appli 


JL 1 


7 ft 9 C 

J u z . b 


4 


3 


784 


ft 


TTC - 


ft Q 
U y 


_ 7 Q 7 
- Z y 1 


-b40-Zi?44 


Sequence 


2944, Ap 


1 7 
1 Z 


9 ft ft 
jUU 


4 


3 


300 


ft 


TTC - 
U O 


ft Q 
\jy 


7 Q 7 
— Zy / 


"Dflo-lDlo 


Sequence 


1518, Ap 


1 7 


7 7 Q 
Z Z o 


3 


3 


228 


Z 


TTQ 
Uo 


ft Q 

U o 


1 A 7 
/ 4 j 


7 ft ft 17 
- Z UU - JL j 


Sequence 


13, Appl 


±4 


7 7/1 /I 
zz4 . 4 


3 


2 


601 


"3 
J 


TTQ 

Uo - 




Q /I Q 


- UXb - JDDlo 


Sequence 


.35518, A 


JL O 


774 4 
Z Z ft . ft 


3 


2 


601 


J 


TTQ - 
U o 


ft Q 


- Q4 Q 

- ytiy 


-ftl £-1 7QA Q7 


Sequence 


138497, 


lb 


1 Q 7 


2 


8 


601 


O 


TTC 

Uo - 


ft Q 

uy 


QA Q 

- y 4 y 


ftIC *3cci /I 
"Ulb-JDO 14 


Sequence 


35514, A 


JL / 


1 Q7 

JL 2 J 


2 


8 


601 


-5 


TTC - 


ft Q 
U y 


- J?4 17 


_ ftl £ _ 1 7 Q /l Q7 

-u±b -±oo4yj 


Sequence 


138493, 


1 ft 
J. o 


1 4 £ 
-L ft b 


2 


1 


146 


9 
Z 


TTQ - 
US" 


ft ft 
u o 


-74 7 
/ 4 j 


- 9 ft ft - 7 

zuu / 


Sequence 


7, Appli 


1 Q 
j. y 


14 1 7 
X.ft ± . Z 


2 


0 


743 


ft 


TTC - 

Uj 


ft Q 
U y 


- 9Q7 


- £4 ft -4 Q7 ft 
- 040 fljj O 


Sequence 


4538, Ap 


9 n 
z u 




1 


9 


601 


7 


TTQ - 
UO 


no 
u y 


- Q4 Q 

«7 ft «7 


-ftl fi-1t:c;i 7 


Sequence 


35513, A 


z J. 


19ft 


1 


9 


601 


7t 
J 


TTQ - 

Uj 


ft Q 

U y 


- Q4 Q 

- y 4 y 


-ftl £-1 1Q/1 Q7 

-u±b-JLjo4yz 


Sequence 


138492, 


9 9 
Z Z 


119 

J. JL j 


1 


6 


113 


9 
Z 


TTC - 
•Uo 


ft ft 
u o 


-74 7 
- / 4 J 


_ 7 ft ft _ Q 

- z u u - y 


Sequence 


9, Appli 


9 7 
Z 3 


119 

J. JL j 


1 


6 


155 


-3 


TTC _ 
UO 


ft Q 
U y 


D1j 


_ QQQP-77777 
-yyy\~-ZZZZ / 


Sequence 


22227, A 


9/1 
Z ft 


ft ft £ 


1 


3 


7218 


7 
Z 


TTC - 
UO 


ft ft 


-777 
- Z o Z 


-4 £7 - 1 4 
- ft DO - ±4 


Sequence 


14, Appl 


9 ^ 
Z D 


7ft 9 
/ o . z 


1 


1 


3489 


Z 


TTC- 
UO 


ft ft 
u o 


-79ft 
- / Z O 


- 7 9 7 a - 1 


Sequence 


1, Appli 


9 £ 
Z D 


7ft 7 

/ o * z 


1 


1 


3489 


*3 


TTC 
UO 


ft Q 
U y 


9 Q ft 

z y O 




Sequence 


1, Appli 


9 7 
Z / 


7 ft 7 
/ O > Z 


1 


1 


3489 


O 


TTC - 
Uj 


ft Q 
U y 


— 41ft 
4 J. U 


_ 7 QQ 1 
- 3yy - JL 


Sequence 


1, Appli 


7 Q 
Z O 


7 Q 7 
/ O . Z 


1 


1 


3489 


O 


TTC 

Uo - 


ft Q 


- o y 4 


7 7 7 1 

- z / o - ± 


Sequence 


1, Appli 


9 Q 
Z 


7 ft 7 
/ o . z 


1 


1 


32207 


9 
Z 


TTC - 
Uj 


ft ft 
u o 


-77ft 


- 7 7Q _ 9 ft 
-J / -7 " Z U 


Sequence 


20, Appl 


6 U 


7 Q 7 
/ O . Z 


1 


1 


32207 


•5 
-J 


TTC 

Uo - 


ft Q 

Uo 


- / D / 


/- /T Q t\ Oft 

-bbyA-zU 


Sequence 


20, Appl 


-5 1 


7 Q 7 
/ O . Z 


1 


1 


32207 


-3 


TTC 

Uo - 


ft Q 

uy 


- Z J U 


j / iA- Z U 


Sequence 


20, Appl 


7 9 
-5 z 


bo.o 


1 


0 


612 


-j 


TTC 

Uo - 


ft Q 

uy 


Q ft 7 

- y Uz 




Sequence 


1357, Ap 


J o 


b d 


0 


9 


1039 


•3 
Z> 


TTQ 

Uo - 


ft Q 

uy 


Q ft 7 

- y uz 


c;/i ft 1 7 Q ft 
- d4 U - JLz o U 


Sequence 


1280, Ap 


7 A 
o 4 


b ft 


0 


9 


918 


o 

-J 


TTC _ 
Uo 


ft Q 

U y 


7 zl Q 
- Z 4 O 


-7QCA-AQQ7 

- / y b a- 4 o y J 


Sequence 


4893, Ap 


O D 


CI Q 

OJ . o 


0 


9 


920 


"3 


TTC 

Uo - 


ft Q 

uy 


7 7ft 
- Z / U 


nan 1 fto r\c 
- /O / -JLUoUb 


Sequence 


10806, A 


7 £ 


Q C 


0 


9 


2169 


•3 


TTC 
Uo ~ 


ft Q 

u y 


- 4 Jft 


A ft Q 7 
- 4 Uo - o 


Sequence 


3, Appli 


7 9 


c: q 


0 


8 


1298 


O 
-3 


TTC - 
UO 


ft Q 

u y 


- i?4 J7 


ft 1 C A 1 7 7 
-UJLb-4JLZJ 


Sequence 


4123, Ap 


9 ft 
■J O 


3 D 


0 


8 


614 


-3 


TTQ - 
UO 


ftp 
u y 


- Q ft9 

-7 U Z 


- c ;4ft-171ft 
Off U J. J ± O 


Sequence 


1318, Ap 


39 


54 


0 


8 


54 


2 


US- 


08 


-743 


-200-3 


Sequence 


3, Appli 


40 


53 .4 


0 


8 


1141 


3 


us- 


09 


-806 


-708B-22 


Sequence 


22, Appl 


41 


52 .4 


0 


8 


5893 


2 


us- 


08 


-592 


-126-54 


Sequence 


54, Appl 


42 


52 .4 


0 


8 


5893 


2 


us- 


08 


-687 


-080-44 


Sequence 


44, Appl 


43 


52 .4 


0 


8 


5893 


3 


us- 


09 


-168 


-595-54 


Sequence 


54, Appl 


44 


52 


0 


7 


32392 


3 


us- 


09 


-662 


-254B-27 


Sequence 


27, Appl 


45 


51.8 


0 


7 


248 


3 


us- 


09 


-270 


-767-26275 


Sequence 


26275, A 



ALIGNMENTS 



RESULT 1 

US-09-949-016-3905 

; Sequence 3905, Application US/09949016 
; Patent No. 6812339 
; GENERAL INFORMATION: 

; APPLICANT: VENTER, J. Craig et al . 

; TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 
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TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
FILE REFERENCE: CL001307 

CURRENT APPLICATION NUMBER: US/09/949,016 
CURRENT FILING DATE: 2000-04-14 
PRIOR APPLICATION NUMBER: 60/241,755 
PRIOR FILING DATE: 2000-10-20 
PRIOR APPLICATION NUMBER: 60/237,768 
PRIOR FILING DATE: 2000-10-03 
PRIOR APPLICATION NUMBER: 60/231,498 
PRIOR FILING DATE: 2000-09-08 
NUMBER OF SEQ ID NOS : 207012 
SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 3905 
LENGTH: 3881 
TYPE: DNA 
ORGANISM: Human 
US-09-949-016-3905 

Query" Match 43.2%; Score 3013,4; DB 3; Length 3881; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 3014; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 3 964 GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 4023 

I I II II I II I I I I II II II I I I I I II II II I II III I I I I II II II II II II I I I I I I I I 
Db 443 GAGAATGAAGTTTCT AGATTAGAAGACATAATGC AGCATTTAAAATCAAAGAAGCGGGAA 502 

Qy 4024 GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 4 083 

1 1 II II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 II MM 1 1 1 1 1 1 1 1 

Db 503 GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 562 

Qy 4084 AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 4143 

MM III 1 1 1 1 1 1 II M II II Ml II II II 1 1 II II 1 1 1 1 M II M II II M 1 1 1 1 1 1 1 1 

Db 563 AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 622 

Qy 4144 AGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGTCTT 4203 

II 1 1 II M I M 1 1 1 1 1 M M i I M II M M M I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 

Db 623 AGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTAGAGAGTCTT 682 

Qy 42 04 ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 4263 

1 1 1 1 Ml M 1 1 1 1 II II 1 1 M II I II 1 1 II 1 1 MM 1 1 1 1 1 II I II II 1 1 1 1 1 1 1 1 Ml I 

Db 683 ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 742 

Qy 42 64 GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 4323 

I Ml 1 1 1 1 1 1 1 1 1 II II II II III II 1 1 II II II II 1 1 1 1 1 1 II II M II 1 1 M 1 1 II 1 1 

Db 743 GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 802 

Qy 4324 CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 43 83 

I II M M 1 1 1 1 II 1 1 II II II III 1 1 II II II M II 1 1 1 1 1 1 1 1 II M II 1 1 II II 1 1 II 

Db 8 03 CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 862 

Qy 4384 AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 4443 

* 1 1 1 1 1 M I I 1 1 I 1 1 1 II 1 1 M I II II I II I 1 1 1 1 1 1 M 1 1 1 1 1 1 II M 1 1 1 1 1 1 II II 1 1 

Db 863 AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 922 

Qy 4444 AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 4503 

I II I II 1 1 1 1 1 1 1 1 1 II II MIMI I II II Ml I II II I II 1 1 1 II 1 1 II II II 1 1 1 1 1 1 

Db 923 AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 982 

Qy 4504 CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 4563 

Ml I Ml 1 1 1 1 1 1 1 1 II II II M 1 1 1 II II II 1 1 II II 1 1 1 1 II II II Mill M 1 1 1 1 1 

Db 983 CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 1042 
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Qy 

Db 
Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 



4564 ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 4623 

| | M | M M M | | | | | | M l l M l M M M M l l M M Ml l l M l l l M M l l l l l l l l 

1043 ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 1102 

4624 AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 4683 

I II I I MM I I I I I I I I I I I MM I I I I II I I I I I I II II II I III I II II I II II I II I 
1103 AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 1162 

4684 GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 4743 

I II II II 1 1 1 M 1 1 1 II 1 1 1 1 II I Ml Ml 1 1 1 Ml II II II II II II I II I II II 1 1 M 

1163 GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 1222 
4744 CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 48 03 

I II III I II M 1 1 1 1 1 Ml 1 1 1 II II II 1 1 II 1 1 1 III II II II 1 1 M I III 1 1 1 M 1 1 1 

1223 CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 1282 
4804 CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 4863 

II I MM II M 1 1 1 1 M II 1 1 Ml MM 1 1 1 II I II II Mill II Mill II I II 1 1 1 1 1 

1283 CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 1342 
4864 GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 4923 

II Ml II II II I II II Ml I II II III II 1 1 II I II II Mill II II 1 1 1 II I II 1 1 1 1 1 

1343 GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 14 02 
4924 ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 4983 

I MM M II III 1 1 1 1 1 II I II Mill 1 1 M 1 1 1 MM II I M MM I II II I II I III I 

14 03 ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 14 62 
4984 CAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 5043 

I II II II 1 1 1 1 1 1 1 1 II 1 1 II I II II MM 1 1 1 1 II MIMI 1 1 1 M II II M II I II 1 1 

14 63 CAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 1522 
5044 GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATT 5103 

I II 1 1 1 1 1 1 1 1 1 II I II 1 1 1 1 II 1 1 1 II 1 1 II 1 1 1 1 1 1 II I M II 1 1 1 1 1 1 1 II I M M I 

1523 GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATT 1582 
5104 CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 5163 

IMIMI MM 1 1 II 1 1 M 1 1 Mill I II 1 1 1 1 1 1 1 II II Mill Ml III 1 1 II 1 1 II I 

1583 CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 1642 
5164 AGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 5223 

I II II II II 1 1 1 1 1 1 M II 1 1 MIMI II M 1 1 1 1 III II II Ml Ml II 1 1 1 II I II II 

1643 AGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 1702 
5224 AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 5283 

I II II MIMI 1 1 M 1 1 1 1 1 1 1 II II II III 1 1 1 M II II Mill Mill M Ml M 1 1 1 

1703 AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 1762 
5284 GAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGT 5343 

I I Ml I III M 1 1 M 1 1 II II I MM III II I II M MM II II MM II II Ml 1 1 1 II 

1763 GAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGT 1822 
5344 GTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 54 03 

MMMMMMMMIM MIMMMMMM MMMMMMMMMMMM II 

1823 GTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 1882 
54 04 AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 54 63 

1 1 1 1 1 II II II 1 1 1 1 1 1 1 1 M I II 1 1 II I II I II 1 1 II Ml 1 1 1 II MM II I III II M 

1883 AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 1942 



http://es/ScoreAccessWeW^ 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663-4... Page 5 of 26 



wy 




TP A A APTTAna A A APTTPPAATTPAATPTP APA A A APTPP APPAPPA APTAPAPPA BPTA 








IIIIIII Ml II II MM III II II III 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II II II MINIUM 




Db 


1943 


TCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 


2002 


wy 


RR94 


AAPAPAPAPAAPTTPTPAPTPPATAAPPAPATTTPAPPAATPPAAPAPPAPPTPPAAPAA 


J JO J 




1 1 1 II 1 1 1 II 1 II IIMM II Ml II 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 II II II II 1 1 1 1 M II 




Db 


2003 


AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 


2062 


P\7 

wy 


D 3 O *± 


A A APPAPAAPPAPTAAAPTPAPTPPAPPAPPA APTAPPTA ATPTPPA APAPPATTTPA AP 


c;fi4 i 




Illllll III M 1 1 1 1 II 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 llllll MM MINI 




Db 


2063 


AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 


2122 


wy 


o o *± *± 


PTAPPA A AAPAPPAPPTPPTTPAPAPPAPPAAPPATPAPPATPTPTTPPTPAPTPAPPAP 






MIMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIMIIIIIIMIIIIMIIIM 




Db 


2123 


CTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAG 


2182 


wy 


D / Uf± 


APPPP APTPP APA APPAPATP APTPA ATPPPP A A ATAPPTTTPA APAPTPTP APA A APA A 


J/OJ 




iiiiiii mi i iiiiiiiiiMii iiiiiiiiii iiiiiii iii ii ii ijiiii ii ii ii 




Db 


2183 


ACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAA 


2242 


Pw 

wy 


^"7 £4 


PAPPAPAPA A A APA APA APA APTTP A APTPPTTP AP A ATP AP ATTP A APA A A APA APPTP 


DO Z 3 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIII 




Db 


2243 


GAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTC 


2302 


wy 


^094 


A AAPTAPTPPAAPAAPAA ATPATPTTTPAPAPAPTPP APA AAPAPAPAPA A APTPA APA A 


Rft ft 7 




Ml MM MM IIIIIII MM Ml III II III MM III IIIIIIIIII II MM II II 




Db 


2303 


AAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAA 


2362 


wy 


^ft ft4 
D o o *± 


APPA A ATT APA A APPAPTA A APTPAP APTP A APPAPP A AP APP APP APPTPP A A AAPPA A 








1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 ! 1 1 1 1 1 i 1 E 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 E E 1 1 1 1 1 




Db 


2363 


AGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAA 


2422 


Qy 


5944 


TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 


6003 






II II II 1 II 1 1 II II 1 1 M 1 1 1 1 1 II M M 1 II 1 1 1 1 1 1 II II 1 1 M M II 1 II 1 1 M 1 1 




Db 


2423 


TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 


2482 


(~\\r 

wy 


and a 
b U U*± 


PnTPTTSPP A nTHTPPBrPS AP , aP l r l 7S.r' , A CC^C CTC^C AP7\PPPTPPAPA AP , AP , AP 1 T i r ir PP 1 P' 
Lvjlbl 1 AbbAL ILi bj^AljUAAbrAVjvjAUAtjU 1 Ibl oAbiAoUL, 1 Vjb»AbiAAVjAL.AL. 1L1LL 


oUbo 


Db 


2483 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

CGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCC 


2542 


wy 


£ n £ 4 


PA A APTZl A APPPP APPTTTP APA A APPP AC HA Pf A A TTPPTPP AHA A aTPSPPTPlPPTP 
LMAL 1 AAALbbbAbL ill LAbAAAbbbAbLAbbAA 1 1 1 bbAbAAA 1 L»Abrbj 1 oAbiL. 1 \j 








Ml II 1 1 1 1 II 1 III II 1 II 1 1 1 1 Mill IIMM II II 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M 




Db 


2543 


CaAACTaAACGGCAGCTTTCAGaAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTG 


2602 


0\7 

wy 


1 94 


TTPPPPPTPPAPA A APAPPPAP ATTPT ATP APPPPAP APTTP APPPTTPTPPPP A APP AP 


OIOj 






III MM MM MM Ml MM IIMM Mill Mill IIMM MM IMMMIMM 




Db 


2603 


TTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAG 


2662 


wy 


61 ft4 


TTPTTPAPAPA A APA A APA A APPTP APA APP APPTPPPPAPPPTPA APPA APPAPTTA AP 


O <& ft j 






II MINIM IIIIIIMIMIIIIIMIIIIMMIIIIIIMIIIIIIIMIIIIII 




Db 


2663 


TTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAG 


2722 


H\7 

wy 


6944 


A TPPAPPPPAPPP APPTPP APA A A A APPTTPTTP APP A A A A A P APP APA AP APPTPP AT A 


DjUj 






III MM MM MM III IMMMIMM III IMMIIMM MM MM MM MM 




Db 


2723 


ATCCAGCGGAGCCAGCTGGAGAAAaACCTTCTTGAGCAAAaACAGGAGaACAGCTGCATA 


2782 


Qy 


6304 


CAaAAGGaaATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 


6363 






IIIIIIIIII Ml III Mill II 1 II 1 1 Ml Ml 1 II 1 M Ml 




Db 


2783 


CaaAAGGaAATGGCAACaATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 


2842 


Qy 


6364 


ctgatgaaggagctcaaccagatgcagtatgagtacacggagctcaagaaacagatggca 


6423 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585793&ItemName=ois... 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663-4... Page 6 of 26 



MIIIIIIMIIIIIIIIIIIIIMIIIIIIIIMIIIIIIIIIIIMIMIIIIIIIII 

CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 2902 



Db 


2843 


CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTLAAGAAACAGATGGCA 


2902 


Qy 


6424 


AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAA 


6483 






Ml 1 1 1 1 1 II 1 1 1 II 1 1 II 1 1 II 1 1 1 II II 1 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II II 




Db 


2903 


AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGLAArGAGGACACTTAAA 


2962 


Qy 


6484 


TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 


6543 




1 II 1 II 1 1 II 1 1 1 II 1 1 II 1 1 II II 1 II II 1 1 II II II II II II II 1 1 1 1 1 1 1 1 1 1 II II 




Db 


2963 


TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 


3022 


Qy 


6544 


CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 


6603 




III III Mill II II 1 III INI III MM MM II MM INI MM III III MUM 




Db 


3023 


CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 


3082 


Qy 


6604 


AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 


6663 




III 1 III Ml! M II II ill 1 II II Mill II M M M IM M 1 M II MM II M MM 




Db 


3083 


Tk. /"i m m /"T > a y*i tv /"l tv tv /'-t /~i m fT> /"i tv i i ii i ii m tv /"i/"t tv mr"i tv tv m/"i tv /"t /~% tv /"i/"immmm/^ , i tv tv tv tv tv tv tv /'h ■ i/"r tv tv ^t 

AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 


3142 


Qy 


6664 


TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 


6723 




1 II 1 II 1 II II 1 1 1 1 II II 1 1 1 1 II 1 INI 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


3143 


mm mm /*i /"t/"t tv tv /**im m /~i tv tv m tv tv m/T/ - ! tv m^T tv tv /T tv ^t m/~i /*t /^/*im/ F ^ tv /—i tv tv /*i tv x"t m /T ^"i/*^ ^1^1 tv /"i tv tv tv om/'i 

TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 


3202 


Qy 


6724 


CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 


6783 






1 MMM II MM II MM III MM MIMIII II MM II II Ml II II MM III II 




Db 


3203 


m Tv /"i /^i /~i /"i /^i tv tv /~i tv /^i y^i tv /-y m ti tv y^i /~i /*-» /"i tv tv m /"i tv ^1 tv /^rti ^im ti m /T m tv tv /t tv tv /*t /"^i tv tv tv 

CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 


3262 


Qy 


6784 


GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 


6843 






1 II 1 1 II M Ml 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 Ml 1 1 1 1 1 1 II II II M 1 1 Ml 1 1 II 1 M 1 1 




Db 


3263 


m tv rtrm tv tv mm tv tv tv tv tv tv ^* /*i /"t ^-i tv tv tv y^r tv /r/ , iy p *i /""i -jx /*immm tv /"i tv a*i tv /•** m m m tv tv tv /^i tv tv /-^ m tv 

GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 


3322 


Qy 


6844 


GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 


6903 






1 1 1 II II II II II II 1 1 II 1 1 1 II 1 1 1 II II 1 1 1 1 1 1 III II 1 1 1 II 1 1 II 1 M II II II 




Db 


3323 


GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 


3382 


Qy 


6904 


TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 


6963 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 i 1 1 1 1 1 1 i 1 1 t 1 i 1 1 1 1 1 1 1 1 1 1 1 

1 II 1 1 II 1 II 1 1 M II 1 M 1 1 1 1 1 M M 1 1 II M 1 M II 1 1 1 1 1 1 II 1 1 1 1 II M 1 M M 




Db 


3383 


TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 


3442 


Qy 


6964 


GCCTCAGCCAGATGA 6978 




Db 


3443 


1 1 1 II II 1 1 II II 1 1 
GCCTCAGCCAGATGA 34 57 




RESULT 


2 






US-09- 


949-016 


-908 
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Patent No. 6812339 
GENERAL INFORMATION: 
APPLICANT: VENTER, J. Craig et al . 

TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
FILE REFERENCE: CL001307 

CURRENT APPLICATION NUMBER: US/09/949,016 

CURRENT FILING DATE: 2000-04-14 

PRIOR APPLICATION NUMBER: 60/241,755 

PRIOR FILING DATE: 2000-10-20 

PRIOR APPLICATION NUMBER: 60/237,768 

PRIOR FILING DATE: 2000-10-03 

PRIOR APPLICATION NUMBER: 60/231,498 

PRIOR FILING DATE: 2000-09-08 
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; NUMBER OF SEQ ID NOS : 207012 

SOFTWARE : FastSEQ for Windows Version 4.0 
; SEQ ID NO 908 

LENGTH: 3 893 

TYPE: DNA 

ORGANISM: Human 
US-09-949-016-908 



Query Match 43.1%; 
Best Local Similarity 99.9%; 
Matches 3011; Conservative 



Score 3008.6; 
Pred. No. 0; ' 
0; Mismatches 



DB 3; Length 3893; 

4; Indels 0; Gaps 



0; 



Qy 3964 GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 4023 

I I I I I II I I I I I I I I I I I I I I I I I I I I I I II I II I I I I I II I I I I I II I I I II I II II I I 

Db 443 GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 502 

Qy 4024 GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 4 083 

I I I INI I I I I II II I I II I I I I I II II I I I I I I II I I I I II I I II II I I! I I I h I I I I 

Db 503 GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 562 



Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 



4084 AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 4143 

I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I II II I I I I I I I I I I I I II I I 
AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 



563 



622 



4144 AGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGTCTT 4203 

I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

AGAACTGTCCAGAAACGTCAACGGCAAAAGGACTTCATTGATGGAAATGTAGAGAGTCTT 



623 



682 



42 04 ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 4263 

1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II 1 1 1 1 1 II II M II I II I M 1 1 II 1 1 1 1 1 1 1 1 1 II II 1 1 II I 

683 ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 742 
42 64 GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 4323 

1 1 1 1 1 II 1 1 III I II 1 1 1 1 II 1 1 Ml II II 1 1 1 1 1 1 1 1 1 Ml M 1 1 II I M II II 1 1 II I 

743 GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 802 
4324 CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 4383 

I III II 1 1 1 II 1 1 II 1 1 II I M II II II II III II I Ml Ml II II 1 1 1 MM 1 1 1 MM 

CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 



803 



862 



43 84 AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 4443 

I II M II 1 1 M 1 1 III II 1 1 III MM Mill 1 1 1 1 M I MM II I II I Ml I M M II I 

863 AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 922 

4444 AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 4 503 

MM II II Ml 1 1 II 1 1 1 1 1 MM II II MM III I M 1 1 II 1 1 1 1 1 1 MM 1 1 M 1 1 1 

923 AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 982 

4504 CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 4 563 

Ml II 1 1 1 Ml II 1 1 II 1 1 MM Ml II M Mill I II II 1 1 1 M 1 1 M Ml I M II M I 

C AGGCTGATGCAAAGGATTTGGAGCAGCAC AAAATC AAGC AAGAAGAAATCTTGAAAGAA 1042 



983 



4623 



4564 ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 

I II II II 1 1 Ml 1 1 1 II 1 1 II II Mill M II Ml I M 1 1 1 II M I II M III I II MM 

1043 ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 1102 
4624 AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 4683 

Ml II II II M II M M 1 1 MM III II MM M M II III 1 1 II I II I MM II M M I 

1103 AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 1162 
4684 GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 4743 
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Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 



I II II II II I II 1 1 1 II 1 1 II 1 1 III II II 1 1 1 1 1 1 II II 1 1 1 1 II 1 1 1 II I II II I Ml 

1163 GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 



1222 



4744 CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 4 803 

I II I I I I I I I I I I I I III I II I I II I I I I I I I I I I I I I II I I I I I I I II I I I I I I I I I I I 

1223 CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 12 82 

48 04 CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 4 863 

III I II I II I I I I I I II I I II II II I I I II I I I II I II II I I I I II I I I I I I II II I I I I 
1283 CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 1342 

4864 GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 4923 

I II I I I I I I I I I I I I II I I II I I II I I I I I I I I I I I I I III I I I I I I I I I I I I I I I I I I I 

1343 GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 14 02 

4924 ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 4983 

III Mill II Ml Illlllllllllllllllll INI Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 

14 03 ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 1462 
4984 CAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 5043 

Mill I III I Ml 1 1 II II II I II 1 1 II II 1 1 1 M I MM 1 1 1 1 III 1 1 1 II MM 1 1 1 1 

1463 CAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 1522 
5044 GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATT 5103 

III II I III II II 1 1 II I II MM II MM I MM I II II II 1 1 II II III MIIMM 

GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTACAGAATATT 



1523 



1582 



5104 CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 5163 

• Ml 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 1 II II II 1 1 1 1 1 II I II II II 1 1 II II 1 1 1 1 II II 1 1 1 1 

1583 CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 1642 



5164 



5223 



AGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 

III I I I I II I I I I I I I I I I I I I II II II I I I I I I I I I I II II I I I I II II II I I II I I I I 
1643 AGGGT ATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 1702 



5224 



5283 



AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 

Ml II I III 1 1 II 1 1 II II 1 1 1 II MM II 1 1 1 1 1 1 1 1 II II 1 1 II II II III I II 1 1 II 

1703 AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 1762 
5284 GAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGT 5343 

III II 1 1 M 1 1 1 1 1 1 1 Ml 1 1 1 II II II 1 1 1 1 1 1 1 1 1 1 II III 1 1 1 MM II 1 1 M 1 1 1 1 

1763 GAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATGGTGT 1822 
5344 GTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 54 03 

Mill II M 1 1 1 1 II II II 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II Ml 1 1 1 II II 1 1 1 1 1 1 II 

1823 GTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 1882 
5404 AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 54 63 

Mill II M M M 1 1 1 1 1 1 MM MM M 1 1 1 1 M 1 1 M M Ml I M MMI I M I M 1 1 

AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 



1883 



1942 



54 64 TCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 5523 

MIIIIIMMMIIIIMI MUM MM 1 1 II 1 1 1 1 1 II 1 1 II 1 1 II II 1 1 1 II 1 1 1 

1943 TCAAACTTAGAAAAGTTGGATTTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 2002 



5524 



5583 



AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 

I MM II II II II 1 1 1 II 1 1 1 III III I Ml I II 1 1 1 1 1 1 II 1 1 M 1 1 II Ml 1 1 II 1 1 1 

2003 AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 2062 



5584 AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 

II I II 1 1 II 1 1 M II 1 1 1 1 Mill III I II II II II II II 1 1 1 1 II 1 1 II II M II I M I 



5643 
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Db 


2063 


AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 


2122 




R £44 

J D 1 1 


ptappaa aapappapptppttpapappappaappatpappatptpttpptpaptpappap 


5703 




1 II 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 II II II II M 1 II II 1 1 1 II II II II 1 II 1 1 1 1 1 1! 1 1 




Db 


2123 


CTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAG 


2182 


f)V 

yy 


5704 


APPppAPTpPAPAAPPAPATPAPTPAATPPPPAAATAPPTTTPAAPAPTnTPAPAAAPAA 


5763 




MM MINIMI II II III MINI MM II III MINIMI MM III II III MM 




Db 


2183 


ACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAA 


2242 


yy 


"^7 £4 


PAPPAPAPA A A APAAPAAPAAPTTPAAPTPPTTPAPAATPAPATTPAAPAAAAPAAPPTP 

OttVjVjttVjttv_rtx\ttttV_ iArtV^riri^.riri^. 1 J. \^r\rtVj X Uv X X X vjriwrt 1 X Ott^VjttjttttttV_ttttVjV_ X V_ 






Ill 1 1 1 II 1 1 1 1 1 1 1 II II 1 1 Mill II 1 1 II 1 II II 1 II 1 1 II 1 1 II 1 II 1 1 1 1 1 II 1 1 




Db 


2243 


GAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTC 


2302 


wy 


^8 94 


AAAPTAPTPPAAPAAPAAATPATPTTTPAPAPAPTPPAPAAAPAPAPAPAAAPTPAAPAA 

r\f\r\\ X no X L L/irlUrtnUfirirt X VJtt X Vj X X X v— ,£Aw/Aw.rW-, X V_ V_ttVjtttt-ttVJttOttVjttVj.M_ttttVj X \j/lrt\Jrtrt 


J o O J 




III II 1 II 1 1 II M 1 1 II 1 II 1 1 1 1 III III 1 1 1 1 1 1 1 1 II 1 1 1 MIMMMIIMI 




Db 


2303 


AAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAA 


2362 


yy 




APPA A ATT AHA A APPAPTA A APTPAP APTPA APPAPP A APAPPAPPAPPTPPA A A APPA A 
ttoLtttttt X X n\Jt\J-\f-\. v_ \—r\\J X nt\r\\j X Vjttv_ttV_ X vjttttvjV_^vjV_tt^v_ttvjv_ttv_V^ttvjv_ X uunrtrtnuonn 


RQ4 




III II 1 II 1 1 1 1 1 1 1 1 1 II Ml II II II II II 1 1 II II II II II 1 1 1 1 1 II 1 1 1 II 1 1 1 1 




Db 


2363 


AGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAA 


2422 


wy 


RQ44 


TTAAPAPAPPAPAAAAPPAAAPTPPAPPAAPTPPTPTPAAAPPTPPTPPPAPPTPAAPAP 

X X /IrtUrturtU V^ttVjtt-tt^_ttvJJ V^tttt_tt\_ x VjOtt.^-. V_/-\ttVJ X vJJV_ X V_ X ^rtrt-rt.VjVj X vj\^ X VjVJJV_.rt.vj V- X VjttttVjttVj 


fifing 

D U \s J 




Mill Ml II 1 II II 1 1 II Mill IMMMI 1 III MINI II 1 1 II II Ml 1 II MM 




Db 


2423 


TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 


2482 


yy 


£004 


PPTPTTAPPAPTPTPPAPPAAPAPPAPAPPTPPTPTPAPAPPPTPPAPAAPAPAPTPTPP 

LuJIUX X ttVJVj.ttV_ X V_ X VJJV rtOUiirturtUurtUrtUv? X OvJ X X VJtt VJtt VJV- • V_ X VJOttVJttJttVJttV_tt V_ 


6063 




II 1 II II 1 II 1 1 1 1 1 II 1 II II 1 1 1 1 II II 1 1 1 M II II M 1 II 1 1 M II II 1 1 II 1 1 M 




Db 


2483 


CGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCC 


2542 


yy 


£0£4 
o u o *± 


PAAAPTAAAPPPPAPPTTTPAPAAAPPPAPPAPPAATTPPTPPAPAAATPAPPTPAPPTP 

V^/orxrVV_ X ttJAttV_VJVjV_ttVJV_ XXX V— rtOrtrtrtVJOO^VJiV^rt\jV_.rtJ-l X X VJVJ X VJVJrt.vJrt-rtrt X ^nVJVJ X unOL. X Vj 


£19^ 

U X ^ -J 




1 II II II 1 M 1 II 1 1 II II II 1 II Mill 1 II II II II II II II 1 1 M M M 1 1 M 1 1 II 




Db 


2543 


CAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTG 


2602 


yy 


£1 94 


TTPPPPPTPPAPA A APAPPPAPATTPTATPAPPPPAPAPTTPAPPPTTPTPPPPAAPPAP 

X 1 VjjVjV_<—V_ 1 V_ V^ttVjJtt-tt^VjJtt VjVJ ^rtkjrt 1 X V_ X tt X VjttvjVjVjv_tt.vjttV_ X X V^rtVjiV-V^ X i L 1 


£1 ft"} 




IIIIIIMIMIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIMIIIIIIIIIIIIII 




Db 


2603 


TTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAG 


2662 


yy 


D X Oft 


TTPTTda nap a aapaaapa zi z\ppTPZ\pa ariparinTn^pra^pr'Trja appa app aptt& ap 

1 1L1 1 ott.v_ttvjtttt/4vjtt>ittvjtt/4ttvjv_ X vjttvjtt/\vj v_tt. VjVj X kj0L.V-.i4vjL.V_ 1 Vjtt/\vjvjtt>ivjv_ttv_ 1 X i\r\\J 


£ 9 4*5 




MUM IMMMI II 1 1 Mill 1 1 II 1 1 II 1 1 1 1 II II II 1 1 1 1 M II 1 MM 1 III 1 




Db 


2663 


TTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAG 


2722 


yy 


£944 


ATPPAPPPPAPPPAPPTPPAPA A& A ZiPPTTPTTPAPPA A A A APAPPAPA A PAPPTPP AT A 
tt X v_V_ttvjv_vjvjttVjV_v_.ttvjV_ X \j\jf\\jr\r\r\±\f\\~.\*. 1 1 Vj.rtVj V_ttJT^AttJAV_ttVjOttVjj.rtrt.V-.rt,VJ^_ X V-3v_rt X tt 


O J U J 




1 II M II 1 1 II 1 1 1 1 II M II MM 1 II II II II 1 1 II 1 1 II II II II II II II 1 1 II 1 1 




Db 


2723 


ATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATA 


2782 


yy 


£*} 04 


PAAAAPPAAATPPPAAPAATTPAAPTPPTAPPPPAPPAPAAPPATPAPPPPPPPAPPPPP 

V_ttrttt^VjVJtttttt.X VjVjV_rttt.v_rttt X X VjttrtV_ X VjVj X rivj V. V- V»riO Ortv,riri V- V. A X OttOV_OV_\jV_V_ttVjVjV_VjV_ 


£"} £"* 




IMMMI MM 1 MM 1 1 II 1 1 II II 1 1 II 1 1 II M M M M MIMIIMI 




Db 


2783 


CAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 


2842 


Qy 


6364 


CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 


6423 




II 1 II 1 1 1 II 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 II II II 1 1 II II II 1 1 II 1 II 1 1 1 




Db 


2843 


CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 


2902 


yy 


£4 94 


A APPA A A A APATTTPPAPAPAAPAPA A ATPPA A ATPAPTPATPPA ATP APPAPAPTT A A A 

rlriV- \^f\f\r\r\f\\Jf\ XXX VJVj/\Or4VartjrtvjMV_i4J-Lri X vjurtriri X V_.tt.Vj X Vjtt X VjV_tttt X Vjtt.Vjvjtt.V_tt.V_ X X rttttt. 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 


£4 ft ^ 


Db 


2903 


II 1 II M M II II 1 1 1 M M II M 1 M M II 1 1 M M M 1 M II 1 II 1 M M M M 1 M 1 

AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAA 


2962 


Qy 


6484 


TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 


6543 




MIMI IMMMI 1 1 II 1 II 1 1 1 III 1 1 1 II 1 1 II 1 1 1 III 1 1 II 1 1 II MINIM 




Db 


2963 


TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 


3022 
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Qy 

Db 

Qy 

Db 
Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 



6544 CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 6603 

II I I I I I I I I I I I I I I I I I II I II Ml I I I II I I I I II II II II II I I I I II MM II I I 
3023 CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 3082 

66 04 AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 6663 

I II II Ml I I I II I I I I II II IMIIMI I II I I I I II II II Mill II llllll I II I I 

3083 AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 3142 

6664 TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 6723 

II llllll 1 1 III I II I II 1 1 llllll I II M 1 1 II MM II Mill I II III III II II 

3143 TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 32 02 
6724 CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 6783 

I M I M M 1 1 M I M M M M M M M M I M M M M M M M M M M M I M I M M 

3203 CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 3262 



6784 



.6843 



GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 

- n i mi ii i f 1 1 1 1 1 1 1 mi iiiiiiiiiriiiiiiiiiiiiiiiiiiiiiiiiiiiii 

3263 GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 3322 
6844 GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 6903 

MM MM II I II M II II M llllll 1 1 M 1 1 Ml II II Ml I II Mill II III 1 1 II 

3323 GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 3382 
6904 TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 6963 

I II II II II 1 1 II II 1 1 Ml 1 1 II II I M II I II M MM II 1 1 1 1 Ml llllll I MM 

3383 TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 3442 
6964 GCCTCAGCCAGATGA 6978 

I M 1 1 II 1 1 II II M 

3443 GCCTCAGCCAGATGA 3457 



RESULT 3 

US-10-104-047-52 

; Sequence 52, Application US/10104047 
; Patent No. 6943241 
; GENERAL INFORMATION: 

; APPLICANT: HELIX RESEARCH INSTITUTE 

; TITLE OF INVENTION: No. 6943241el full length cDNA 
/ FILE REFERENCE: H1-A0105 

; CURRENT APPLICATION NUMBER: US/10/104,047 

; CURRENT FILING DATE: 2002-03-25 

; PRIOR APPLICATION NUMBER: 

; PRIOR FILING DATE: 

; NUMBER OF SEQ ID NOS : 4096 

/ SOFTWARE: Patent In Ver. 2.1 

; SEQ ID NO 52 

LENGTH: 2631 

TYPE: DNA 

ORGANISM: Homo sapiens 
US-10-104-047-52 

Query Match 34.4%; Score 2403.2; DB 3; Length 2631; 

Best Local Similarity 98.5%; Pred. No. 0; 

Matches 2446; Conservative 0; Mismatches 8; Indels 28; Gaps 1; 
Qy 1649 ATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 1708 

I I Ml I M 1 1 1 1 1 Ml M I II II I M 1 1 1 II 1 1 1 1 1 1 M M II II II MM II II I II I 

Db 150 AGTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 2 09 
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Qy 


1709 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


1768 




1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 II II IIMIIIIIIIIIIIIIIIIIIIIIIIMI! 




Db 


210 


AGTACCAACAACTTGAAAGTCGTTTGGAGGAGATACTTTCTAGAATTGCTAAGGAAACGG 


269 


Qy 


1769 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


1828 




1 II 1 Ml 1 1 1 1 1 1 II 1 1 II 1 1 Ml II II 1 1 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 II II 




Db 


270 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


329 


Qy 


1829 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


1888 




1 M II 1 1 1 II 1 M 1 1 1 1 1 1 II II 1 1 II 1 1 1 II II II II II M II II 1 1 1 1 1 1 II II 1 M 1 




Db 


330 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


389 


Qy 


1889 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


1948 




IMMMMMIMMIMMMMMM M M M M M 1 1 M M M M M M M 1 M 1 




Db 


390 


GCCAGGCAACTCAGGCCCAGAATGAGTGCGGGAAGCTGCGGGATGAGAAAGAGACATTGT 


449 


Qy 


1949 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


2008 




mil mi i iiriiin r n 1 1 1 1 1 1 1 it 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 it 




Db 


450 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


509 


Qy 


2009 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


2068 




III II II II II II II III III MINIMI II II II II II III III III III II II II II 




Db 


510 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


569 


Qy 


2069 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


2128 




M II Ml 1 Ml II II II 1 Ml IMIMI II 1 1 1 II 1 II II II II M II 1 M 1 1 1 M II II 




Db 


570 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


629 


Qy 


2129 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


2188 






IMIMIIMIIIIIIMIIIIMIIMIIMIIIIIIIIIIIMIIIIIIIIIMIIII 




Db 


630 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


689 


Qy 


2189 


CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 


2248 




1 M 1 M 1 1 1 II II 1 1 1 1 1 1 1 II 1 II 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II II 1 M 1 1 1 1 II II 1 1 1 1 




Db 


690 


CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 


749 


Qy 


2249 


CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 


2308 






1 M M 1 II Ml 1 III II II 1 1 III III 1 II M 1 II IMIMI II II II M M II 1 III II 




Db 


750 


CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 


809 


Qy 


2309 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


2368 






1 II Ml II M M 1 MIMI 1 1 Ml 1 II Ml II 1 M 1 II Mill 1 M 1 II 1 1 1 1 1 1 Mill 




Db 


810 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


869 


Qy 


2369 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


2428 






Ml Ml 1 II 1 II II Ml II 1 II III II III 1 1 II II M M II 1 1 Ml II 1 M 1 1 1 1 1 II 1 




Db 


870 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


929 


Qy 


2429 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


2488 






II 1 II 1 1 II 1 II MM 1 M 1 II II 1 M II 1 M II 1 II 1 II 1 II 1 M M 1 II 1 II M M 1 1 




Db 


930 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


989 


Qy 


2489 


ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 


2548 






1 1 1 II II 1 1 1 1 II 1 1 1 1 II 1 M III III 1 1 1 1 II 1 1 II II 1 1 1 1 It 1 1 1 1 1 i 1 1 1 1 1 1 1 




Db 


990 


ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTGCAGAAACAATTCAGTGAAA 


1049 


Qy 


2549 


TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 


2608 






III 1 Ml 1 Ml 1 1 1 II 1 II IMIMI Ml 1 1 1 M 1 1 III 1 II Ml 1 1 1 II II 1 II 1 1 II 1 




Db 


1050 


TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 


1109 
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Qy 


2609 


AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 


2668 




MMIIIMIIIIIIMIMIIIMMIIIIIIIIIIIIIMIIIIMIIMIIIMIII 




Db 


1110 


AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 


1169 


Qy 


Z O O 


nTPararapprpTPPa nr i r i 2i nra _ ATfaa tttt 


O 1 Pi P» 


Db 


1170 


MINIMUM IIIIIMIM Mill II II 

GTGAGAGAGCCCTGGAAGCAAGAGTAAGACAAGGGCAAGAGGCACCTGGAGATGAATTTT 


1229 


Qy 


Z 1 U J. 


fjfPA arapppa spatps appaapa aTPPappa a a tpp apa a tpt\ a aTTraPTSTTTPPa a 
GA I AA.VjALtoL.AAL. A 1 GAAGCAAGAA 1 CC AGG AAA 1 LjLjALjAA 1 GAAA 1 1 GAG 1 A 1 1 1 GG AA 


0 h a c\ 
z / b U 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1230 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


1289 


Qy 


z / b ± 


P A A A A TPTA A A A A PT A TPP A PP A A A "TOO A APPPPTTA PAP Ampmopji 7\ prprppi7\ pp 7. A PPT 

LrAAAA 1 C 1 AAAAAG 1 A 1 GGAGGAAA 1 CCAAGGCC 1 1 ACAGA1 C 1 CCAAC 1 I CAGGAAGC 1 


zoz U 




IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIMIIII 




Db 


1290 


GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 


1349 


Pi r 

Qy 


O Q O 1 
ZO/1 


pi 7\ rnp 7\ 7\P7\P7\ APPAPAPA A TT PTPPPPP A A PTPPP A PAPTTAPAPA A A A APA APA A A PTT 

LiA i GAAGAGAAGGAGAGAA 1 1 C 1 GGC CCAAC I CCGAGAG 1 I AG ALj AAAAALj AAGAAAC 1 I 


0 0 0 p» 
zooO 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1.1 1 1 II 1 1 U 1 1 1 III 1 




Db 


1350 


GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 


1409 


Qy 


zoo 1 


P A A P A TP PP AAA TPTP A PP A P P A A prpmmmmppmmm A P A T A A A p A A pmp 7\ T\pi\ T\ A PH" 1 A 71 7V pi 

GAAGA 1 GCCAAA 1 C 1 CAGGAGCAAG 11111 GG I I I AGA I AAAGAAC l GAAGAAAC 1 AAALj 


2940 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1410 


GAAGATGCCAAATCTCAGGGGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


1469 


pw 

Qy 


O Q A 1 


A A APPPPTPPPP A PPTPTP ATA AP , P lr PA< r ^< r ^O A P Apprpn TipnmpAppA TTPPP A A A P A PP A P 

AAAGCCG1GGCCACC 1C1GA1 AAGC 1 AGCCACAGC1GAGC 1CACCA1 1 GCCAAAGACCAG 


JUUU 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1470 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


1529 


Qy 




prppA APTPPPTTPATPPA A PTPTTATPA A A A TTA aPPAPPAPPPAPPAPAPPAPTTPPAP 

C 1 LjAALj 1 C C C 1 1 C A J. GGAAC 1 G 1 1 A 1 GAAAA 1 1 AAC C AGGAGCGAGC AGAGGAG 1 1 GC AG 


JU b U 






II 1 1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1530 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


1589 


Pn r 

Qy 


JUbl 


p~i 7\ APPAPAPAPPTTPAPPAPA A APPPAPPA P 1 A APPAPPPAPAPATPTPA PPPPAPPAPA A 

G AAGC AG AG AGG 1 1 CAGCAGAAAGGCAGCACAAGCAGCCAGAGA 1 C 1 CACCCGAGCAGAA 


JlZ^O 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1590 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


1649 


p>, T 

Qy 


ilZl 


p» PTP APTvmppA A P rp P Pi"PP PAPA A rp/nm /^/""irp /'-i 7\ rTTi A A APPPPPAPPA /^"T»T"T'^»/^' A /"irprpo A /~* 

GC 1 GAGA 1 CGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1650 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


1709 


Qy 


oi 
Jlol 


A TPP APA A A APAPPTPTAPpfTA PT'PP 7\ppT\ TV 7\ pirpp^Ti PAPpmppmAPA A A rpmp 7\ (~~\ AAA /"""P/"* 

A 1 GGAGAAAAC AGG 1 G 1 AGG 1 AG I GGAGL AAAC I C AC AGG 1 C C 1 AGAAA 1 I GAGAAAC 1 G 


3240 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1710 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


1769 


pw 

Qy 


"3 O A 1 
Jz4 1 


A A TP APA PA ATPP A A PP A P A A A PP A P AP AP A TTPPA A PPPTPPAPA A TP HP A PfA P A PPTP 

AA 1 GAGACAA 1 GGAAC GAG AAAGGAC AGAGA 1 1 GCAAGGC 1 GCAGAA 1 G 1 AG I AGACC 1 C 


0 "3 pt n 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


1770 


AATGAGACAATGGAACGACAAAGGACAGAGGTTGCAAGGCTGCAGAATGTACTAGACCTC 


1829 


pw 

Qy 




A PTPP A APTP APA APA A APPA PPPT"T"TP A A A A TPTTTT A P A A P A A A TTPPTP A A PTTPPA 

AG 1 GGAAG 1 GACAACAAAGGAGGC ill GAAAA 1 G 1 1 1 1 AGAAGAAA 1 1 GG 1 GAAG 1 1 GGA 


"2 *5 £ Pt 

JibU 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1830 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


1889 


Qy 


J J b 1 


PPTP A A PTTTPTTATPA PA ATPAT'TAPATA APPAPPA TPPP A P A TPPTTTP A AA APAPPA 

GG1GAAG1 1 1G1 1A1GAGAA1GA1 1 AGA1 AAGGAGGA1 GGGAGA1 GG 111 GAAAAGAGGA 


Z U 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1890 


CGCGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


1949 


Qy 


3421 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


3480 






1 II 1 1 1 II 1 II 1 1 II II II 1 1 II 1 1 1 II II 1 1 II II II 1 II 1 1 III 1 1 II II II II II 1 1 




Db 


1950 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


2009 


Qy 


3481 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGaaAACCA 


3540 
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Mill II! IMIIMI II I III lllllll IIMII I III Ml II II 1 1 llllllllll 

GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 2069 



UD 


zUXU 


OL.L.AL.UAALjLjA\- 1 L i J.^^jL-UI 1 AALj 1 AC 1 L.ALK_.t». 1 LAAL 1 1 1 1 AVjjAAAAUL.A 


0 a a q 
zUby 


Qy 


3541 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3600 






Mill III INI III MM MM lllllll III III MM III Mil III II IIMII II 




UD 


z u / u 




z iz y 


Qy 


3601 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


3660 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




UD 


o i o a 


KjL I 1A1 IUILCLAILACjCjACjIIjOGI 1 AL A 1 AAAL I G i 1 I LLAAGIAGAGAIGLAGALAGI 


2189 


Qy 


3661 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3720 






Mill MINI Ml 1 1 1 i 1 1 1 1 1 1 Mill 1 1 1 i 1 1 1 II 1 1 II 1 M 1 1 1 1 1 II 1 1 II II 1 




UD 


O T Q A 

^190 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


2249 


Qy 


3721 


cctcctggatacatgatgtatactgtgcttcctgatggttctcctgtaccccagggcatg 


3780 






1 MM 1 II Ml II lllllll III II lllllll MM MM MM Ml IMIMIMIMI 




UD 


O O C A 


L L 1 CL 1 CjCjA 1 ALA 1 OA 1 Cj 1 A 1 AL 1 G I GL 1 i LL rGATGGTTCTCCTGTACCCCAGGGCATG 


2309 


Qy 


3781 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3840 


nK 
UD 




II lllllll Ml Mil II Mill IIMII II III III II MM MM II MM MM II 






A PPPTPTA TPPAPPA ^^rp^^m/^^i^iq^q-i/^i/-i/~^ A A PA ATAPPPP A PPTPTPA PPPPTPPPA P^T 




Qy 


3841 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCGCAAC 


3900 






MM 1 II 1 1 M M 1 M Ml 1 1 III MM II 1 II 1 M II IMM 1 M 1 1 M Ml 1 IMM 1 




UD 




vjl ILjI 1 1 Al bvjCLLALLlLLlGLIGGGGLLLCLAlOU 


2429 


Qy 


3901 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


3960 






1 1 M 1 II II II M 1 1 II 1 1 M 1 IMMM 1 M II II 1 1 M M 1 1 M M M II M II M II 




UD 


Z4.3U 


»TimpmppT\ TPPPprpTP ATPPPTA rn^/^^m/^irp/-t/-irp^i/^ t\ ftifTipPA 7\ pnmppnrnOTi APAPPAT7\ AP 

1 lLlLCAiLLLLI 1CA1LLC1A1CjCjCj1(j1(jL J.GLAI IGLAALG1 LCL 1GAALALLA1 AAC 


T y| O A 

2489 


Qy 


3961 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


4020 






II II 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 M 1 II 1 1 1 1 1 II II 1 1 II II 1 1 M 1 M M II 1 M 1 II 




nU 

UD 


2490 


rn rn TV /"i "A /~* tv t\ rr»/*T tv tv /~*t mrnrn /^i rn 7V /^t tv rnm 7V /"*• 7\ t\ /~i tv /^i tv m 7V tv m /~% tv ^1 tv m mm tv tv tv tv m tv tv tv ^1 ~n tv /~i /~i 

T TAGAGAATGAAGTTT C TAGATTAGAAGAC ATAATGCAGC ATTT AAAATC AAAGAAGCGG 


2549 


Qy 


4021 


GAAGaAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGaAAGAAATGGAAGAACTGCAT 


4080 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 

M 1 M M II M M M 1 1 1 M 1 M M M 1 1 II M M M 1 M M 1 1 1 1 M M 1 II M 1 M II 




Db 


2550 


GAAGAAAGGTGGATGAGAGCATCCaAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


2609 


Qy 


4081 


CATAATATTGATGATCTTTTGC 4102 








III 1 1 II II 1 1 1 1 M II 1 1 1 1 1 




Db 


2610 


CATAATATTGATGATCTTTTGC 2 631 




RESULT 


4 






US-09- 


854-133- 


-333 





Sequence 333, Application US/09854133 
Patent No. 6759508 
GENERAL INFORMATION: 

APPLICANT: Lodes, Michael J. 

APPLICANT: Mohamath, Raodoh 

APPLICANT: Henderson, Robert A. 

APPLICANT: Benson, Darin R. 

APPLICANT: Secrist, Heather 

TITLE OF INVENTION: COMPOSITIONS AND METHODS FOR 

TITLE OF INVENTION: THE THERAPY AND DIAGNOSIS OF LUNG CANCER 

FILE REFERENCE: 210121 . 475C10 

CURRENT APPLICATION NUMBER: US/ 09/854 , 133 

CURRENT FILING DATE: 2001-05-11 

NUMBER OF SEQ ID NOS : 735 

SOFTWARE: FastSEQ for Windows Version 3.0 
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SEQ ID NO 333 
LENGTH: 4 99 
TYPE: DNA 

ORGANISM: Homo sapien 
US-09-854-133-333 



Query Match 6.1%; 
Best Local Similarity 99.5%; 
Matches 42 9; Conservative 



Score 42 7.8; DB 3; 
Pred. No. 1.4e-93; 
0; Mismatches 2; 



Length 49 9; 



Indels 



0; Gaps 



0; 



Qy 

Db 



69 



ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 6 0 

I III I II 1 1 II 1 1 II II 1 1 MM Ml II II I Ml I II 1 1 1 1 1 II II 1 1 M II II III 1 1 1 

ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 12 8 



Qy 



Db 



6 1 TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 12 0 

1 1 II 1 1 II I M II I MM I II I II I Ml I II I II III 1 1 M MM 1 1 II MM 1 1 II 1 1 1 

129 TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 188 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 



12 1 TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 180 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
189 TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAGTTGAGATTGCAGAT 24 8 



181 



249 



241 



GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 24 0 

I Ml MM I II 1 1 1 Mill I Mill MMI II II I M M 1 1 II II M I II 1 1 IMIM II 

GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 308 



300 



AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 

1 1 1 1 Ml I II M 1 1 1 II II MM M I Mill 1 1 1 II I II 1 1 1 M II 1 1 II I MMI Ml I 

3 09 AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 368 



301 



360 



AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 

I III Ml 1 1 1 1 1 1 1 Mill II II I II II II II I II 1 1 1 M I II MM MM Ml II 1 1 1 1 

3 69 AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 42 8 



361 



420 



TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 

Ml 1 1 II I II II M I Mill I III Ml MMI M 1 1 1 1 M 1 1 II 1 1 II I II 1 1 1 Mill I 

4 29 TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 488 
4 21 GAAAAGTTGGA 431 

MMMI Ml 

4 89 GAAAAGTCGGA 4 99 



RESULT 5 

US-08-743-200-11 

Sequence 11, Application US/08743200 
Patent No. 5861260 
GENERAL INFORMATION: 

APPLICANT: Doxsey, Stephen J. 

TITLE OF INVENTION: DIAGNOSTIC METHODS FOR SCREENING 
TITLE OF INVENTION: PATIENTS FOR SCLERODERMA 
NUMBER OF SEQUENCES: 36 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Fish & Richardson P.C. 
STREET: 225 Franklin Street 
CITY: Boston 
STATE : MA 
COUNTRY : US 
ZIP: 02110-2804 
COMPUTER READABLE FORM: 
MEDIUM TYPE: Diskette 
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COMPUTER: IBM Compatible 
OPERATING SYSTEM: DOS 
SOFTWARE: FastSEQ Version 2.0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/ 08/743 , 200 
FILING DATE: 05-NOV-1996 
PRIOR APPLICATION DATA: 
APPLICATION NUMBER: 
FILING DATE: 
ATTORNEY /AGENT INFORMATION: 
NAME: Fasse, J. Peter 
REGISTRATION NUMBER: 32,983 
REFERENCE/ DOCKET NUMBER: 07917/025001 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 617-542-5070 
TELEFAX: 617-542-8906 
INFORMATION FOR SEQ ID NO: 11: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 375 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
FEATURE : 

NAME /KEY : Coding Sequence 
LOCATION: 2 . . .3 73 
US-08-743-200-11 

Query Match 5.4%; Score 373.4; DB 2; Length 375; 

Best Local Similarity 99.7%; Pred. No. 1.9e-80; 

Matches 374; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 
Qy 2043 AAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCT 2102 

I II MM II 1 1 1 1 1 1 1 1 1 1 1 1 III II II II 1 1 II 1 1 1 II I Ml I II 1 1 II 1 1 1 1 II 1 1 1 1 

Db 1 AAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCT 60 

Qy 2103 CAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCA 2162 

II I Mill I M 1 1 1 M 1 1 M MIMI II II M M 1 1 1 1 1 1 1 1 II II II II II 1 1 1 1 M 1 1 

Db 61 CAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCA 12 0 

Qy 2163 GCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCA 2222 

MMMMM 1 1 1 1 1 1 1 1 1 1 Ml 1 1 II II 1 1 II 1 1 1 II M I II II II II 1 1 II 1 1 1 1 II 

Db 121 GCTCAAGGAAAAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCA 180 

Qy 22 23 AGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTC 22 82 

I II MM II M 1 1 1 1 M 1 1 M I M I Ml II 1 1 II 1 1 1 1 II 1 1 M M II II II II 1 1 M 1 1 

Db 181 AGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTC 24 0 

Qy 2283 AGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGA 2342 

II I MM II II 1 1 1 1 1 1 II I III III MIMI III I MIMI MM II II M Ml I II 1 1 

Db 241 AGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGA 3 00 

Qy 2343 CAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGA 24 02 

II I MM III I II 1 1 1 Ml I III III MM II MM II II II MIMI II M II 1 1 M 1 1 

Db 3 01 CAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGA 36 0 

Qy 24 03 TGGTTTGGTTCGTCC 2417 

M M M M I M 1 1 1 1 

Db 3 61 TGGTTTGGTTCGTCC 375 
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RESULT 6 

US-09-513-999C-2604 

Sequence 2604, Application US/09513999C 
Patent No. 6783961 
GENERAL INFORMATION: 
APPLICANT: Dumas Milne Edwards, J.B. 
APPLICANT: Duclert, A. 
APPLICANT: Giordano, J.Y. 

TITLE OF INVENTION: Expressed Sequence Tags and Encoded Human Proteins. 
Patent No. 6783961 
FILE REFERENCE: 59.US2.REG 

CURRENT APPLICATION NUMBER: US/09/513 , 999C 
CURRENT FILING DATE: 2000-02-24 
PRIOR APPLICATION NUMBER: US 60/122,487 
PRIOR FILING DATE: 1999-02-26 
NUMBER OF SEQ ID NOS : 36681 
SOFTWARE: Patent. pm 
SEQ ID NO 2604 
LENGTH: 442 
TYPE: DNA 

ORGANISM: Homo sapiens 
FEATURE : 
NAME /KEY: CDS 
LOCATION: 126. .44 0 
FEATURE : 

NAME/KEY: misc_feature 
LOCATION: 32 

OTHER INFORMATION: k=g or t 
US-09-513-999C-2604 

Query Match 4.6%; Score 323.4; DB 3; Length 442; 

Best Local Similarity 99.7%; Pred. No. 2.7e-68; 

Matches 324; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 1649 ATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 1708 

I I I I I I II I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I II II II I I II II I I II 
Db 118 AGTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 177 

Qy 1709 AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 1768 

I II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 III II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II 1 1 II 1 1 INI 

Db 178 AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 237 

Qy 1769 AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 182 8 

I II II 1 1 1 1 1 1 1 1 II 1 1 MM II 1 1 1 1 1 1 1 II 1 1 II II II 1 1 II II 1 1 II 1 1 1 1 II 1 1 II 

Db 23 8 AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 297 

Qy 1829 TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 1888 

1 1 1 II I II 1 1 II 1 1 1 II MM I III MM I II 1 1 II II II M 1 1 II II I II I II II II II 

Db 298 TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 357 

Qy 1889 GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 1948 

I M II 1 1 II 1 1 1 1 1 1 II MM 1 1 1 1 II 1 1 1 1 1 II II II II 1 1 1 1 1 1 II I II I II 1 1 1 1 II 

Db 358 GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 417 

Qy 1949 TGCAGAGATTGACAGAAGTCGAGCA 1973 

III II I I Ml I I I I II I II I II Ml 
Db 418 TGCAGAGATTGACAGAAGTCGAGCA 442 



RESULT 7 

US-09-949-016-12650 
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; Sequence 12650, Application US/09949016 
; Patent No. 6812339 
; GENERAL INFORMATION: 

; APPLICANT: VENTER, J. Craig et al . 

; TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

; TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
; FILE REFERENCE: CL0013 07 

; CURRENT APPLICATION NUMBER: US/09/94 9,016 

; CURRENT FILING DATE: 2000-04-14 

; PRIOR APPLICATION NUMBER: 60/241,755 

; PRIOR FILING DATE: 2000-10-20 

; PRIOR APPLICATION NUMBER: 60/237,768 

; PRIOR FILING DATE: 2000-10-03 

; PRIOR APPLICATION NUMBER: 60/231,498 

/ PRIOR FILING DATE: 2 000-09-08 

; NUMBER OF SEQ ID NOS : 207012 

; SOFTWARE: FastSEQ for Windows Version 4.0 

; SEQ ID NO 12650 

LENGTH: 2 9574 

TYPE: DNA 

ORGANISM: Human 
US-09-949-016-12650 



Query Match 4.6%; Score 318.6; DB 3; Length 29574; 

Best Local Similarity 98.8%; Pred. No. 3e-66; 

Matches 321; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 



Qy 


3648 


AGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACC 


3707 






IIIIIMIIIIIIIIIIMIIMIIIIIIIIIMIIIMMIIIIIMIIIIIIIIIMI 




Db 


126 


AGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACC 


185 


Qy 


3708 


CCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGT 


3767 






1 1 1 1 1 1 1 II 1 1 II II 1 1 II II III II II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


186 


CCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGT 


245 


Qy 


3768 


ACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCT 


3827 






II II Mill II II II Mil INI III III Mil III III III II II MM III II III II 




Db 


246 


ACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCT 


305 


Qy 


3828 


CACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCC 


3887 






III 1 M INI II III 1 1 1 1 1 II 1 1 1 Ml 1 II II II 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


306 


CACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCC 


365 


Qy 


3888 


TCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCC 


3947 






1 II 1 1 1 1 M II 1 1 II II 1 1 1 1 III 1 1 II 1 1 II III 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II III 1 II 




Db 


366 


TCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCC 


425 


Qy 


3948 


TGAACACCATAACTTAGAGAATGAA 3972 








1 1 1 M i 1 1 It 1 1 1 II 1 1 1 1 1 1 




Db 


426 


TGAACACCATAACTTAGTAAGTGGA 450 




RESULT 


8 






US-09- 


949-016 


-15647 





Sequence 15647, Application US/09949016 
Patent No. 6812339 
GENERAL INFORMATION: 
APPLICANT: VENTER, J. Craig et al . 

TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
FILE REFERENCE: CL001307 
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CURRENT APPLICATION NUMBER: US/09/949,016 
CURRENT FILING DATE: 2000-04-14 
PRIOR APPLICATION NUMBER: 60/241,755 
PRIOR FILING DATE: 2000-10-20 
PRIOR APPLICATION NUMBER: 60/237,768 
PRIOR FILING DATE: 2000-10-03 
PRIOR APPLICATION NUMBER: 60/231,498 
PRIOR FILING DATE: 2000-09-08 
NUMBER OF SEQ ID NOS : 207012 
SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 15647 
LENGTH: 2 9574 
TYPE: DNA 
ORGANISM: Human 
US-09-949-016-15647 

Query Match 4.6%; Score 318.6; DB 3; Length 29574; 

Best Local Similarity 98.8%; Pred. No. 3e-66; . . . 

~ Matches 321; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 

Qy 364 8 AGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACC 3707 

I II III Ml I I I I II I I I I II II I I III I I I I I I II II I I I I I I I I I I III III I II I I I 
Db 126 AGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACC 185 

Qy 3708 CCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGT 3767 

I II III 1 1 II I II II 1 1 1 1 II III I III II M 1 1 II II 1 1 III 1 1 1 1 1 Ml III II 1 1 1 1 

Db 186 CCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGT 24 5 

Qy 3768 ACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCT 3827 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Db 246 ACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCT 305 

Qy 3828 CACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCC 3887 

I MM 1 1 II 1 1 II M M 1 1 1 1 M I M II M 1 1 1 1 1 1 1 1 1 M I II M 1 1 1 Mill II M II 

Db 3 06 CACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCC 365 

Qy 3888 TCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCC 3947 

I M M 1 1 1 1 M 1 1 M II 1 1 1 1 M MIMM 1 1 1 1 1 1 M 1 1 1 1 1 1 II 1 1 III Ml Ml I II 

Db 3 66 TCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCC 425 

Qy 3948 TGAAC AC C AT AAC T T AG AG AATG AA 3972 

M M M M M M M M I I 1 1 I 

Db 4 26 TGAACACCATAACTTAGTAAGTGGA 450 



RESULT 9 
US-08-743-200-1 

; Sequence 1, Application US/08743200 

; Patent No. 5861260 

; GENERAL INFORMATION: 

; APPLICANT: Doxsey, Stephen J. 

TITLE OF INVENTION: DIAGNOSTIC METHODS FOR SCREENING 
TITLE OF INVENTION: PATIENTS FOR SCLERODERMA 
NUMBER OF SEQUENCES: 36 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Fish & Richardson P.C. 
STREET: 225 Franklin Street 
CITY: Boston 
STATE : MA 
COUNTRY : US 
ZIP: 02110-2804 
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COMPUTER READABLE FORM: 
MEDIUM TYPE: Diskette 
COMPUTER: IBM Compatible 
OPERATING SYSTEM: DOS 
SOFTWARE: FastSEQ Version 2.0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/743,200 
FILING DATE: 05 -NOV- 1996 
PRIOR APPLICATION DATA: 
APPLICATION NUMBER: 
FILING DATE: 
ATTORNEY/AGENT INFORMATION: 
NAME: Fasse, J. Peter 
REGISTRATION NUMBER: 32,983 
REFERENCE/DOCKET NUMBER: 07917/025001 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 617-542-5070 
TELEFAX: 617-542-8906 
INFORMATION FOR " SEQ ID NO: 1: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 315 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
FEATURE : 

NAME/KEY: Coding Sequence 
LOCATION: 1...315 
US-08-743-200-1 

Query Match 4.5%; Score 315; DB 2; Length 315; 

Best Local Similarity 100.0%; Pred. No. 2.5e-66; 

Matches 315; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 775 GATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGAC 834 

1 1 1 MM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 II 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1! II 1 1 1 1 

Db 1 GATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGAC 60 

Qy 835 CTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACAAACAAGGTTCCTTGAG 894 

I II II II 1 1 1 1 1 1 1 1 1 1 II 1 1 II II III II M 1 1 1 1 II II II II II I M 1 1 1 II II 1 1 II 

Db 61 C T AGAAAAAAAGATG AT AG AAACTGAAG AGCT T AAG AG C AAAC AAAC AAGGT T C C TTG AG 12 0 

Qy 895 GAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAA 954 

I II M II 1 1 II I II I II II 1 1 1 II I lllll 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M II II I II 1 1 1 II II 

Db 121 GAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGAGGCCATGTTACAGAAA 180 

Qy 955 CAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAG 1014 

1 1 1 II II M II 1 1 1 1 1 1 II II I II II III I II M 1 1 II M I II I II 1 1 II II 1 1 1 1 II II 

Db 181 CAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGAATTGCTAAAACAGAAG 24 0 

Qy 1015 ACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTT 1074 

I MM II 1 1 1 1 M II 1 1 1 1 III II II Ml I II 1 1 1 1 III I II 1 1 II II M II I Ml 1 1 II 

Db 241 ACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGAACAGGAATTGGCCTTT 300 

Qy 1075 TATAAAATTGATGCT 108 9 

[[ I I I 1 i I I I 1 I 1 I I 
Db 3 01 TATAAAATTGATGCT 315 



RESULT 10 
US-08-743-200-5 
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; Sequence 5, Application US/08743200 

; Patent No. 5861260 

; GENERAL INFORMATION: 

APPLICANT: Doxsey, Stephen J. 

TITLE OF INVENTION: DIAGNOSTIC METHODS FOR SCREENING 
TITLE OF INVENTION: PATIENTS FOR SCLERODERMA 
NUMBER OF SEQUENCES: 3 6 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Fish & Richardson P.C. 

STREET: 225 Franklin Street 

CITY: Boston 

STATE: MA 

COUNTRY : US 

ZIP: 02110-2804 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Diskette 

COMPUTER: IBM Compatible 

OPERATING SYSTEM: DOS 

SOFTWARE: FastSEQ Version 2.0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/743,200 

FILING DATE: 05 -NOV- 1996 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 

FILING DATE: 
ATTORNEY/ AGENT INFORMATION: 

NAME: Fasse, J. Peter 

REGISTRATION NUMBER: 32,983 

REFERENCE/DOCKET NUMBER: 07917/025001 
TELECOMMUNICATION INFORMATION: 

TELEPHONE: 617-542-5070 

TELEFAX: 617-542-8906 
/ INFORMATION FOR SEQ ID NO: 5: 

SEQUENCE CHARACTERISTICS: 
; LENGTH: 330 base pairs 

TYPE: nucleic acid 

STRANDEDNESS : single 

TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
FEATURE : 

NAME/KEY: Coding Sequence 

LOCATION: 3... 329 
US-08-743-200-5 



Query Match 4.5%; Score 314.6; DB 2; Length 330; 

Best Local Similarity 97.3%; Pred. No. 3.2e-66; 

Matches 320; Conservative 0; Mismatches 9; Indels 0; Gaps 0; 



Qy 


1329 


AAAAAAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGC 


1388 






Illllllllllllll II 1 llllllllllll lllllll llllllllllllllllll 




Db 


2 


AAAAAAAATAAGTGCCGCCCCAACTCGACTATCCGAACTGCCTGATGAAATAGAAAAGGC 


61 


Qy 


1389 


AGAACAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACT 


1448 






MM II MM 1 MMIIIMI MINIM 1 Mill II MM MM MINIM III 




Db 


62 


CGAACCACCAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACCACT 


121 


Qy 


1449 


AAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACA 


1508 






lllllll II Mil 1 II Mil II II N III 1 II 1 II 1 INI NNM II N II 1 II 1 Mil 




Db 


122 


AAAAAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACA 


181 


Qy 


1509 


ACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAA 


1568 
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Db 

Qy 

Db 

Qy 
Db 



182 



! 1 1 II II I Ml 1 1 1 1 1 1 1 1 1 1 1 II II I M 1 1 1 1 1 1 1 1 1 II II II 1 1 II 1 1 II III 1 1 1 1 1 

ACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAA 



241 



1569 GCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCT 1628 

1 1 1 II II II II 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 1 1 1 1 1 M I II I II 1 1 1 1 1 1 1 II I II I II II I 

242 GCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCT 301 
1629 GGATTCCAAAGACCCAAAACATTCCCATA 1657 

II 1 1 1 II II I M 1 1 M 1 1 1 1 1 1 II MM I 

3 02 GGATTCCAAAGACCCAAAACATTCCCATA 33 0 



RESULT 11 

US-09-297-648-2944 

Sequence 2944, Application US/09297648 
Patent No. 6964868 
GENERAL INFORMATION: 
APPLICANT: Williams, Lewis T. 
APPLICANT: Escobedo, Jaime " 
APPLICANT: Innis, Michael A. 
APPLICANT: Garcia, Pablo Dominiguez 
APPLICANT: Sudduth-Klinger , Julie 
APPLICANT: Reinhard, Christoph 
APPLICANT: Giese, Klause 
APPLICANT: Randazzo, Filippo 
APPLICANT: Kennedy, Giulia C. 
APPLICANT: Pot, David 
APPLICANT: Kassan, Altaf 
APPLICANT: Lamson, George 
APPLICANT: Drmanac, Radoje 
APPLICANT: Crkvenjakov, Radomir 
APPLICANT: Dickson, Mark 
APPLICANT: Drmanac, Snezana 
APPLICANT : Labat , Ivan 
APPLICANT: Leshkowitz, Dena 
APPLICANT: Kita, David 
APPLICANT: Garcia, Veronica 
APPLICANT: Jones, William Lee 
APPLICANT: Stache-Crain , Birjit 

TITLE OF INVENTION: No. 6964868el Human Genes and Gene Expression 
TITLE OF INVENTION: Products II 
FILE REFERENCE: 2300-1481 

CURRENT APPLICATION NUMBER: US/ 09/2 97 , 648 
CURRENT FILING DATE: 2000-03-10 
PRIOR APPLICATION NUMBER: 60/072,910 
PRIOR FILING DATE: 1998-01-28 
PRIOR APPLICATION NUMBER: 60/075,954 
PRIOR FILING DATE: 1998-02-24 
PRIOR APPLICATION NUMBER: 60/080,666 
PRIOR FILING DATE: 1998-04-03 
PRIOR APPLICATION NUMBER: 60/080,515 
PRIOR FILING DATE: 1998-04-03 
PRIOR APPLICATION NUMBER: 60/080,114 
PRIOR FILING DATE : 1998-03-31 
PRIOR APPLICATION NUMBER: 60/105,234 
PRIOR FILING DATE: 1998-10-21 
NUMBER OF SEQ ID NOS : 5252 
SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 2944 
LENGTH: 784 
TYPE: DNA 
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ORGANISM: Homo sapiens 
FEATURE : 

NAME/ KEY : misc_f eature 
LOCATION: (1) . . . (784) 
OTHER INFORMATION: n = A,T,C or 
US-09-297-648-2944 



Query Match 4.3%; 
Best Local Similarity 69.5%; 
Matches 453; Conservative 



Score 302.6; DB 4; 
Pred. No. 4e-63; 
0; Mismatches 187; 



Length 784; 
Indels 12; Gaps 



7; 



Qy 5680 CAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCA-AA 5738 

I I II Ml' M IIIIIIIIIMIMM 1 1 1 1 Mill "Ml I 

Db 52 CACGAGGTGTTGCTCAANGAGCAGACCCGACTCCNTAAGGTCATCATTGAATGGGCATNA 111 



Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 



5739 TAGGTTTGAAGACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCA 5798 

II lllllll IMIM III I I I III III I I I I III I Mill I 
TANGTTTGAANACTGTCCAANANANTANGNGTCAATACATCAACNNCTTTANNTGCTTGA 



112 



5799 



172 



GAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACT 

I II llllll II III I I II MINIMI Ml Ml 

TATTGNNATTGAANAACACANGNCTCNGNCTAGTTCGCCTGANATGATGTTTAAGATACT 



5859 CCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGA 

II III MM I I II II M llllll MM III Mill Mill 

232 CCGGAAGGAGACANANTGTTNTGANTGCGGATTAGANACCACNGAAGNNACACTNAAGGA 
5919 GCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCT 

M II I III Mill I III I Mill Mill MIMIIMM MM 

NCANCATCTCCACCTNGNAACTGNATTNNCNGACCANAAAAGNGAACTGGACCAAATGCT 



292 



5979 



352 



171 



5858 



231 



5918 



291 



5978 



351 



CTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTG 603 8 

IIIIIIIIIIIIIIMIM M MM M 1 1 1 1 1 1 1 1 1 Mill II MM I 

CTCAAAGGTGCTGGCAGCTTAANAGCGTGTTANGACTCTGCACGAAGANGACAGGTNNTN 411 



6039 TGAGAGCCTGGAGAAGACACTCTCCCAAACTAAACGGCAGCTTT - - - CAGAAAGGGAGCA 6095 

MIMIIMM I IIIIIIIIIMMIMIII I I MM II I II I 

TGAGAGCCTGGNNANNACACTCTCCCAAACTAAACTGNANCTTTCAACANANGGGANCCC 



412 



471 



6096 GCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCC - TCCAGAAAGAGGCAGATTCTATGA 6154 

M M I M M II Ml Ml II I 1 1 II M II II MM Mill Ml Mill Ml 

CANNTTGGTGGAGAAATCAGGTGANCTGTTGGCCCTTCCACAAAGANGCAAATTCTNTGA 



472 



531 



6155 GGGC - AGACTTCAGCC - TTCTGCGGAACCAGTTCTTGACAGAAAGAAAGAAAGC TGA 6209 

MM llllll I II II III MM llllll II II MMM I I 

532 GGGCNAGACTTNANCCTTTTTGCNGAACCAGTNCTTGACTGACTAAATGAAAGCTTTTTA 591 
6210 GAAGCAGGTGGCCAGCCTGAAGGAAGCA- - CTTAAGATCCAGCGGAGCCAGCTGGAGAAA 6267 

I I III Ml M Mill II Mill MM II III MM I 

592 AGCCAGGTGGCCCANCCTTAANGAAGCNACTTTTTAATCCANCGGAACCNGCTTGAGANA 651 

62 68 AACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATACAAAAGGAAATGGCAA 6319 

llllll lllllll I I III II II 

652 AAACCNT TT TTG ACC C AAAAC CNGGAGAAC C AGC TGGC CT AC C AAAGGG AAA 703 



RESULT 12 

US-09-297-648-1518 

; Sequence 1518, Application US/09297648 
; Patent No. 6964868 
; GENERAL INFORMATION: 
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APPLICANT: Williams, Lewis T. 
APPLICANT: Escobedo, Jaime 
APPLICANT: Innis, Michael A. 
APPLICANT: Garcia, Pablo Dominiguez 
APPLICANT: Sudduth- Klinger , Julie 
APPLICANT: Reinhard, Christoph 
APPLICANT: Giese, Klause 
APPLICANT: Randazzo, Filippo 
APPLICANT: Kennedy, Giulia C. 
APPLICANT: Pot, David 
APPLICANT: Kassan, Altaf 
APPLICANT: Lamson, George 
APPLICANT: Drmanac, Rado j e 
APPLICANT: Crkvenjakov, Radomir 
APPLICANT: Dickson, Mark 
APPLICANT: Drmanac, Snezana 
APPLICANT: Labat , Ivan 
APPLICANT: Leshkowitz, Dena 
APPLICANT: Kita/ David 
APPLICANT: Garcia, Veronica 
APPLICANT: Jones, William Lee 
APPLICANT: . Stache-Crain, Birjit 

TITLE OF INVENTION: No. 6964868el Human Genes and Gene Expression 
TITLE OF INVENTION: Products II 
FILE REFERENCE: 2300-14 81 

■CURRENT APPLICATION NUMBER: US/09/2 97,648 
CURRENT FILING DATE: 2000-03-10 
PRIOR APPLICATION NUMBER: 60/072,910 
PRIOR FILING DATE: 1998-01-28 
PRIOR APPLICATION NUMBER: 60/075,954 
PRIOR FILING DATE: 1998-02-24 
PRIOR APPLICATION NUMBER: 60/080,666 
PRIOR FILING DATE: 1998-04-03 
PRIOR APPLICATION NUMBER: 60/080,515 
PRIOR FILING DATE: 1998-04-03 
PRIOR APPLICATION NUMBER: 60/080,114 
PRIOR FILING DATE: 1998-03-31 
PRIOR APPLICATION NUMBER: 6 0/105,234 
PRIOR FILING DATE: 1998-10-21 
NUMBER OF SEQ ID NOS : 5252 
SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 1518 
LENGTH: 300 
TYPE: DNA 

ORGANISM: Homo sapiens 
US-09-297-648-1518 



Query Match 4.3%; Score 300; DB 4; Length 300; 

Best Local Similarity 100.0%; Pred. No. l.le-62; 
Matches 300; Conservative 0; Mismatches 0; Indels 



0; Gaps 



0; 



Qy 5686 GTGTTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTT 5745 

I I I I I I II I I I I I II I I II I I I I I I I I I II II II II II I II I II II I I II II I I I I I I II 

Db 1 GTGTTGCTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTT 60 



Qy 5746 GAAGACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAG 5805 

I II I II III 1 1 1 1 M 1 1 II II 1 1 1 1 1 1 1 1 1 II II II II 1 1 1 II I II II II 1 1 1 II I M 1 1 

Db 61 GAAGACTGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAG 120 

Qy 5806 ATTGAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAA 5865 

I II 1 1 II II 1 1 1 1 1 1 1 1 II II Ml I Ml 1 1 II 1 1 II MM 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 II I 
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Db 121 ATTGAAGAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAA 180 

Qy 5866 GAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAG 5925 

I I I I I II I I I I I I I I I I II I I I I I I I II I I I I I I I I I I I I I I I I I II I I I I I I I I I I II I 
Db 181 GAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAG 240 

Qy 5926 CACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAG 5985 

III I Mill II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 ! 1 1 1 1 1 1 1 1 1 1 II I 

Db 241 CACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAG 300 



RESULT 13 
US-08-743-200-13 

Sequence 13, Application US/08743200 
Patent No. 5861260 
GENERAL INFORMATION: 

APPLICANT: Doxsey, Stephen J. 

TITLE OF INVENTION: DIAGNOSTIC METHODS FOR SCREENING 
TITLE OF INVENTION:" PATIENTS FOR SCLERODERMA 
NUMBER OF SEQUENCES: 36 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Fish & Richardson P.C. 
STREET: 225 Franklin Street 
CITY: Boston 
STATE : MA 
COUNTRY : US 
ZIP: 02110-2804 
COMPUTER READABLE FORM: 
MEDIUM TYPE: Diskette 
COMPUTER: IBM Compatible 
OPERATING SYSTEM: DOS 
SOFTWARE: FastSEQ Version 2.0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/743,200 
FILING DATE: 05-NOV-1996 
PRIOR APPLICATION DATA: 
APPLICATION NUMBER: 
FILING DATE: 
ATTORNEY/AGENT INFORMATION: 
NAME: Fasse, J. Peter 
REGISTRATION NUMBER: 32,983 
REFERENCE/DOCKET NUMBER: 07917/025001 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: 617-542-5070 
TELEFAX: 617-542-8906 
INFORMATION FOR SEQ ID NO: 13: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 228 base pairs 
TYPE: nucleic acid 
STRANDEDNESS : single 
TOPOLOGY: linear 
MOLECULE TYPE: cDNA 
FEATURE : 

NAME /KEY : Coding Sequence 
LOCATION: 1...228 
US-08-743-200-13 

Query Match 3.3%; Score 228; DB 2; Length 228; 

Best Local Similarity 100.0%; Pred. No. 2.8e-45; 

Matches 228; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
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Qy 2455 AAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAA 2514 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I 
Db 1 AAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAA 60 

Qy 2515 AGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGA 2574 

I I I II II II II I I I I I I II I I Ml II I I I I II II I I II I I I I I I I I I I I I I I I II I I I I I 
Db 61 AGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGA 12 0 

Qy 2575 GATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAA 2634 

1 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 1 1 Ml II I II I M 1 1 II 1 1 1 II 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 1 

Db 121 GATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAA 18 0 

Qy 2635 CTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTG 2 682 

I II II M II 1 1 1 1 1 1 1 1 II 1 1 III II I II III MM 1 1 1 III I M I II 

Db 181 CTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTG 228 



RESULT 14 

US-09-949-016-35518 

Sequence 35518, Application US/09949016 
Patent No. 6812339 
GENERAL INFORMATION: 
APPLICANT: VENTER, J. Craig et al . 

TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
FILE REFERENCE: CL001307 

CURRENT APPLICATION NUMBER: US/09/949,016 
CURRENT FILING DATE: 2000-04-14 
PRIOR APPLICATION NUMBER: 60/241,755 
PRIOR FILING DATE: 2000-10-20 
PRIOR APPLICATION NUMBER: 60/237,768 
PRIOR FILING DATE: 2000-10-03 
PRIOR APPLICATION NUMBER: 60/231,498 
PRIOR FILING DATE: 2000-09-08 
NUMBER OF SEQ ID NOS : 207012 
SOFTWARE: FastSEQ for Windows Version 4.0 
SEQ ID NO 35518 
LENGTH: 601 
TYPE: DNA 
ORGANISM: Human 
US-09-949-016-35518 

Query Match 3.2%; Score 224.4; DB 3; Length 601; 

Best Local Similarity 99.6%; Pred. No. 3.3e-44; 

Matches 22 5; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 
Qy 5842 ATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGT 5901 

I I M M M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M I M M M M M M M M 1 1 M M 

Db 376 AAGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGT 435 

Qy 5902 AAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGC 5961 

1 1 1 1 1 1 1 1 II II M 1 1 1 1 1 1 1 II II III I Ml I III II II M M I II II I M 1 1 II II 1 1 

Db 436 AAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGC 495 

Qy 5962 AAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAG 6021 

1 1 1 II 1 1 1 II 1 1 1 1 1 1 II 1 1 II Ml II 1 1 II I III II 1 1 II 1 1 1 1 II 1 1 II I III Ml I 

Db 496 AAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAG 555 

Qy 6022 GAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAA 6 067 

I II I III II I II 1 1 1 II II II II I II II 1 1 MM MM 1 1 1 1 M 1 1 

Db 556 GAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAA 601 
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RESULT 15 

US -09- 94 9-016 -138497 

; Sequence 138497, Application US/09949016 

; Patent No. 6812339 

; GENERAL INFORMATION: 

; APPLICANT: VENTER, J. Craig et al . 

; TITLE OF INVENTION: POLYMORPHISMS IN KNOWN GENES ASSOCIATED 

; TITLE OF INVENTION: WITH HUMAN DISEASE, METHODS OF DETECTION AND USES THEREOF 
; FILE REFERENCE: CL001307 

; CURRENT APPLICATION NUMBER: US/ 09/ 94 9 , 016 

; CURRENT FILING DATE: 2000-04-14 

; PRIOR APPLICATION NUMBER: 60/241,755 

; PRIOR FILING DATE: 2000-10-20 

/ PRIOR APPLICATION NUMBER: 60/237,768 

; PRIOR FILING DATE: 2000-10-03 

; PRIOR APPLICATION NUMBER: 60/231,498 

; PRIOR FILING DATE: 2000-09-08 

; NUMBER OF SEQ ID NOS : 207012 

SOFTWARE: FastSEQ for Windows Version 4.0 
; SEQ ID NO 138497 

LENGTH: 601 

TYPE: DNA 

ORGANISM: Human 
US-09-949-016-138497 



Query Match 3.2%; Score 224.4; DB 3; Length 601; 

Best Local Similarity 99.6%; Pred. No. 3.3e-44; 

Matches 225; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 

Qy 5842 ATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGT 5901 

I I I I II I I I I II I I I I II I I I I I I I I I I I I II I I I I I I I I I I II I I I I I I I II I I II II 

Db 376 AAGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACCAGT 435 



Qy 5902 AAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGC 5961 

I I I I I I I I II I II II I I I II I I I I I I I I M II II II I I I I I I I I II I I I I II II II I I II 

Db 436 AAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAAAGC 4 95 



Qy 5962 AAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAG 6021 

I I I I I I I I II I I I II I I I II M I I I I I I II I I II II I I I I I I I I II I I I I II II I I I I II 

Db 4 96 AAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTGCAG 555 

Qy 6022 GAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAA 6 067 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ I i 1 1 1 1 1 1 1 1 1 1 i 1 1 

Db 556 GAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAA 6 01 



Search completed: August 15, 2006, 02:02:57 
Job time : 1161 sees 



SCORE 1.3 BuildPate: 12/06/2005 
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Score Home Retrieve Application SCORE System 
Page List Overview 



SCORE Comments / 
FAQ Suggestions 



This page gives you Search Results detail for the Application 10663433 and Search Result us-10- 

663-433-1. rge. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993-2006 Biocceleration Ltd. 



OM nucleic - nucleic search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 



August 15, 2006, 00:51:02 ; Search time 62234 Seconds 

(without alignments) 
7170.118 Million cell updates/sec 

US-10-663-433-1 
6978 

1 atgaagaaaggttctcaaca agaatgcctcagccagatga 6978 



Scoring table: I DENT I T Y_NUC 

Gapop 10.0 , Gapext 1.0 



Searched : 



6366136 seqs, 31973710525 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



12732272 



Database 



GenEmbl : * 

1 : gb_env : * 

2 : gb_pat : * 

3 : gb_ph : * 

4 : gb_pl : * 

5 : gbjpr : * 

6 : gb_ro : * 

7: gb_StS:* 

8 : gb_sy : * 

9 : gb_un : * 
10: gb_vi : * 
11: gb__ov:* 
12: gb_htg:* 
13: gb_in:* 
14: gb_om:* 
15: gb_ba:* 
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Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


6978 


100 


. 0 


6978 


5 


AF513978 


AF513978 


Homo sapi 


2 


5350. 


.8 


76 


. 7 


5804 


5 


AK074079 


AK074079 


Homo sapi 


3 


3735 


53 


.5 


3735 


5 


AY651261 


AY651261 


Homo sapi 


4 


3597 


.4 


51 


. 6 


3602 


2 


CQ850900 


CQ850900 


Sequence 


5 


3597, 


.4 


51 


. 6 


3602 


5 


AK128098 


AK128098 


Homo sapi 


6 


3008 


.6 


43 


. 1 


3893 


5 


AF083322 


AF083322 


Homo sapi 


7 


3000. 


. 8 


43 


. 0 


3882 


2 


CQ724459 


CQ724459 


Sequence 


8 


2890, 


.2 


41 


. 4 


3037 


5 


BC002932 


BC002932 


Homo sapi 


9 


2873 


. 6 


41 


. 2 


3044 


2 


CS168804 


CS168804 


Sequence 


10 


2873. 


.6 " 


41 


. 2 


3044 


2 


AX834925 


AX834925 


Sequence 


11 


2873, 


. 6 


41 


. 2 


3044 


5 


AK097636 


AK097636 


Homo sapi 


12 


2786 , 


.8 


39 


. 9 


280-3 


5 


BC009287 


BC009287 


Homo sapi 


13 


2410. 


.4 


34 


. 5 


3974 


6 


AK131139 


AK131139 


Mus muscu 


14 


2403. 


.2 


34 


.4 


2631 


2 


AR717552 


AR717552 


Sequence 


15 


2403. 


.2 


34 


. 4 


2631 


2 


AX7465.27 


AX746527 


Sequence 


16 


2403. 


. 2 


34 


. 4 


2631 


5 


AK090600 


AK090600 


Homo sapi 


17 


1826. 


.4 


26 


.2 


3008 


6 


MMIB35 


X79131 M. 


musculus 


18 


1643. 


.4 


23 


. 6 


1833 


5 


AK093457 


AK093457 


Homo sapi 


19 


1331 


19 


. 1 


1600 


5 


BC089415 


BC089415 


Homo sapi 


20 


1213 


17 


.4 


2766 


6 


BC038386 


BC038386 


Mus muscu 


21 


1075. 


.2 


15 


.4 


1879 


6 


BC060146 


BC060146 


Mus muscu 


22 


719. 


. 4 


10 


.3 


721 


2 


CQ724466 


CQ724466 


Sequence 


23 


707. 


.2 


10 


. 1 


791 


2 


BD079470 


BD079470 


Cancer-as 


24 


531. 


. 8 


7 


. 6 


667 


2 


BD221466 


BD221466 


Human gen 


25 


461. 


.4 


6 


. 6 


514 


2 


BD058388 


BD058388 


Secreted 


26 


427 . 


, 8 


6 


. 1 


499 


2 


AR563069 


AR563069 


Sequence 


27 


427. 


. 8 


6 


. 1 


499 


2 


AX321802 


AX321802 


Sequence 


28 


375. 


.2 


5 


.4 


1321 


11 


BX931302 


BX931302 


! Gallus ga 


29 


373 . 


.4 


5 


.4 


375 


2 


AR030354 


AR030354 


Sequence 


30 


323 . 


,4 


4 


.6 


442 


2 


BD026351 


BD026351 


Sequence 


31 


323 . 


.4 


4 


. 6 


442 


2 


AR726612 


AR726612 


Sequence 


32 


323 . 


.4 


4 


.6 


442 


2 


AX886741 


AX886741 


Sequence 


33 


318 . 


,6 


4 


.6 


147029 


5 


AL137068 


AL137068 


Human DNA 


34 


315 


4 


.5 


315 


2 


AR030349 


AR030349 


Sequence 


35 


314 . 


.6 


4 


.5 


330 


2 


AR030351 


AR030351 


Sequence 


36 


302. 


.6 


4 


.3 


784 


2 


BD129243 


BD129243 


Human gen 


37 


302. 


.6 


4 


.3 


784 


2 


BD214802 


BD214802 


Novel hum 


38 


302. 


,6 


4 


.3 


784 


2 


AR768396 


AR768396 


Sequence 


39 


300 


4 


.3 


300 


2 


BD128948 


BD128948 


Human gen 


40 


300 


4 , 


.3 


300 


2 


BD213376 


BD213376 


Novel hum 


41 


300 


4 , 


.3 


300 


2 


AR766970 


AR766970 


Sequence 


42 


296. 


,6 


4 , 


.3 


207392 


12 


AC006558 


AC006558 


; Homo sapi 


43 


284 . 


, 6 


4 . 


.1 


300 


2 


BD220232 


BD220232 


Human gen 


44 


279. 


2 


4 , 


.0 


669 


11 


BX933773 


BX933773 


Gallus ga 


45 


257. 


2 


3 


.7 


974 


11 


BX931123 


BX931123 


Gallus ga 



ALIGNMENTS 



RESULT 1 
AF513978 
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LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 



FEATURES 

source 



CDS 



AF513978 6978 bp mRNA linear PRI 24-MAY-2003 

Homo sapiens CENTRIOLIN mRNA, complete cds . 

AF513978 

AF513978.1 GI :31071794 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 

1 (bases 1 to 6978) 

Gromley,A., Jurczyk,A. , Sillibourne, J. , Halilovic, E . , Mogensen,M., 
Groisman,I., Blomberg,M. and Doxsey,S. 

A novel human protein of the maternal centriole is required for the 
final stages of cytokinesis and entry into S phase 
J. Cell Biol. 161 (3), 535-545 (2003) 
12732615 

2 (bases 1 to 6978) 

Gromley , A . S . , Jurczyk,A., Sill ibourne , J . E . , Halilovic, E. and 
Doxsey, S.J. 
Direct Submission 

Submitted (21-MAY-2002 ) Molecular Medicine, University of 
Massachusetts Medical School, 373 Plantation St., Biotech II, 
Worcester, MA 01605, USA 

Location/Qualifiers 

1. .6978 

/organism="Homo sapiens" 

/mol_type= "mRNA" 

/ db_xr e f = " t axon : 9 6 0 6 " 

/chromosome="9 " 

1. .6978 

/note="centriolar protein" 
/ codon_s t art = 1 
/product = " CENTRIOLIN " 
/protein_id= "AAP43846 .1" 
/db_xref="GI : 31071795" 

/translation- "MKKGSQQKIFSKAKIPSSSHSPIPSSMSNMRSRSLSPLIGSETL 
PFHSGGQWCEQIEIADENNMLLDYQDHKGADSHAGVRYITEALIKKLTKQDNLALIKS 
LNLSLSKDGGKKFKYIENLEKCVKLEVLNLSYNLIGKIEKLDKLLKLRELNLSYNKIS 
KI EGI ENMCNLQKLNLAGNE I EH I PVWLGKKLKSLRVLNLKGNKI SSLQDI SKLKPLQ 
DLISLILVENPWTLPHYLQFTIFHLRSLESLEGQPVTTQDRQEAFERFSLEEVERLE 
RDLEKKMI ETEELKSKQTRFLEE I KNQDKLNKSLKEEAMLQKQSCEELKSDLNTKNEL 
LKQKT I ELTRACQKQYELEQELAF YKI DAKFEPLNYY PS E YAE I DKAPDE S PY I GKSR 
YKRNMFATESYIIDSAQAVQIKKMEPDEQLRNDHMNLRGHTPLDTQLEDKEKKISAAQ 
TRLSELHDEIEKAEQQILRATEEFKQLEEAIQLKKISEAGKDLLYKQLSGRLQLVNKL 
RQEALDLELQMEKQKQEIAGKQKEIKDLQIAIDSLDSKDPKHSHMKAQKSGKEQQLDI 
MNKQYQQLESRLDEILSRIAKETEEIKDLEEQLTEGQIAANEALKKDLEGVISGLQEY 
LGTIKGQATQAQNECRKLRDEKETLLQRLTEVEQERDQLEIVAMDAENMRKELAELES 
ALQEQHEVNASLQQTQGDLSAYEAELEARLNLRDAEANQLKEELEKVTRLTQLEQSAL 
QAELEKERQALKNALGKAQFSEEKEQENSELHAKLKHLQDDNNLLKQQLKDFQNHLNH 
WDGLVRPEEVAARVDELRRKLKLGTGEMNIHSPSDVLGKSLADLQKQFSEILARSKW 
ERDEAQVRERKLQEEMALQQEKLATGQEEFRQACERALEARMNFDKRQHEARIQQMEN 
E I HYLQENLKSMEE IQGLTDLQLQEADEEKERI LAQLRELEKKKKLEDAKSQEQVFGL 
DKELKKLKKAVATSDKLATAELTIAKDQLKSLHGTVMKINQERAEELQEAERFSRKAA 
QAARDLTRAEAE I ELLQNLLRQKGEQFRLEMEKTGVGTGANSQVLE I EKLNETMERQR 
TEIARLQNVLDLTGSDNKGGFENVLEEIAELRREVSYQNDYISSMADPFKRRGYWYFM 
PPPPSSKVSSHSSQATKDSGVGLKYSASTPVRKPRPGQQDGKEGSQPPPASGYWVYSP 
IRSGLHKLFPSRDADSGGDSQEESELDDQEEPPFVPPPGYMMYTVLPDGSPVPQGMAL 
YAPPPPLPNNSRPLTPGTWYGPPPAGAPMVYGPPPPNFSIPFIPMGVLHCNVPEHHN 
LENEVSRLEDIMQHLKSKKREERWMRASKRQSEKEMEELHHNIDDLLQEKKSLECEVE 
ELHRTVQKRQQQKDFIDGNVESLMTELEIEKSLKHHEDIVDEIECIEKTLLKRRSELR 
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EADRLLAEAESELSCTKEKTKNAVEKFTDAKRSLLQTESDAEELERRAQETAVNLVKA 
DQQLRSLQADAKDLEQHKIKQEEILKEINKIVAAKDSDFQCLSKKKEKLTEELQKLQK 
DIEMAERNEDHHLQVLKESEVLLQAKRAELEKLKSQVTSQQQEMAVLDRQLGHKKEEL 
HLLQGSMVQAKADLQEALRLGETEVTEKCNHIREVKSLLEELSFQKGELNVQISERKT 
QLTLIKQEIEKEEENLQWLRQMSKHKTELKNILDMLQLENHELQGLKLQHDQRVSEL 
EKTQVAVLEEKLELENLQQISQQQKGEIEWQKQLLERDKREIERMTAESRALQSCVEC 
LSKEKEDLQEKCDIWEKKLAQTKRVLAAAEENSKMEQSNLEKLELNVRKLQQELDQLN 
RDKLSLHNDISAMQQQLQEKREAVNSLQEELANVQDHLNLAKQDLLHTTKHQDVLLSE 
QTRLQKDISEWANRFEDCQKEEETKQQQLQVLQNEIEENKLKLVQQEMMFQRLQKERE 
SEESKLETSKVTLKEQQHQLEKELTDQKSKLDQVLSKVLAAEERVRTLQEEERWCESL 
EKTLSQTKRQLSEREQQLVEKSGELLALQKEADSMRADFSLLRNQFLTERKKAEKQVA 
SLKEALKIQRSQLEKNLLEQKQENSCIQKEMATIELVAQDNHERARRLMKELNQMQYE 
YTELKKQMANQKDLERRQMEISDAMRTLKSEVKDEIRTSLKNLNQFLPELPADLEAIL 
ERNENLEGELESLKENLPFTMNEGPFEEKLNFSQVHIMDEHWRGEALREKLRHREDRL 
KAQLRHCMSKQAEVLIKGKRQTEGTLHSLRRQVDALGELVTSTSADSASSPSLSQLES 
S LT EDS QLGQNQ E KNAS AR " 

ORIGIN 

Query Match - 100.0%; Score 6978; DB 5; Length 6978; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 6978; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Qy 


l 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


60 






i i i i i i i i i i i i i i i i i i r t i i i i i i i i i i i i i i i i t t i i i t i t i i i i i i i i i i i i i i i i 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


l 


ATGAAGAAAGGTTCTCAACAAAAAATATTCTCCAAAGCAAAGATACCATCATCATCTCAC 


60 


Qy 


61 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


120 






1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


61 


TCTCCTATCCCATCATCTATGTCCAATATGAGATCTAGGTCACTTTCACCTTTGATTGGA 


120 


Qy 


121 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


180 






iiiiiii i i i i i i i i i i t i i i i i i i t i i i i i i iiiiii i i i i i i i i i i i i i i i i i i i i i i 

1 1 1 1 1 1 1 1 1 I 1 II 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


121 


TCAGAGACTCTACCTTTTCATTCTGGAGGACAGTGGTGTGAGCAAATTGAGATTGCAGAT 


180 


Qy 


181 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


240 






1 1 II 1 II II 1 1 II II 1 1 II II II 1 II 1 II 1 1 1 1 1 1 1 II 1 1 II II 1 1 1 1 II II II II II 1 1 




Db 


181 


GAAAACAATATGCTTTTGGACTATCAAGACCATAAAGGAGCTGATTCACATGCAGGAGTT 


240 


Qy 


241 


AGATATATTACAGAGGCCCTCATTAAAAAACTTACTAAACAGGATAATTTGGCTTTGATA 


300 






1 1 1 1 1 II 1 1 1 1 1 1 II III 1 M II 1 1 1 1 II 1 1 1 1 1 M 1 1 II II II 1 1 II 1 1 II II II 1 1 II 




Db 


241 


AGATATATTACAGAGGCCCTCATTTW^AACTTACTAAACAGGATAATTTGGCTTTGATA 


300 


Qy 


301 


AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


360 






1 1 1 1 1 1 1 1 II 1 1 1 II MM II II II 1 II II 1 1 II 1 1 1 1 III 1 1 1 II II 1 1 II 1 1 MM II 




Db 


301 


AAATCTCTGAACCTTTCACTTTCTAAAGACGGTGGCAAGAAATTTAAGTATATTGAGAAT 


360 


Qy 


361 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


420 






1 MM M 1 II M 1 IIIIII 1 II Ml 1 M II II M M 1 II 1 1 1 II II M II II 1 M III M 




Db 


361 


TTGGAAAAATGTGTTAAACTTGAAGTACTGAATCTCAGCTATAATCTAATAGGGAAGATT 


420 


Qy 


421 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


480 






1 II II II M II II III 1 Mill M 1 1 Mill II 1 II M 1 II 1 II II II 1 II 1 II II II M 




Db 


421 


GAAAAGTTGGACAAGCTGTTAAAATTACGTGAACTCAACTTATCATATAACAAAATCAGC 


480 


Qy 


481 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


54 0 






1 1 1 1 1 1 1 1 1 1 1 1 It 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 M 1 1 1 1 1 1 1 It 1 1 1 




Db 


481 


AAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAAGCTTAACCTTGCAGGAAATGAA 


540 


Qy 


541 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


600 






1 M 1 1 Ml 1 M II 1 II 1 MM II 1 1 II 1 II II 1 II M 1 1 II II 1 M II 1 II 1 1 M II 1 1 1 




Db 


541 


ATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAAATCTTTGCGAGTCCTCAATTTG 


600 
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Qy 


601 


AAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAAGTTGAAACCGCTTCAAGATTTG 


660 




III II 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 II II 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 II Ml II 1 1 1 1 1 II 




Db 


bu J. 


AAAQjLtLAAL AALjA 1 AltAl tbL ILLAALxAl Al AAbiLAALil ibAAALLbLi lLAAbAl 1 llj 


cats 
bbU 


Qy 


661 


ATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCTTCCTCATTACCTCCAGTTTACC 


720 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 lllllllll 1 ML II IMIMIIIIIIII 




Db 


C C 1 


All ILlLlbAILL lALil ILxAAAAl LLAL 1 IblbALLLl ILLi LAI 1 ALL- 1 LLAL 1 1 1ALL 


Ton 
/zU 


Qy 


721 


ATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCAGCCAGTAACCACTCAGGATAGA 


780 




III II III 1 II 1 1 1 II 1 II II 1 II II 1 1 II II II 1 1 II 1 1 1 1 1 1 1 1 III II II 1 II 1 III 




Db 


721 


7\ f-nrnrpi-p ft ft A rT'Tinririrp'P/^ A rp rn/~i ft ■» tv tv /^trprprp/-i^» a a ft ft mniv ri ^-t /~i a /~""p A a /""i /~i A /~irp /-1 t\ ft /-i t\ m 7V /—1 7\ 

ATTTTCCACCTCCGTTCATTGGAAAGTT^ 


780 


Qy 


781 


CAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGAAAGACTGGAAAGAGACCTAGAA 


840 




III 1 1 1 II 1 1 1 1 1 Ml 1 II II 1 II II 1 1 II 1 1 M 1 1 II 1 1 1 1 1 1 1 1 1 II II II 1 M 1 II 1 




Db 


781 


/— t tv ft ft} tv ft ft /"i rnrrirri Tiy^i 7V /~i a a rp rp /~i 71 ommrp a /"1 A a ft tv /"*/"irp "A tv a a tv /Trp/T/'i A a a /*"» a ft a /"i /~irp 7v ft tv a 

CAGGAGGCTTTTGAGAGAT TC AGTTTAGAAGAGGTAGAAAGACTGGAAAGAG AC CTAGAA 


840 


Qy 


841 


AAAAAGATGATAGaAACTGAAGAGCTTAAGAGCaAACaAACAAGGTTCCTTGAGGAAATT 


900 . 




1 M III III 1 II I llll II III II II MM II II MM 1 M 1 MM 1 II II M 1 II MM 




Db 


841 


AAAAAGA 1 GA 1 AGAAAL 1 GAAGAGL 1 1 AAGAGL AAALAAALAAGG 1 1 LL 1 1 GAGGAAA 1 1 


r\ r\ r\ 

900 


Qy 


901 


AAAAATCAAGATaAATTGAATaAATCATTaAAAGAGGAGGCCATGTTACAGAAACAGAGC 


960 




1 Ml 1 II 1 II 1 II 1 M 1 II M Ml II 1 Ml II II 1 IMIIMI II II 1 III M 1 1 II 1 M 




Db 


y oi 


A A A A A r P/ r " 1 A APATA A ATTPA ATA A ATPATfA A A A z^* 1 A P* A PPPPATPTTA pTi ri7\ A A Z'"* A A /"» Z" 1 

AAAAA 1 L AAGA 1 AAA 1 1 L*AA 1 AAA 1 LA 1 1 AAAALr AGL AGGL L A 1 G 1 I AL AGAAAL AG AGL 


r\ f r\ 

960 


Qy 


961 


TGTGAGGAACTCaAGAGTGACTTaAACACaaaaAATGAATTGCTAAAACAGAAGACCATA 


1020 




1 llll III II 1 II 1 II 1 II 1 II M II 1 Ml II II II II II 1 1 1 II M 1 II II II II 1 II 1 




Db 


961 


rriftrrift 7\ fx ft 7\ 7\/~ ,r P/^ , A A A /"""PP 1 APTTA A A i" 1 A Z" 1 A AA AA A T 1 /^" A A T< T 1 /" 1 pm7v A 7\ APAPA A/""»A/'i/'"''AT>A 

TGTGAGGAAL1 LAAGAG1GAL 1 IAAALALAAAAAAIGAATTGlTAAAACAGAAGACCATA 


1020 


Qy 


1021 


GAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGaACAGGAATTGGCCTTTTATAAA 


1080 




MM 1 II 1 II III 1 II 1 II 1 II II II 1 1 M Ml II 1 M M II II 1 II 1 1 II III M 1 1 II 






1021 


PA A1"PA APA f~*r* A r*t~* A rpr-»rp/^ A P 1 A AnP7l A ""p A rp^-» 71 ftftrrtftft A A Z™' A /"'/'*• A A TTP/TiPTT'TlTA rp A A A 

GAA 1 TAALALGAGLA 1 G 1 LAGAAGLAA 1 A 1 GAGL 1 GGAAL AGGAA rl GGLL1 TTTATAAA 


1080 


Qy 


1081 


ATTGATGCTaAATTTGAGCCACTaAATTATTATCCATCAGAGTATGCTGAAATTGATAAA 


1140 




1 1 1 1 II 1 1 II 1 1 1 1 II 1 II 1 1 1 1 II II 1 II II M 1 II M 1 II 1 II M 1 1 II II 1 II M M 




DO 


1081 


iv m m fx tv mf* ftm tv tv 7V mmmn A ft ft ft 7v /"*rp 74 74 71 rprp A rprp A mftf* A rn/^i tv /— i 71 /"im 7V m /"i ft m tv tv tv mm/^i tv m tv tv tv 

ATTGATGCTAAATTTGAGCCACTAAATTAT^ 


1140 


Qy 


1141 


GCCCCAGATGaAAGCCCTTACATTGGCaAATCCAGATACAAGAGAAATATGTTTGCCACA 


1200 






MM 1 Ml II 1 II 1 II 1 II 1 llll III 1 1 1 1 II III M M II II 1 M 1 1 Mill III Ml 




Db 


1141 


f \ ft ft ft ft "7\ /~t tv m/-~i tv tv 7v f* ft ft ftmrrt tv /"*» 7v rnmoo ft 7v 7v 7v rn/*"«/"*i tv <"i 7v m tv ft 7v 7v 7v ft 7v 7v 7v m tv m ftmmm ft ft ft TV ft TV 

GC CC C AGATGAAAGCC CTTAC ATTGGCAAATC CAGAT ACAAGAGAAAT ATGTTTGCCACA 


1200 


Qy 


1201 


GAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAA 


1260 






1 1 M 1 II II 1 1 II 1 1 II II 1 II 1 1 1 II II 1 II 1 M 1 II 1 M 1 II 1 II 1 II 1 1 II II 1 M 1 




DD 


1201 


P" A P» A P^HPT* A TATTATTPAPAPTPPTPAPPPAPTAPAPATPA APA APA rppip 71 ppp»PA mpi A tv 

GAGAG I1A1A11A11 GAL AG 1 LtL 1 L AGGL AG 1 AL AGA 1 L AAGAAGA 1 GGAGLL AGA 1 GAA 


12 60 


Qy 


1261 


CAACTTAGAAATGATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAA 


1320 




1 II 1 1 II II II II 1 1 1 II Mill 1 II 1 1 1 1 II II II 1 1 1 MM II M Ml 1 1 II 1 1 II 1 1 




Db 


12 61 


ft 7\ 7v ftrprn-K /-» TV TV 71 rnft ATPAPA rp/~» 7V TV firrtrpft TV ft 7i pp <^i/~i TV PAr'ArT'A ftrrtftf* y\,ftT^ftftff]\ tv /^rp/-i/-» 7V tv 

LAAL 1 1 AGAAA1GA1 LALA1 LrAAL 1 1 GAGACjjGLLALALALLALI GGALALGLAALTGGAA 


1 320 


Qy 


1321 


GACAaAGAAAaAAAaATaAGTGCAGCACaaACTCGACTATCAGaACTGCATGATGAaATA 


1380 






llll 1 II MM 1 1 1 II 1 1 1 II II MM III MM 1 Ml II II II 1 1 II II 1 1 II II II 1 1 




Db 


1321 


ft TlPAAAPAAAAAAAAA T 1 A A r P/~ 1 A /~t f~t A A A APTPPAPTATPAPA A PTtp PATPATPA A ATA 

GACAAAGAAAAAAAAA 1 AAG 1 GLAGL ALAAAL rLGALTATLAGAACTGCATGATGAAATA 


1380 


Qy 


1381 


f* 7V TV TV A ft ft ft 7V /"^ A A A A /"I A A A n^TTtrrtrrtft TV /^l A ft ftrn 7V /~irn/~» TV TV ft 7V TV rrirnm TV 7V 7V ft 7V TV /*^rn ft ft TV TV TV TV /~1 nrn 

GAAAAGGCAGAACAAlAAATTTTGAGAGCTAlTGaAGAATTTAAACAACTGGAAGAAGC 


1440 




MM 1 II Ml 1 1 1 Ml II Ml II M 1 Ml 1 II 1 1 II Mill 1 M 1 II 1 II 1 II 1 1 1 1 1 1 




Db 


1381 


GaaAAGGCAGAACAACaAATTTTGAGAGCTACTGAAGAATTTaAACAACTGGAAGAAGCT 


1440 


Qy 


1441 


ATACAACTaaaaAAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 


1500 




III II II II 1 1 M 1 1 1 MM 1 II M III II II 1 II 1 II II II 1 1 II M llll II 1 II III 




Db 


1441 


ATACAACTAAaAAAGATTTCAGaAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGT 


1500 
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Qy 


IbUl 


AGAL 1 AC AAC J. I G 1 AAA 1 AAA 1 X ACGCCAGGAAGC X C X GGA X C X AGAAC 1 GC AGA 1 GGAA 








1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


1501 


AGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAA 


1560 


Qy 




AAGCAAAAGC AGGAAA X XGCCGGAAAGLAGAAGGAGAX I AAGGACC XGLAAAXAGCCAX A 


lozCJ 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


1561 


AAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATA 


1620 


Qy 


lozl 


A T» A / r, PP r PrT' A rprp OO TV A A /"i A /"i ft /""» A A A A /"* A T" mo 0 0 71 rp A T»/"i A A nr>prnpT\ 71 71 tv 0 71 A OOO m TV t\ 71 

gatagcctggattccaaagacccaaaacattcccatatgaaggctcaaa 


1680 






1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1621 


GATAGCCTGGATTCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAA 


1680 


Qy 


lool 


OA A P* 1 A A P" 1 A A /^trprp/-i AAA mm A mA A A P" 1 A 7\ A m 7V A A A AAA A /""PTTi A A A A T> A A T""P'" , P A A 7\ m A t\ 0 

GAACAACAGCX I GALA J. X ArGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAG 


1740 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 

1 1 < 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 < 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1681 


gaacaacagcttgacattatgaacaagcagtaccaacaacttgaaagtcgtttggatgag 


1740 


Qy 


1/41 


a m A Ammm om a a a a mmA Am tv a a a aaa aaa a a A a a Tv mm a a a a a rimmo 7k tv n t\ tv /"i tv /"i/"*! mm a Am 

A I AC T X X C rAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 


1800 






1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II 




Db 


' 1741 


ATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACT 


1800 


o, . 
Qy 


lo 01 


tv A A A /"i/""* A A A m A A A A A A AAA mA A A A A A Am A a a A a tv a a tv mmm tv a tv tv /i m /"1 m m a m a a aitia a a 

GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 


1860 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1801 


GAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGG 


1860 


Qy 


1861 


mm a a a a a a a m a /^i f\tT\f~% r~\ /~% tv a a a mm aaa a a a a a aaa a a Am a a a a a a a tv a a a m a a aitia a a a a 

TTGCAAGAAX ACC XGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 


1920 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


1861 


TTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGG 


1920 


Qy 


iy«£ i 


A A A Am a A A A A a mA a A aaa A a A a 0 tv mm a mmA a a a a a a mmA a a a a tv tv Am a a tv a a tv a a tv a tv a tv 

AAGC 1 GCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 


1980 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1921 


AAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGA 


1980 


Qy 


1981 


GACCAGCTGGAAATAGTTGCCATGGATGCAGaaAATATGAGGAAGGAGCTTGCAGAGCTA 


2040 






1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 II 1 1 1 1 1 1 II 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1981 


GACCAGCTGGaAATAGTTGCCATGGATGCAGaaAATATGAGGAAGGAGCTTGCAGAGCTA 


2040 


Qy 


2041 


Tv t\ tv m/*i /~i /*! /*i m /""l r^t tv tv /~i ta x*t /~t t\ /^i ta m>n tv mm ta ta rn /t /t ta m /~i mm m /^i m tv /*i m tv /t tv y^r /*i n m /^i m tv y-n tv m 

GAaAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 


2100 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2041 


GAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGAT 


2100 


o, - 

Qy 


2101 


m /~i tv m/^i /~i /^i m tv m/^i t\ ta /^i rn /^i ta /~im ta /^i ta /**t/*^ /"^m /^m tv tv tv /^i m ta ta /^i r*% /^i ta m /~i /*i m yt ta tv /~t rr tv ta /^t 

CTCAGTGCCTATGaAGCTGAGCTAGAGGCTCGGCTaAACCTAAGGGATGCTGAAGCCAAC 


2160 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


2101 


CTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAAC 


2160 


Qy 


^lbl 


r> A f~* om a a r~*f** a a /"i a /■"imm/"t/"T a a a a a /*rrn a a a a /"» a /™imm tv pooh 0 mm tv /~i tv tv ah tv m mi 0 nrtnm m 

L AGL T C AAG G AAG AG T T GG AAAAAGT AA C AAG AC TT AC C C AGTT AG AACAAT C AGC CC T T 


2220 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2161 


CAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTT 


2220 


Qy 


1 O O T 


OA AOOAOA A /'"""PrT-l/'l AOA AO/^A A AAO/^»A A/~1/^/"'Om/~'A AOA A rp/~1 /~1 /~i Amm/^1 /~1 TV A A 7\ /~1 f~\ /~1 /~» TV O mm O 

C AAG C AG AAC TTG AG AAGG AAAGG CAAG C C C T C AAG AATG C C C T TGG AAAAG C C C AGT T C 


2280 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2221 


CAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTC 


2280 


Qy 


zz ol 


mo a 0 tv a 0 tv a A a oo tv /"i o tv tv o tv o tv tv o a omo a o om oo tv moo tv tv tv tv omm tv tv tv 0 a ommo 0 tv 00 tv m 

X C AG AAG AAAAGGAG CAAG AG AAC AG TG AG C T C C ATGC AAAAC T T AAAC AC T TG C AGG AT 


2340 






1 1 1 II 1 1 1 II 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 




Db 


2281 


TCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGAT 


2340 


Qy 


2341 


GACAATAATCTGTTaaAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 


2400 






III 1 1 1 II 1 II 1 1 1 1 II II 1 II MM II II II 1 1 II II 1 1 II 1 1 1 1 II 1 1 II II II 1 1 1 1 




Db 


2341 


GACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTT 


2400 


Qy 


2401 


GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTaAGAAGAAAACTG 


2460 
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i i i i 1 1 1 1 1 1 1 1 1 1 1 f i r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 e 1 1 1 1 1 1 1 1 1 1 1 1 

ATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 2460 



Db 


2401 


GATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTG 


2460 


Qy 


2461 


AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 


2520 




1 1 1 II II II 1 1 1 1 1 1 1 1 II II 1 MM II 1 1 1 1 1 1 II 1 II 1 II 1 II 1 1 1 II 1 1 1 II II 1 1 1 




Db 


2461 


n n 7v mm *K tv tv /^m/"i * » » rns"i n v"i iv m * m tv /"^ m /^i Am m /^i tv /"^ tv m /**t m /~i m m tv tv t* tv t\ m /T m m 

AAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTT 


2520 


Qy 


2521 


GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 


2580 




II 1 MM II 1 1 1 1 1 II 1 II II 1 MM II 1 1 III 1 II 1 II 1 II 1 II 1 1 1 II 1 1 1 II II 1 1 1 




Db 


2521 


GCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAA 


2580 


Qy 


2581 


GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 


2640 




1 1 1 II 1 1 II 1 1 1 1 1 II 1 II II 1 MM II II 1 1 1 III 1 II II 1 1 1 II 1 1 II II II 1 II 1 1 1 




Db 


2581 


GCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCA 


2640 


Qy 


2641 


ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 


2700 




II 1 IIMII 1 1 1 1 II 1 1 II II 1 MM M II II 1 1 II 1 II II 1 1 1 II II M 1 III 1 II 1 1 1 




Db 


2641 


ACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTT 


2700 


Qy 


2701 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


2760 




1 II IIMII 1 M 1 1 1 II II II 1 1 III II II 1 1 1 1 Ml II II Ml 1 Ml II 1 1 II 1 II 1 1 1 




Db 


2701 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


2760 


Qy 


2761 


GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 


2820 






III III Ml MM II 1 1 II MIMM MIMM 1 II III MM II II 1 1 II IIMII 1 




Db 


2761 


GAAAAT CTAAAAAGTATGGAGGAAATC C AAGGC CTT AC AGAT CTCC AACT TCAGGAAGCT 


2820 


Qy 


2821 


GATGAAGAGAAGGAGAGAATTCTGGC C C AACT CCGAGAGT TAGAGAAAAAGAAGAAAC TT 


2880 






Ml IIMII MM 1 1 II IIMII Ml II Mill 1 II III IMIIMM 1 1 M III III 1 




Db 


2821 


GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 


2880 


Qy 


2881 


GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


2940 






1 II II 1 III 1 1 II 1 1 1 1 1 1 1 II 1 III 1 1 M 1 1 1 1 1 1 II III 1 1 1 1 1 Ml 1 1 Ml 1 1 II 1 1 




Db 


2881 


GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


2940 


Qy 


2941 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


3000 






III IIMII 1 1 1 1 1 1 1 1 II 1 II 1 MM 1 II 1 1 1 1 1 1 II Ml II 1 1 1 II 1 1 1 Ml 1 1 II 1 1 




Db 


2941 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


3000 


Qy 


3001 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


3060 






1 II IIMII II II 1 1 1 1 Ml II 1 MM 1 M 1 1 1 1 1 1 M II 1 1 II II II 1 1 1 1 II II II 1 1 




Db 


3001 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


3060 


Qy 


3061 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3120 






III Ml II 1 M II 1 1 II II 1 1 1 1 II MM 1 M 1 1 II II II 1 1 M II II 1 1 II M II II 1 1 




Db 


3061 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3120 


Qy 


3121 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 






Ml MM 1 1 II II 1 1 Mill 1 III 1 III II 1 1 1 1 II II M MM II II MM 1 1 II II II 




Db 


3121 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 


Qy 


3181 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


3240 






MMMMMMM 1 II II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 II 1 1 II II II 1 II 1 1 1 II 1 1 1 1 




UD 


T1 Q1 


A i Lj(jA(jAAAAL ALjO I (j 1 ALrb I AL 1 CjCjACjLAAAL 1 CAL. AU(j I C L I AbAAA 1 I (jACjAAAL I Cj 




Qy 


3241 


AATGAGACAATGGAACGACAAAGGACAGAGATTGCaAGGCTGCAGAATGTACTAGACCTC 


3300 






1 1 Mill 1 1 1 1 II 1 II 1 II 1 II MM 1 1 1 1 1 1 M II 1 1 II II 1 II 1 II II M II II II II 




Db 


3241 


AATGAGACAATGGAACGACAAAGGACAGAGATTGCaAGGCTGCAGAATGTACTAGACCTC 


3300 


Qy 


3301 


ACTGGAAGTGACAACaAAGGAGGCTTTGaaAATGTTTTAGAAGAAATTGCTGAACTTCGA 


3360 



1 1 1 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ I ( 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 
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Db 


3301 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


3360 


pw 

vy 


J J D 1 


priTna anTTTT'TT&TPftnA a.tpatta.pat& Apr 1 a pip a tppp zap atpptttpa a a ararna 








IIIMIIIIIIIIIIIIMIIMIIIIIIIIIIIIIMIIIIIMIIIIIMIIIIIIII 




Db 


3361 


CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


3420 


pw 


1A O 1 


rrr , TaTTnpTar , TTTaTrprarpapr , appaTPaTr , a aa AP , ^'T , TPPAP 1 P , P 1 A r ^A^ ,r r ,^ pp 1 ^ , P''Ap , 

LjLjLIAI ILjLjIALI 1 lrtl LjLL/\LLALLi-iLL./-i 1 L.H. 1 LAAAALi 1 1 1 LLAkjLLAl ALil 1 LLLALr 


1 A Q Pi 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II I 1 1 1 1 1 1 1 1 1 1 II 1 1 I II 




Db 


3421 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


3480 




I/I Q1 


LiLLALLAAoLiAL 1L1 00 i vjl 1 LjLjLL 1 lAAolAL 1 LALjLL 1 LAAL 1 LL 1 Lj i 1 ALjAAAALLA 


"5 C A Pi 






IIIIIMIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIMIIIIIMIII 




Db 


3481 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


3540 


Qy 


*i /l 1 


PPPPPTPPPPRPPAPPA TP^P 1 A APP71 APPPAPTPA A PP r TPPPPP r rPPPT , r , 7\ A rp 71 ^rpz-t/^i 

LLjLLL 1 LjLjLjLALjL ALjLjA 1 L^LjAALiLjAALjLjLALj I LAALL 1LLLLL ILjLL 1 LALjLjAI AL 1 LjLj 


"5 c a a 






IIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIMMIIIIIIIIIIII 




Db 


3541 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3600 


yy 




PTTTATTPTPPPATPATPA P'T^P^T"!"' A P 1 A T 1 A A A P"T l P"T ir n r PP'P' A APTAPAPATPPAPA nftPT 

LjI 1 1 Al 1L1 LLLA1 L ALA?AL^ 1 LJLjLj 1 1 ALAJl AAAL ILjI 1 1 LLAALj 1 AbAbAl LjL,ALiALALj1 


*3 C C Pi 






IIIIIIMIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


3601 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


3660 


yy 




ppappapaTaPTPappa spapaptpa p , P i T , P i P t a tpappa apaapa ApppppBTTfTPTpppT 
LjLjALjLjALjA 1 ALr 1 L-ALtLjAALtALjALj 1 LjALjL 1 LiLjA 1 LiALLAALiAALjAALLLLL A 1 1 1 Lj 1 LjLL i 


J /zU 






IIIIIIIIIIIIIIIIIMIMIIIIIIMIMIIIIIIIIIIIIIIIIIMMIIIIII 




Db 


3661 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3720 


yy 


J / z J. 


PPTPPTPPaTaPaTPaTPTaTaPTPTPPTTPPTPaTPPTTPTPPTPTaPPPPAPPPPATP 
V- 1 LL 1 ubHIHLAl LrA 1 Lr 1 Al AL lol oL 1 1 LL 1 LjAI LjLj 1 XLi LL 1 b 1 ALCLLAuouLA 1 b 


6 / oU 






MM! MINI III IMMIIIMIMII Mill MINI MM MINIMI II Mill 




Db 


3721 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


3780 


PW 

wy 


J / oJl 


PPPPTPTATPPAPPAPPTPPTPPPTTPPPA A A P 1 A ATAPPPPA P'P'T'P'TP' A P'P'P'P'TP'P'P 1 A P^T" 

LjLLL 1 LjI A1LjL.AL.UAUL. 1 LL1 LLL X 1 LrLLAAALAAl ALjLLLjALL 1 L 1 LALLLL 1 LjLjLAL 1 


O A A 






1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 




Db 


3781 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3840 


Hi/ 

uy 


Jo'il 


PTTPTTT 1 A r PP'P 1 P 1 P* P 1 A PPTPPTPPTPPPPPPPPP A mppmprpii rppppppmpo » PPPPPPA 7\ r~\ 

Lrl ILjI 1 1 AILjLjLLLALL i LL ILjL 1 LtOLjLjLLLLLAILjLjI Li 1 Al LjLjLjLLI LLALLLLLLAAL 


O A Pi Pi 

3900 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 II 1 1 1 1 II 1 1 




Db 


3841 


GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 


3900 


yy 




1 1L1LLA1LLLL1 1LA1LLL1 AlOLTLTiLiICjLILiLAll.GLAALGTCLCTGAACACCATAAC 


3960 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3901 


TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 


3960 


wy 




TTAPAPA A TP A APTTTPTAPATTAPA APAPATA ATPPAPPA r T"T lr P A A A ATPA A A P 1 A AP'^P'O 

1 1 ALjALjAA 1 LjAALj 1 1 1 L 1 ALjA 1 1 ALjAALxAL A 1 AA 1 LjL ALjLA 111 AAAA 1 L AAALrAALjLbjLr 


A A *1 Pi 

4 UzU 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3961 


TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 


4020 


wy 


a n o i 


PAAPAA APPTPPA TPAPAPPATPPA jipppppiv pmppp A P 1 A A APA A A TPPA APAA PTPPA T 

LjAALtAAALjLj 1 LjLtA 1 LtALjALjLA 1 LL AALjLLjLjLALj 1 LLtLtALjAAALjAAA 1 LjLjAALjAAL 1 LjL A 1 


A A O Pi 
4 Ub U 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4021 


GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 


4080 


Pa/ 

yy 


*£ Uo 1 


PATA ATATTP A TP A r PP lr PT ,r P r PP 1 P , A APAPA APAA A APPTTAPAPTPTP AAPTAPAAPA A r P r P A 

LA 1 AA 1 A 1 1 LjA 1 LrA 1 L 1 1 1 1 vjLAALtALjAALtAAAALiL 1 1 ALjALi 1 Lr 1 LjAALj 1 ALtAALtAA 1 1 A 


A 1 A f\ 

4140 






llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


4081 


CATAATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTA 


4140 


yy 


*t J.fi 1 


PATAPA A PTPTPPAPA A A PPTPA APAPPAAAA pp A PTTPATTPA rpPP AAA TPTTPA P» A PT 

LA 1 ALjAAL 1 Li 1 LL ALjAAALLj 1 LAALALjL AAAALjLiAL 1 1 LA 1 1 L>A 1 LjLjAAA 1 Lj 1 1 LjALjALj 1 


a o n a 






1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 I 1 1 1 1 i 1 1 1 1 1 1 1 

II 1 II II II II 1 II 1 1 1 1 II II II M 1 II 1 1 1 1 II 1 II 1 1 1 II M 1 II 1 1 1 1 1 1 II 1 1 1 1 




Db 


4141 


CATAGaACTGTCCAGaaACGTCAACAGCAAaAGGACTTCATTGATGGAAATGTTGAGAGT 


4200 


Qy 


4201 


CTTATGACTGAACTAGaaATAGaaaAATCACTCAAACATCATGAAGATATTGTAGATGAA 


4260 






1 II II 1 1 1 1 1 1 II 1 1 II M II Mill II II 1 II 1 1 1 1 1 II 1 II 1 1 1 II Ml 1 II II 1 1 1 1 




Db 


4201 


CTTATGACTGAACTAGaAATAGAaAAATCACTCaaACATCATGAAGATATTGTAGATGAA 


4260 
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Qy 


4261 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4320 




III II II 1 III 1 II M 1 M II 1 1 1 1 1 1 1 II! 1 II 1 1 II II II 1 1 II MM II II II II II 




Db 


4261 


ATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGA 


4320 


Qy 


4321 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTT 


4380 




III II II MM INI II It MM MM INI III II II MM MM MM II II II II II 




Db 


4321 


CTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTT 


4380 


Qy 


4381 


GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4440 




1 II II III III II II 1 1 II 1 IM 1 II 1 1 1 1 1 1 M 1 1 II II M 1 1 1 1 II II II II M 1 1 M 




Db 


4381 


/T tv ii ^ tv rn m /n tv r** m y— « •» fti/^t/n /""l tv tv ^t tv /^i tv tv /»*t mm m tv m m /T n n tv /^m^ tv r^im tv tv rn n/*im/ , i tv tv tv mm tv 

GAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTA 


4440 


Qy 


4441 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4500 




1 II II II II 1 1 II II 1 1 II III II 1 1 1 1 III 1 M 1 1 1 1 II II II II II II II II 1 1 1 1 M 




Db 


4441 


GAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCG 


4500 


Qy 


4501 


CTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAA 


4560 






1 II II II 1 1 1 1 II 1 1 1 1 II II Ml II 1 1 II M 1 1 1 III II II II II II II II 1 1 1 1 1 1 II 




Db 


4501 


CTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAA 


4560 


Qy 


4561 


GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAG 


4620 




MMMIMMMMMMMMIMMMMMMMMMMMIMMMMIMM 




Dd 


4561 


tv tv tv m tv tv tv /*r Tv Tv Tv Tv m m m T\ /™i /t tv /t tv tv tv tv /"i tv /™im /t tv /T tv /™i m m *t /i tv tv m/"r mmm tv tv /T is tv /l tv tv r*^ tv tv yi 

GAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAG 


4620 


Qy 


4621 


GAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAAT 


4680 






II II 1 MMM II II II M II 1 1 1 III Ml 1 Ml M II II II 1 1 II II II MMM 1 1 II 




Db 


4621 


GAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAAT 


4680 


Qy 


4681 


GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 


4740 






M 1 II II III 1 1 1 M 1 II 1 II 1 1 1 II 1 M M III llllllll 1 1 M II II II II M 1 1 1 1 




Db 


4681 


tv /"1 f*\ tv rn tv at /*t tv /'i/^imri /"T tv /-% m y~i y*r rn m tv tv tv ✓t tv tv m at m/r tv at rn at ai mm at m m at tv at at at /*-< tv tv tv tv at tv at at at 

GAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCC 


4740 


Qy 


4741 


GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 


4800 


Db 


4741 


1 II II II III 1 1 1 II 1 1 II III 1 1 II II 1 1 1 1 1 1 1 II 1 II II II 1 1 II MM II II II 1 1 

GAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGAC 


4800 


Qy 


4801 


AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 


4860 






1 II 1 1 II II 1 1 II II 1 1 II III II Mill 1 1 1 1 II 1 1 III M II 1 1 II IMMM II 1 II 




Db 


4801 


AGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCA 


4860 


Qy 


4861 


AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 


4920 






MM Ml II II II II II 1 1 1 1 1 M 1 1 1 1 II II II II MMM II II II 1 1 II 1 III 1 1 II 




Db 


4861 


TV TV TV AT TV AT AlfTl A*T AT TV AT AT TV TV AT AT m AT m AT TV AT TV AT m AT At) AT TV AT TV AT TV A"1 m y^T TV TV A^l m TV TV /"im TV A^l Tfc TV m y*T TV TV m 

AAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAAT 


4920 


Qy 


4921 


CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 


4980 






M 1 II II MM II II II 1 1 II 1 1 1 1 1 1 1 II II II II 1 III II II II II II II II II 1 1 1 1 




Dd 


4921 


/r tv /^t tv rn rn tv /"t/^i /t tv tv /^i rn tv tv tv tv rn ✓Tm m m m r*s tv tv /^t tv tv m^i tv ^immmm /^i tv ^1 tv tv 7v /~i tv ^t tv tv m tv tv tv m 

CACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAAT 


4980 


Qy 


4981 


GTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAG 


5040 






1 1 1 II II II 1 1 M II II II II II III II 1 Mill 1 1 1 1 II II II 1 1 II II M M 1 1 II M 




Dd 


4981 


r*\ m m /^i tv /^i tv mm tv /^i m/^ tv tv tv /^i tv tv tv tv tv m /*r tv tv zt m m tv /"i tv /~i m m tv m tv tv tv r^i tv /t/t tv tv tv m m^i tv tv tv tv tv /t tv /^t 

GTTC AGATTAGTGAAAGAAAAACT CAAC TTAC ACTTATAAAGCAGGAAAT TGAAAAAGAG 


5040 


Qy 


5041 


GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 


5100 






1 II 1 1 M II 1 1 II II 1 1 II II II 1 II II 1 M 1 II II 1 II II Mill Mill 1 1 II II 1 II 




Db 


5041 


GAAGAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAAT 


5100 


Qy 


5101 


ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 


5160 






MM II 1 II III 1 M 1 II 1 1 1 Ml II II 1 MM 1 II 1 IMMM II III 1 II 1 III 1 1 II 




Db 


5101 


ATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGAC 


5160 
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Qy 5161 CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 5220 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I II I I I I I I I I I I I I I I I I I I I I I I I II I I 
Db 5161 CAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTA 5220 

Qy 5221 GAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTC 52 80 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I II I I I I I I I I I I I I I I I I I I I I I I I 
Db 5221 GAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTC 52 80 

Qy 52 81 CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 5340 

I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I 
Db 5281 CTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCG 5340 

Qy 5341 TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 54 00 

I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 5341 TGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAA 54 00 

Qy 54 01 AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 5460 

1 1 1 1 LI U lllll II II 1 1 I I I II 1 1 1 1 1 I I 1 1 1 1 III 1 1 1 1 1 1 llllll lllll III II 

Db 5401 AAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAG 5460 

Qy 5461 CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 5520 

I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

Db 54 61 CAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAA 5520 

Qy 5521 CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 5580 

I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I II 

Db 5521 CTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAA 5580 

Qy 5581 GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 5640 

I II II I II 1 1 1 1 1 II II Ml I II III 1 1 1 1 1 1 1 1 II II INI 1 1 1 Ml 1 1 II 1 1 1 1 II II 

Db 5581 GAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTG 564 0 

Qy 5641 AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 5700 

1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 1 1 II I M II 1 1 1 1 1 1 1 1 1 1 M 1 1 M II 1 1 II I 1 1 I II 1 1 1 

Db 5641 AACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAG 5700 

Qy 5701 CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 5760 

1 1 II M 1 1 1 1 1 1 II II I II I II II I II II II I M I M M II II I II 1 1 II M I II 1 1 1 1 1 

Db 57 01 CAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAA 5760 

Qy 5761 GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 5820 

I I MM II Ml II I II I II IMIII II 1 1 1 1 1 II III 1 1 1 1 II I II II II I M I II 1 1 II 

Db 57 61 GAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAG 5820 

Qy 5821 CTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAA 5880 

1 1 1 M 1 1 1 1 1 1 1 1 M M M M 1 1 1 M M M 1 1 llllll II MM llllll llllll 

Db 5821 CTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAA 5 880 

Qy 58 81 GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 594 0 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 5881 GAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAG 594 0 

Qy 5941 GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 6000 

III Mill I Ml 1 1 1 1 II 1 1 II I II I II II M II M M MM I M I Ml 1 1 1 II M Ml I 

Db 5941 GAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAA 6000 

Qy 6001 GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 6060 

II I II II II II II II I II M II I III II II I II I II II M I M I M I III II I III II II 

Db 6001 GAGCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTC 6060 

Qy 60 61 TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 6120 
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1 II 1 1 1 1 1 II II 1 II II 1 III 1 1 1 1 1 II II 1 1 1 1 1 1 II II II 1 1 1 1 II 1 1 II II 1 1 1 II 1 




Db 


6061 


TCCCAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAG 


6120 


Ov 


6121 


CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGG/^AC 


6180 




1 II II 1 1 1 1 III 1 II 1 1 1 III Ml II MM 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 Ml 




Db 


6121 


CTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAAC 


6180 


Ov 

Vy 


6181 


C AGTT CTTG ACAGAAAGAAAGAAAGC TGAGAAGCAGGTGGCCAGC CTGAAGGAAGC AC TT 


6240 






MM II 1 Mill 1 II 1 II III Ml II II II II 1 1 M 1 1 1 1 1 II 1 II II 1 Mill 1 1 1 II 1 




Db 


6181 


CAGTTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTT 


6240 


Ov 
vy 


6241 


AAGAT CC AGCGGAGC C AGC TGGAG AAAAAC CTTCTTGAGCAAAAACAGGAGAAC AGCTGC 


6300 




1111 III llllll III INI II II II MINI MM II III III Mil II MM IN III 




Db 


6241 


AAGATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGC 


6300 


Ov 
vy 


6301 


ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 


6360 




MM IIMIMM II 1 Mill lllllll 1 II 1 II II II 1 1 III II 1 III Ml III II II 1 




Db 


6301 


ATACAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGG 


6360 


Ov 
vy 


6361 


CGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATG 


6420 




III II 1 II MM 1 II 1 1 MM 1 II II II 1 1 1 1 1 1 M 1 1 II MM 1 II II III M 1 1 M II 




Db 


6361 


CGCCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATG 


6420 


Ov 
vy 


6421 


GCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTT 


6480 






1 II 1 II 1 1 1 1 1 II II Ml II 1 1 II M II 1 II 1 1 MM MM II 1 1 III 1 1 II II 1 1 II 1 1 




Db 


6421 


GCAAACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTT 


6480 


Ov 
vy 


6481 


AAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCA 


6540 




III MM II 1 II 1 II II 1 II 1 llllll M II 1 1 M M 1 II 1 II 1 II Ml Mill 1 1 II II 




Db 


6481 


AAATCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCA 


6540 


Ov 
vy 


6541 


GAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTG 


6600 




III 1 II 1 II 1 II 1 II II 1 M 1 III M II II 1 1 1 1 1 1 Ml 1 II 1 1 II Ml M MM 1 II 1 1 




Db 


6541 


GAACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTG 


6600 


Ov 
vy 


6601 


GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 


6660 






III 1 II 1 II 1 II 1 M II 1 II 1 III MM II 1 1 II II 1 MM II 1 1 III 1 M MM 1 II II 




Db 


6601 


GAAAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTG 


6660 


Ov 
vy 


6661 


AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 


6720 






II 1 II 1 II 1 1 II 1 II 1 1 1 1 1 1 1 1 M 1 II 1 II II 1 1 II 1 1 II II 1 II II 1 1 1 1 1 II 1 II 1 1 




Db 


6661 


AACTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAA 


6720 


Ov 
vy 


6721 


CTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 


6780 




III M 1 MM II 1 1 1 II 1 1 1 MM 1 II 1 1 II 1 M II 1 III 1 II 1 M M 1 II 1 II II II M 




Db 


6721 


CTGCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCA 


6780 


Ov 


6781 


GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 


6840 






MMIIMIIIIIIIIIIMIIIIIIIIMIIIIIMIIIMIIIMIIMIIIIIMM 




Db 


6781 


GAAGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAA 


6840 


Ov 


6841 


GTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 


6900 






Mill MM II II Ml 1 II II 1 II MM 1 1 1 1 II 1 II 1 II MM 1 1 Ml 1 1 1 II II II 1 




Db 


6841 


GTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGT 


6900 


Qv 


6901 


CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 


6960 






III M MM 1 III Ml Ml II 1 Ml II Ml II II 1 II 1 II III II 1 1 II 1 II M II M 1 




Db 


6901 


CTGTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAG 


6960 


Qy 


6961 


AATGCCTCAGCCAGATGA 6978 








1 [ 1 1 1 1 1 1 f 1 1 ! i 1 1 1 1 1 
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Db 



6961 AATGCCTCAGCCAGATGA 6978 



RESULT 2 
AK074079 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



COMMENT 



FEATURES 

source 



gene 
CDS 



AK074079 5804 bp mRNA linear PRI 15-FEB-2002 

Homo sapiens mRNA for FLJ00150 protein. 

AK074079 

AK074079. 1 GI : 18676505 
f is (full insert sequence) . 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini ; 
Hominidae ; Homo . 
1 

Jikuya,H., Takano,J., Nomura , N. , Kikuno,R., Nagase,T. and Ohara,0. 
The nucleotide sequence of a long cpNA clone isolated from human . 
spleen 

Published Only in Database (2002) 
2 (bases 1 to 5804) 

Jikuya,H., Takano,J., Nomura, N., Kikuno,R., Nagase,T. and Ohara,0, 
Direct Submission 

Submitted (21- JAN-2002) Takahiro Nagase, Kazusa DNA Research 
Institute, Department of Human Gene Research; 1532-3, Yana, 
Kisarazu, Chiba 292-0812, Japan (E-mail : cdnainf o@kazusa . or . jp, 
URL:http: //www. kazusa.or.jp/NEDO, Tel : 81-438 -52 -3913 , 
Fax:81-438-52-3914) 

NEDO human cDNA sequencing project supported by Ministry of 
Economy, Trade and Industry of Japan; cDNA full insert and 5 1 - & 
3 ' -end one pass sequencing: Research Association for Biotechnology; 
cDNA library construction and clone selection: Kazusa DNA Research 
Institute . 

Location/Qualifiers 

1. .5804 

/organism= "Homo sapiens" 

/mol__type="mRNA" 

/db_xr e f = " t axon : 9 6 0 6 " 

/clone="FLJ00150" 

/ 1 i s sue_type = " spl een " 

/dev_s t age = " adul t " 

/note="vector:pBluescriptII SK plus" 
1. .5804 

/gene="FLJ00150" 
<1. .5382 
/gene="FLJ0015 0" 

/inference= "non-experimental evidence, no additional 
details recorded" 

/note= "Start codon is not identified. " 
/codon_start=l 
/product="FLJ00150 protein" 
/protein_id="BAB84905 .1" 
/db_xref ="GI : 18676506" 

/translation= " AGKQKEIKDLQIAIDSLDSKDPKHSHMKAQKSGKEQQLDIMNKQ 
YQQLES RLDE I LSR I AKETEE I KDLEEQLTEGQ I AANEALKKDLEGVI SGLQE YLGT I 
KGQATQAQNECRKLRDEKETLLQRLTEVEQERDQLEIVAMDAENMRKELAELESALQE 
QHEVNASLQQTQGDLSAYEAELEARLNLRDAEANQLKEELEKVTRLTQLEQSALQAEL 
EKERQALKNALGKAQFSEEKEQENSELHAKLKHLQDDNNLLKQQLKDFQNHLNHWDG 
LVRPEEVAARVDELRRKLKLGTGEMNIHSPSDVLGKSLADLQKQFSEILARSKWERDE 
AQVRERKLQEEMALQQEKLATGQEE FRQACE RALE ARMNFDKRQH EAR I QQMENE I HY 
LQENLKSMEEIQGLTDLQLQEADEEKERILAQLRELEKKKKLEDAKSQEQVFGLDKEL 
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KKLKKA V AT S DKLAT AE LT I A KDQL KS LHGT VM K I NQ E RAE E LQE AE R F S R KAAQ AAR 
DLTRAEAE I ELLQNLLRQKGEQFRLEMEKTGVGTGANSQVLE I EKLNETMERQRTE I A 
RLQNVLDLTGSDNKGGFENVLEEIAELRREVSYQNDYISSMADPFKRRGYWYFMPPPP 
SSKVSSHSSQATKDSGVGLKYSASTPVRKPRPGQQDGKEGSQPPPASGYWVYSPIRSG 
LHKLFPSRDADSGGDSQEESELDDQEEPPFVPPPGYMMYTVLPDGSPVPQGMALYAPP 
PPLPNNSRPLTPGTWYGPPPAGAPPPNFS I PF I PMGVLHCNVPEHHNLENEVSRLED 
IMQHLKSKKREERWMRASKRQSEKEMEELHHNIDDLLQEKKSLECEVEELHRTVQKRQ 
QQKDFIDGNVESLMTELEIEKSLKHHEDIVDEIECIEKTLLKRRSELREADRLLAEAE 
SELSCTKEKTKNAVEKFTDAKRSLLQTESDAEELERRAQETAVNLVKADQQLRSLQAD 
AKDLEQHKIKQEEILKEINKIVAAKDSDFQCLSKKKEKLTEELQKLQKDIEMAERNED 
HHLQVLKESEVLLQAKRAELEKLKSQVTSQQQE^4AVLDRQLGHKKEELHLLQGSMVQA 
KADLQEALRLGETEVTEKCNHIREVKSLLEELSFQKGELNVQISERKTQLTLIKQEIE 
KEEENLQWLRQMSKHKTELKNILDMLQLENHELQGLKLQHDQRVSELEKTQVAVLEE 
KLELENLQQISQQQKGEIEWQKQLLERDKREIERMTAESRALQSCVECLSKEKEDLQE 
KCDIWEKKLAQTKRVLAAAEENSKMEQSNLEKLELNVRKLQQELDQLNRDKLSLHNDI 
S AMQQQLQE KRE AVNS LQE ELANVQDHLNLAKQDLLHTT KHQDVLLS EQTRLQKD I S E 
WANRFEDCQKEEETKQQQLQVLQNEIEENKLKLVQQEMMFQRLQKERESEESKLETSK 
VTLKEQQHQLEKELTDQKSKLDQVLSKVLAAEERVRTLQEEERWCESLEKTLSQTKRQ 
LSEREQQLVEKSGELLALQKEADSMRADFSLLRNQFLTERKKAEKQVASLKEALKIQR 
SQLEKNLLEQKQENSCIQKEMATIELVAQDNHERARRLMKELNQMQYEYTELKKQMAN 
QKDLERRQMEISDAMRTLKSEVKDEIRTSLKNLNQFLPELPADLEAILERNENLEGEL 
ESLKENLPFTMNEGPFEEKLNFSQVHIMDEHWRGEALREKLRHREDRLKAQLRHCMSK 
QAEVLIKGKRQTEGTLHSLRRQVDALGELVTSTSADSASSPSLSQLESSLTEDSQLGQ 
NQEKNASAR" 

ORIGIN 



Query Match 76.7%; Score 5350.8; DB 5; Length 5804; 

Best Local Similarity 99.6%; Pred. No. 0; 

Matches 5380; Conservative 0; Mismatches 2; Indels 18; Gaps 1; 



Qy : 


1579 


GCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAA 


1638 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1 


GCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAA 


60 


Qy 


1639 


GACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATT 


1698 






1 1 II 1 II 1 1 II II 1 1 1 1 II II 1 II II III 1 II 1 1 1 1 1 1 1 Ml 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


61 


GACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATT 


120 


Qy 


1699 


ATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCT 


1758 






1 1 II 1 II 1 1 1 1 II 1 II 1 II II III II 1 III 1 1 1 1 1 1 1 1 M 1 1 1 1 II II II 1 1 1 1 1 1 1 1 1 1 




Db 


121 


ATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCT 


180 


Qy 


1759 


AAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCA 


1818 






Ml 1 1 1 1 1 1 1 1 II M 1 INN III II 1 Mill 1 1 M II 1 1 1 1 1 1 1 1 II II II 1 II 1 M II 




Db 


181 


AAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCA 


240 


Qy 


1819 


AATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGG 


1878 






MMIIIMM II 1 M 1 M M MIM II 1 1 II 1 1 1 1 1 1 1 1 1 1 MINIMUM II 




Db 


241 


AATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGG 


300 


Qy 


1879 


ACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAA 


1938 






1 1 1 II M 1 1 1 1 II 1 II II 1 1 1 1 M 1 II II 1 II 1 1 1 1 II 1 II II II II II II II II 1 II M 




Db 


301 


ACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAA 


360 


Qy 


1939 


GAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTT 


1998 






1 Ml III MM M M 1 1 1 1 II III llllll 1 1 M II II 1 1 1 Mill II II IMMMMI 




Db 


361 


GAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTT 


420 


Qy 


1999 


GCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAG 


2058 






1 II 1 M 1 II 1 1 II II 1 Ml II M 1 II 1 MM 1 M II M 1 1 II 1 M II Mill 1 1 II II II 




Db 


421 


GCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAG 


480 
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Qy 


2059 


CAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCT 


2118 






1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MM II II 1 II 1 1 1 1 II 1 II 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


481 


CAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCT 


540 


Qy 


2119 


GAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTG 


2178 






MMMIMM II 1 1 II 1 1 II 1 1 Ml M II 1 1 1 1 1 MM Ml 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


541 


GAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTG 


600 


Qy 


2179 


GAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAG 


2238 






MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 




Db 


601 


GAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAG 


660 


Qy 


2239 


GAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAA 


2298 




1 MM II 1 1 II 1 1 1 1 II 1 1 II 1 1 Mill II II 1 1 1 1 II 1 1 1 1 Mill 1 M 1 1 1 1 1 M 1 1 1 




Db 


661 


GAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAA 


720 


Qy 


2299 


GAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAA 


.2358 






i j i i i i ri i i i r t i i i i i i i i i i i t i i i i i i i i i I i i i i i i i i i i i i i i i i i I m m i t i 




Db 


721 


GAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAA 


780 


Qy 


2359 


CAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCA 


2418 






II 1 II M M 1 1 1 M II 1 1 1 II III MM MM II 1 1 MM Ml III M 1 II 1 II 1 1 1 1 1 1 




Db 


781 


CAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCA 


840 


Qy 


2419 


GAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAA 


2478 






II Mill 1 1 1 1 II 1 II 1 II II Ml 1 Ml II 1 1 II 1 M II II II MM 1 1 1 1 1 II 1 II 1 1 1 




Db 


841 


GAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAA 


900 


Qy 


2479 


ATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAA 


2538 






II 1 MM 1 1 M II Ml 1 II II III 1 Mill II II 1 M 1 1 M II II II 1 1 1 II M 1 1 1 1 1 1 




Db 


901 


ATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAA 


960 


Qy 


2539 


TTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGA 


2598 






1 1 M II 1 1 1 M II 1 II 1 1 1 1 1 II M 1 1 1 II 1 1 1 1 1 1 1 M M 1 M 1 1 M II M 1 1 1 1 1 1 II 




Db 


961 


TTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGA 


1020 


Qy 


2599 


AAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTC 


2658 






II M 1 II II 1 1 II 1 1 II II II 1 M 1 1 1 III II II II II 1 1 Mill 1 1 1 II 1 1 II II 1 1 1 1 




Db 


1021 


AAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTC 


1080 


Qy 


2659 


AGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAA 


2718 






1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 II 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1081 


AGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAA 


1140 


Qy 


2719 


GCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATG 


2778 






MM 1 1 1 M 1 1 1 1 M II M II 1 1 Mill M 1 1 II 1 1 Ml 1 1 M MMM 1 II 1 1 1 1 1 1 M 




Db 


1141 


GCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATG 


1200 


Qy 


2779 


GAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGA 


2838 






IIIIIIMMIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIMMIIIIIIIIII 




Db 


1201 


GAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGA 


1260 


Qy 


2839 


ATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAG 


2898 






Ml II II II 1 1 II 1 1 II M II 1 II 1 1 MM II 1 1 1 1 II 1 1 MM 1 1 1 1 M II M II 1 1 M 




Db 


1261 


ATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAG 


1320 


Qy 


2899 


GAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCT 


2958 






MMM 1 II 1 1 II MM II Ml 1 Ml 1 III II II M II II MMM II 1 II 1 1 1 1 1 II M 




Db 


1321 


GAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCT 


1380 
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p., , 

Qy 


z y by 


APPTAPPPAPAPPTr aPPTPAPPa TTPPPA A APAPPnPPTPA APTPPPTTPATPPA 

LjAIAALjL. 1ALjLLACALjL.1LjALiL.1L-AL.L.A1 1 LjL.LAAALiAL.LALjL. 1 LjAALjI L.L.L. 1 ICAILjGA 


JUlo 






IIIMIIIIIIIIIIIMIIIIIIIIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIMI 




Db 


1381 


GATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGA 


1440 


Qy 




sptpttatpa a a a tta a r*n tscc appp ap p a p a pp aPTTPPaPPA bppapapappttpapp 
ALlbi lAloAAAAl 1 AAL.L.ALrLjALxL.LiALjL.ALjALjLiALr 1 1 LiL. ALjLjAALjL. ALjALtALjLj 1 1 LALiL. 


jU /o 






IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIMIIIIIIIIII 




Db 


1441 


ACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGC 


1500 


Qy 


j u / y 


AP A A APPPAPPAP^ APPAPPPAPAPA TPTPAPPPPA PP AP A APPTPAP A T PP A A PTPPTP 

ALjAAALjL*LALjL-AL.AALjLALjL.L.ALjALiA 1 L. 1 L.AL.LL.LjALjL.ALjAALiL. 1 LxALjA J. ULjAAL. 1 L.L. 1 (j 


ilio 






1 II 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 II 1 1 1 1 II 1 II 1 1 1 II 1 II 




Db 


1501 


AGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTG 


1560 


Qy 




P A P A A TPTPPTPAPPPA P A A r*r*f~*r*r* A PPAPTTTPPA PTTP 7\ /-i A TPPAP A A A A PAPPTPTA 

LAbAA IL1LL1 L. ALiLfL. ALtAALjLjLjLjLjALjL. ALj J. 1 1 L.LjAL. 1 1 LtALjA I LrLr ALjAAAAL. ALiLx 1 G I A 


31yo 






II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


1561 


CAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTA 


1620 


A,, 

Qy 


j i y y 


PPT A PTPPAPPA A APTPAPA pprpppppii /-i 7\ a ATTPAPA A A PTV A ATPAPAPA A TP P A A PP A 

LjLi 1 AL. 1 LtLjALiL. AAAL 1 L. AL ALiLr 1 CL. 1 ALjAAA I I LjALjAAAL. 1 LjAA I LxALxALAA 1 GGAAL.GA 


*5 O C O 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Jill II 1 




Db 


1621 


GGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGA 


1680 


Qy 


jzby 


PAAAPPAPAPAPA TTPPA A PPPTPPA P A A TPTAPTAP A PPTPA PTPPA APTP APA APA AA 

L. AAALjLjAL. ALjALjA i 1 bt AALfLjL. 1 LjL ALjAA 1 Li 1 AC 1 ALjAL. L 1 L. AL. 1 LjLiAALj 1 CjAL.AAL.AAA 


jilo 






1 1 1 1 1 II 1 1 1 II 1 II II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1681 


CAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAA 


1740 


Qy 


-ill Q 


PPAPPPTTTP A A A A TPTTTTA PA APA A A TTPPfP A A PTTPP A PfTP A APTTTPTTA TP A P 

LjLjALjLjL. Ill LjAAAA 1 Lj 1 1 1 1 ALiAALrAAA 1 1 LiL 1 LrAAL. 1 1 LLjAL.Lj 1 LjAALj 111L.11A1 LAG 


0 0 1 0 
55 /o 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1741 


GGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAG 


1800 


Piw 

Qy 


->o / y 


A A TPAfpT APATA APPAPPA TPPPAP A TPPTTTP A A A A PA PPAPPPTA TTPPTA PTTT A TP 

AAILjAI IAL.AIAALjLALjL.AILjLxL.ALjAIL.L.1 1 1 LAAAALjALLjACjLjL 1 Al ILxLjIAL.1 1 IAILi 


O A O O 

34 5 0 






1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1801 


AATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATG 


1860 


Qy 


3439 


CCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGT 


3498 






1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 




Db 


1861 


CCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGT 


1920 


Qy 


y y 


pmmppp/-imm 71 APT7\PTP7\ /-i/— t/-irp/-i 7v 71 /"♦TPPTPTT A PA "A A A PP A r > '/~'r^PPn~'PPPP7\ PP A PP A T» 

Gl 1GGL.L. 1 1AAG1AL.1LAGCL 1LAAC1L.C1G1 1 AGAAAACCALGLCL1GGGL.AGL.AGGAT 


3 558 


Db 


1921 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

GTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGAT 


1980 


Qy 


1 C d Q 


PPPA A PP A APPPAPTPA A /""T 1 P PP P PTP PPTP7\ PP A T A PT>PPPT"T""P A TTPTPPPA rpp* /— 1 /~i 

LiLjLjAALjLjAAGGLAG 1 LAALL 1 LLCLCTGCX tcaggataltgggtttattctcccatcagg 


3 618 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1981 


GGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGG 


2040 


PW 

Qy 


TCI Q 

5 b x y 


APTPPPTTAPATA A A PTPTTTPPA APTAPAPATPPAPAPA PTPP A PP APATAPTPA PP A A 

AL» 1 LjLiLj 1 1 ALA 1 AAAL 1 Lj 1 1 1 Lv-AALj 1 ACjALjA 1 GLAGAL. AG 1 GGAGGAGA 1 AG 1 L.AGGAA 


5b /o 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2041 


AGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAA 


2100 


p., , 

Qy 


jb / y 


PAPA PTPAPPTPP A TP A PP A APA APA A C^C^t^r^r* A TTTPTPPPTPPTPPTPP A T A P A TP A TP 

LjALtALjILxALjL 1 LtLtAI LjAL-LAALjAALjAAL.L.L.L.LA1 1 1 LjI LjL.L 1 L.L. 1 L.L. 1 LtLjAI AL.A1 GA1 L* 


0 n 0 0 
5 / 5o 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


2101 


GAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATG 


2160 


Qy 


1 *7 1 Q 

j / j y 


TATA PTPTPPTTPPTPA TPPTTPTPPTPTA pppP A C^f^r^r^ A TPPPPPTPT A TPP A PP A PPT 

IAIAL.ILtILjL.1 1L.L.1LjA1LjLj1 1L.1LL. lLjlAL.L.LL.ALjLjLrL.AlLrLrCLUlLrlAlGLAL.L-AL.Ll 


1 n 0 0 

5 /yy 






1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2161 


TATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCT 


2220 


Qy 


3799 


CCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCT 


3858 






1 II 1 1 1 1 II II 1 1 1 1 Mill II 1 1 1 1 II II 1 1 II II 1 1 II 1 1 1 1 1 II 1 1 II Ml II II II 




Db 


2221 


CCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCT 


2280 


Qy 


3859 


CCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATC 


3918 
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MINIM MM 

CCTGCTGGGGCCCCC 



Db 


2281 


rtn m s"i s~i /"i nrt/^/innii mm /"i m s~i m /■* /"i /*i m m yi n m/^i 


2322 


Qy 


3919 


CCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCT 


3978 




1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2323 


CCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCT 


2382 


Qy 


3979 


AGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGA 


4038 




1 1 1 II 1 1 II II 1 1 1 1 1 1 1 1 II II 1 1 1 M 1 1 1 II 1 II INI 1 1 1 1 1 1 II 1 1 1 1 1 1 II II II 




Db 


2383 


AGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGA 


2442 


Qy 


4039 


GCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTT 


4098 




IIIIMIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMMIIIIMI 




Db 


2443 


GCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTT 


2502 


Qy 


4099 


TTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAA 


4158 




II III II MINI II Ml III Ml INI Ml Ml II INI II II II III III III III 




Db 


2503 


TTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAA 


2562 


Qy 


4159 


CGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAA 


4218 




1 1 1 1 1 II II M 1 1 1 1 1 Ml IN II 1 1 II II II 1 II 1 II M 1 1 1 1 1 M II M II II II 1 1 




Db , 


2563 


CGTCAACAGCAAAAGGACTTCATTGATGGAAATGTAGAGAGTCTTATGACTGAACTAGAA 


2622 


Qy 

i 


4219 


ATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAG 


4278 




1 M 1 1 II II II 1 M 1 1 II MM 1 1 1 1 1 MM II 1 II III III 1 MMMI 1 1 1 1 II Ml 1 




Db 


2623 


ATAGAAAAATCACT C AAACATCATGAAGATAT TGTAGATGAAAT TGAGTGCATTGAGAAG 


2682 


Qy 


4279 


ACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAG 


4338 




M 1 MM II M 1 1 1 1 1 MMM 1 M 1 1 1 1 1 1 II III II 1 1 1 1 II M II II 1 1 1 1 II M II 




Db 


2683 


ACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAG 


2742 


Qy 


4339 


AGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCC 


4398 




M II 1 M M II 1 1 1 1 1 1 II III Ml 1 1 1 1 M 1 1 Ml 1 1 II II 1 1 1 1 II II 1 II 1 II II II 




Db 


2743 


AGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCC 


2802 


Qy 


4399 


AAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAA 


4458 




1 Ml 1 M II II 1 1 1 M Mill Mill 1 1 1 1 II 1 Ml 1 1 II II 1 1 1 1 M II 1 II 1 II II 1 1 




Db 


2803 


AAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAA 


2862 


Qy 


4459 


ACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAG 


4518 




1 1 1 1 1 M II 1 1 1 M 1 1 1 II II MMM II Ml Mill 1 1 1 1 1 M 1 1 1 1 II M II MM 1 1 




Db 


2863 


ACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAG 


2922 


Qy 


4519 


GATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTA 


4578 






1 M 1 1 MM 1 1 1 1 1 1 Ml 1 III II II M 1 MMMI 1 1 II II II 1 1 1 1 II 1 M Mill 1 1 




Db 


2923 


GATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTA 


2982 


Qy 


4579 


GCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAG 


4638 




II Ml III M 1 1 1 1 Ml II II M Ml 1 II 1 II II II II 1 1 M 1 1 1 1 M II 1 1 1 1 1 1 1 M 1 




Db 


2983 


GCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAG 


3042 


Qy 


4639 


CTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAG 


4698 






M 1 II 1 1 Ml 1 M II M II II II 1 M M 1 Mill II MM 1 M 1 M 1 1 1 1 II M 1 1 1 1 II 




UD 


*5 r\ a o 


L 1 I LAbAAAL 1 ACACjAAACjALAIACjACjAILjVjLA^^ 1 (jLACj 




Qy 


4699 


GTCCTTaAAGAATCTGAGGTGCTTCTTCAGGCCaaAAGAGCCGAGCTGGaAAAGCTGAAA 


4758 






M 1 II 1 1 1 1 1 II 1 II II II II II M 1 II 1 II 1 1 1 1 1 1 II 1 II II 1 II 1 II 1 1 1 1 II 1 1 1 1 




Db 


3103 


GTCCTTaAAGAATCTGAGGTGCTTCTTCAGGCCaaAAGAGCCGAGCTGGaAAAGCTGAAA 


3162 


Qy 


4759 


agccaggtgacaagtcagcagcaggagatggctgtcttggacaggcagttagggcataaa 


4818 



MMMMMMMMMMMMMMMMMMMMMMMMMMMMMM 
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Db 3163 AGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAA 3222 

Qy 4819 AAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAA 4878 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIM 
Db 3223 AAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAA 3282 

Qy 4879 GCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAA 4938 

I I I II I I I I II I I I I M II I I I II II II II I II II I II I I I I I I I I I I I I I I I I I I I I I 

Db 3283 GCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAA 3342 

Qy 493 9 TCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGA 4998 

I I III II I III III III MINIMI II II 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 Ml III I II I III 

Db 3343 TCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGA 3402 

Qy 4999 AAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTT 5058 

1 1 II 1 1 1 1 1 1 1 Ml 1 1 Ml 1 1 1 1 1 II 1 1 II 1 1 1 1 1 M 1 1 II 1 1 1 1 1 1 Ml 1 1 1 1 II 1 1 II 

Db 34 03 AAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAATCTTCAGGTT 34 62 

Qy 5059 GTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATTCTGGACATGTTGCAA 5118 

1 1 III 1 1 1 1 M II I II I M III MM II III II II I II II II II I IMIIIMI Mill 

Db 3463 GTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATTCTGGACATGTTGCAG 3522 

Qy 5119 CTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTA 5178 

II Ml II MINI I I I I I I II I II II II II I I I II I I I II I I II I I I III III I II II M 

Db 3523 CTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAAAGGGTATCTGAATTA 3582 

Qy 5179 GAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATA 5238 

1 1 1 1 1 r 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 3583 GAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAGAATTTGCAGCAGATA 3642 

Qy 523 9 TCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGA 52 98 

M 1 1 M 1 1 1 1 1 II 1 1 M 1 1 Ml II II MM II 1 1 1 1 1 1 M 1 1 M 1 1 M II II I II I II II 

Db 364 3 TCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTTGAGAGGGATAAACGA 37 02 

Qy 52 99 GAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGC 5358 

I II 1 1 1 1 M II II II II II 1 1 1 II II MM 1 1 1 1 1 1 II II I II I M I Ml III M I II II 

Db 3703 GAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTGTGTTGAGTGTTTGAGC 3762 

Qy 5359 AAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACC 5418 

I M 1 1 1 1 M 1 1 II M II I MM II II MM II 1 1 1 1 II M 1 1 1 1 M I Ml III M Ml II 

Db 3 763 AAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAAAAGTTGGCACAAACC 3822 

Qy 5419 AAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAG 54 78 

I M 1 1 1 Ml 1 1 II 1 1 1 1 1 1 1 II 1 1 II II MM II 1 1 1 1 1 1 1 II 1 1 1 1 Ml Ml M I II II 

Db 3823 AAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAATCAAACTTAGAAAAG 38 82 

Qy 5479 TTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTG 5538 

I M 1 1 1 1 IIIMM 1 1 M II M 1 1 MM MM Ml I II 1 1 1 1 II 1 1 1 Ml I II 1 1 1 II M 

Db 3 883 TTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTAAACAGAGACAAGTTG 3942 

Qy 5539 TCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTA 5598 

II 1 1 Ml III I II 1 1 1 1 1 1 1 III I II MM II II M 1 1 1 III II 1 1 1 1 1 II III 1 1 1 1 1 

Db 3 943 TCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAAAAACGAGAAGCAGTA 4 002 

Qy 5599 AACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGAC 5658 

I I II III II I I III II I I I I Ml I II llllll II II II I III III I M II I Ml II I I I 
Db 4 003 AACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAACCTAGCAAAACAGGAC 4062 

Qy 5659 CTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAG 5718 

1 1 1 II II II I II Ml 1 1 1 1 1 MM 1 1 II Ml I II 1 1 II 1 1 M 1 1 1 1 1 1 1 II I M II 1 1 II 

Db 4 063 CTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAGACCCGACTCCAGAAG 4122 
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Qy 


5719 


GACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAAGAGGAGACAAAACAA 


5778 




II 1 II 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 II II 1 1 1 1 II II 1 1 1 1 II 1 1 M 1 1 1 1 II II 1 1 II 1 1 II 




Db 


4123 


GAC AT CAGTGAATGGGC AAAT AGGTT TGAAGACTGT CAGAAAGAAGAGGAGACAAAAC AA 


4182 


Qy 


5779 


CAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTCAAACTAGTCCAACAA 


5838 




M MM 1 II 1 M 1 1 1 1 1 II 1 II II Ml 1 1 II MM 1 1 1 II 1 Ml 1 1 1 1 II 1 M 1 II 1 1 M 




Db 


4183 


C AACAACTT CAAGTGC TTC AGAATGAGATTGAAGAAAACAAGCT CAAACTAGTC CAAC AA 


4242 


Qy 


5839 


GAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACC 


5898 




M 1 M II II Ml II 1 M M 1 1 1 II M 1 1 1 1 1 1 II II II M M M II 1 1 II II 1 1 1 Ml II 




Db 


4243 


GAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAAAGCAAATTAGAAACC 


4302 


Qy 


5899 


AGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAA 


5958 




1 1 1 II II II M 1 1 1 II 1 1 1 II Mill II II 1 1 II M II 1 1 II 1 1 M 1 1 M II II 1 Ml II 




Db 


4303 


AGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAATTAACAGACCAGAAA 


4362 


Qy 


5959 


AGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTG 


6018 




ii in i mi 1 1 1 iiiinin 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 ii 




Db 


4363 


AGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAGCGTGTTAGGACTCTG 


4422 


Qy 


6019 


CAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTC CC AAACTAAACGGCAG 


6078 






1 III II M 1 1 1 II II 1 II 1 II 1 1 Ml 1 1 M II II 1 1 II II M 1 1 1 1 II 1 II 1 M II M II 




Db 


4423 


CAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCCCAAACTAAACGGCAG 


4482 


Qy 


6079 


CTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCCTCCAGAAA 


6138 






1 Ml 1 II II 1 1 1 1 II M 1 1 M II 1 II 1 II II 1 II II 1 Ml II Ml MM 1 1 1 1 1 1 1 II 1 1 




Db 


4483 


CTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTGTTGGCCCTCCAGAAA 


4542 


Qy 


6139 


GAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAGTTCTTGACAGAAAGA 


6198 






1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


4543 


GAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAGTTCTTGACAGAAAGA 


4602 


Qy 


6199 


AAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAGATCCAGCGGAGCCAG 


6258 


Db 


4603 


1 MM II II MM 1 1 1 1 M II MM 1 1 1 1 II 1 1 1 1 II 1 1 1 M II 1 1 III II M 1 1 Ml 1 1 

AAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAGATCCAGCGGAGCCAG 


4662 


Qy 


6259 


CTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATACAAAAGGAAATGGCA 


6318 






1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


4663 


CTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATACAAAAGGAAATGGCA 


4722 


Qy 


6319 


ACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGCCTGATGAAGGAGCTC 


6378 






Ml 1 M 1 II II II 1 1 1 1 1 1 1 1 II 1 IMI 1 1 1 II 1 1 MM MM lllllll MINIMI 




Db 


4723 


ACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGCCTGATGAAGGAGCTC 


4782 


Qy 


6379 


AACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCAAACCAAAAAGATTTG 


6438 






1 III 1 1 Ml M 1 1 1 1 1 M II 1 III II 1 1 Ml II 1 II 1 II II MM Ml 1 II 1 1 III 1 II 1 




Db 


4783 


AACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCAAACCAAAAAGATTTG 


4842 


Qy 


6439 


GAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAATCTGAGGTGAAGGAT 


6498 






1 II II 1 1 II Ml M Ml 1 M 1 MMMI MM II 1 II 1 1 1 II II II 1 Ml Ml 1 1 II 1 1 1 




Db 


4843 


GAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAATCTGAGGTGAAGGAT 


4902 


Qy 


6499 


GAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAACTACCAGCAGATCTA 


6558 






1 II III Mill II 1 1 1 1 1 1 MM II 1 II 1 II 1 1 1 1 1 1 1 1 III 1 Ml 1 M II 1 1 1 1 1 1 II 1 




Db 


4903 


GAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAACTACCAGCAGATCTA 


4962 


Qy 


6559 


GAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAAAGCTTGAAAGAGAAC 


6618 






II MM 1 III 1 1 1 M 1 M 1 1 1 II 1 1 Ml 1 1 1 M 1 1 II 1 M 1 II 1 1 M 1 1 1 1 1 1 1 1 II II 1 




Db 


4963 


GAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAAAGCTTGAAAGAGAAC 


5022 
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Qy 6619 CTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAACTTTTCCCAAGTTCAC 6678 

1 1 1 1 1 II II 1 1 1 1 1 1 1 II I II Ml II I II 1 1 1 1 1 II II II II II II 1 1 1 1 1 II 1 1 1 II II 

Db 5023 CTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAACTTTTCCCAAGTTCAC 5082 

Qy 6679 ATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTGCGTCACCGGGAAGAC 6738 

I I I I I I I II I I II I I II II II III II I II I II II II II I I II MM I I I II II II I I I I I 

Db 5083 ATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTGCGTCACCGGGAAGAC 5142 

Qy 6739 CGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAAGTATTAATTAAAGGA 6798 

I I M 1 1 1 II 1 1 II M MM 1 1 III II I Ml III I II II I II I II II II 1 1 1 II 1 1 1 1 1 1 1 

Db 5143 CGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAAGTATTAATTAAAGGA 5202 

Qy 6799 AAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTAGATGCTTTAGGGGAA 6858 

1 1 II I II II II 1 1 II Mill I Ml II M Mill I M III II I II 1 1 II II M M I III II 

Db 52 03 AAGCGGC AGAC AGAGGGCACTTTACACAGTTTGAGGAGACAAGT AGATGCTTTAGGGGAA 5262 

Qy 6859 TTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCT 6918 

1 1 II I II II 1 1 II II III II I III M II III II 1 1 1 II 1 1 1 1 II II II Ml I II 1 1 1 1 II 

Db " 5263 TTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTGTCTCAGCTGGAGTCT 5322 

Qy 6919 TCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 6978 

MMMMMMIM MMMIMMMMMMMMMM IMMMMMMMMI 

Db 5323 TCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAATGCCTCAGCCAGATGA 5382 



RESULT 3 
AY651261 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



gene 
CDS 



AY651261 3735 bp mRNA linear PRI 18-SEP-2005 

Homo sapiens centrosomal protein 1 (CEP1) mRNA, partial cds . 
AY651261 

AY6512 61. 1 GI : 60686982 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 

1 (bases 1 to 3735) 

Guinn,B.A., Bland, E. A., Lodi,U., Liggins , A. P . , Tobal,K., 
Petters,S., Wells, J. W., Banham,A.H. and Mufti, G.J. 

Humoral detection of leukaemia-associated antigens in presentation 
acute myeloid leukaemia 

Biochem. Biophys . Res. Commun. 335 (4), 1293-1304 (2005) 
16112646 

2 (bases 1 to 3735) 

Guinn,B.A., Bland, E. A. and Mufti, G.J. 
Direct Submission 

Submitted ( 11- JUN-2004 ) Department of Haematological Medicine, 
Guy's, King's & St. Thomas' School of Medicine, 123 Coldharbour 
Lane, London SE5 9NU, U.K. 

Location/Qualifiers 

1. .3735 

/organism= "Homo sapiens" 
/mol_type= "mRNA" 
/db_xref ="taxon: 9606" 
/chromosome= " 9 " 
/map="9q33-q34" 
<1. .>3735 
/gene="CEPl" 
<1. .>3735 
/gene="CEPl" 
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/codon_start=3 

/product = "cent rosomal protein 1" 
/protein_id="AAX35689 .1" 
/db__xref="GI : 60686983" 

/translation^' PLDTQLEDKEKKI SAAQTRLSELHDE I EKAEQQI LRATEE FKQL 
EEAI QLKKI SEAGKDLLYKQLSGRLQLVNKLRQEALDLELQMEKQKQE I AGKQKE I KD 
LQIAIDSLDSKDPKHSHMKAQKSGKEQQLDIMNKQYQQLESRLDEILSRIAKETEEIK 
DLEEQLTEGQIAANEALKKDLEGVISGLQEYLGTIKGQATQAQNECRKLRDEKETLLQ 
RLTEVEQERDQLEIVAMDAENMRKELAELESALQEQHEVNASLQQTQGDLSAYEAELE 
ARLNLRDAEANQLKEELEKVTRLTQLEQSALQAELEKERQALKNALGKAQFSEEKEQE 
NSELHAKLKHLQDDNNLLKQQLKDFQNHLNHVVDGLVRPEEVAARVDELRRKLKLGTG 
EMNIHSPSDVLGKSLADLQKQFSEILARSKWERDEAQVRERKLQEEMALQQEKLATGQ 
EEFRQACERALEARMNFDKRQHEARIQQMENEIHYLQENLKSMEEIQGLTDLQLQEAD 
EEKERILAQLRELEKKKKLEDAKSQEQVFGLDKELKKLKKAVATSDKLATAELTIAKD 
QLKSLHGTVMKINQERAEELQEAERFSRKAAQAARDLTRAEAEIELLQNLLRQKGEQF 
RLEMEKTGVGTGANSQVLEIEKLNETMERQRTEIARLQNVLDLTGSDNKGGFENVLEE 
IAELRREVSYQNDYISSMADPFKRRGYWYFMPPPPSSKVSSHSSQATKDSGVGLKYSA 
STPVRKPRPGQQDGKEGSQPPPASGYWVYSPIRSGLHKLFPSRDADSGGDSQEESELD 
DQEEPPFVPPPGYMMYTVLPDGSPVPQGMALYAPPPPLPNNSRPLTPGTWYGPPPAG 
APMWGPPPPNFSIPFIPMGVLHCNVPEHHNLENEVSRLEDIMQHLKSKKREERWMRA 
SKRQSEKEMEELHHNIDDLLQEKKSLECEVEELHRTVQKRQQQKDFIDGNVESLMTEL 
EIEKSLKHHEDIVDEIECIEKTLLKRRSELREADRLLAEAESELSCTKEKTKNAVEKF 
TDAKRSLLQTESDAEELERRAQETAVNLVKADQQLRSLQADAKDLEQHKIKQEEILKE 
INKIVAAKDSDFQCLSKKKEKLTEELQKLQKDIEMAERNEDHHLQVLKESEVLLQAKR 
AELEKLKSQVTSQQQEMAVLDRQLGHKKEELHLLQGSMVQAKADLQEALRLGETEVTE 
KCNHIREVKSLLEELSFQKGELNVQISERKTQLTLIKQEI " 

ORIGIN 

Query Match 53.5%; Score 3735; DB 5; Length 3735; 

Best Local Similarity 100.0%; Pred. No. 0; 

Matches 3735; Conservative 0; Mismatches 0; Iridels 0; Gaps 0; 

Qy 12 98 CACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGAC 1357 

I I I I I II I I II I I II I I I II I III I I II II II II I I I I I I I I I I I I II I I I I II I I I I I I 

Db 1 CACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGAC 60 

Qy 1358 TATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAG 1417 

1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II III 1 1 II I II Ml I II Ml 1 1 1 II Ml 1 1 1 M 1 1 1 1 1 1 

Db 61 TATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAG 12 0 

Qy 1418 AATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACC 1477 

I II I II II I II M II II II I II I II 1 1 1 II II 1 1 II II III 1 1 1 Ml Ml I III 1 1 1 1 1 1 

Db 121 AATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACC 180 

Qy 1478 TTCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTC 1537 

I II 1 1 1 1 1 1 II II II M 1 1 1 1 1 II II II II 1 1 II II II II 1 1 M I II I Ml I II 1 1 1 1 1 1 

Db 181 TTCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTC 24 0 

Qy 1538 TGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGA 1597 

II I II 1 1 1 1 II M II II 1 1 1 II II 1 1 1 1 M II 1 1 1 1 II 1 1 1 1 1 1 1 1 Mill III II 1 1 1 1 

Db 241 TGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGA 300 

Qy 1598 TTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATA 1657 

M 1 1 1 1 1 1 1 1 1 ! 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 M 1 1 1 1 1 1 1 

Db 3 01 TTAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATA 360 

Qy 1658 TGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGAC ATTATGAACAAGCAGTACCAAC 1717 

1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 i E 1 1 1 1 1 1 1 E E 1 1 1 i I [ 1 1 1 1 1 1 1 1 1 1 1 1 ! 

Db 3 61 TGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGAC ATTATGAACAAGCAGTACCAAC 42 0 

Qy 1718 AACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTA 1777 
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1 1 1 II II 1 1 1 1 1 1 II 1 1 II II III 1! II 1 1 1 1 II II II 1 II 1 1 1 II II 1 1 II 1 1 II 1 II 1 




Db 


421 


AACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTA 


480 


Ov 
wy 


1778 


AOPAPPTTPAAOAAPAPPTTAPTGAAGGOOAGATAPPAOPAAATPAAOPPPTGAAOAAGP 


1837 






IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIIMIIIIIIII 




Db 


481 


AGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGG 


540 


wy 


1 R7ft 

-LO JO 


ATTTAOAAOOTPTTATP AOTPPPTTPPAAOAATAPPTOOPOAPPATTAAAPPPPAPPP A A 


1 ft 97 
x o y 1 




1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II II Ml II II 1 1 1 i 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 II 1 1 1 1 1 1 




Db 


541 


ATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAA 


600 


ov 
wy 


1 ft Qft 

X O 27 O 


PTPAPPPPPAPA ATP APTPPAPP A APPTPPPPP ATP APA A APAPAPATTPTTPP APAP AT 


1 9^7 




MINIM IMIII II MINI! MINI II MINIM IIIIMIIIIII MINIM 




Db 


601 


CTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGAT 


660 


wy 


1 qcp 

X 2? D O 


TPAPapa apTppappappapapapappappTppa a aTapTTPPp atpp aTPPapa aaaTa 


9m 7 

ZU X / 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 II MINI M II 1 1 1 M 1 1 1 1 1 1 1 1 1 II 1 II 1 




Db 


661 


TGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATA 


720 


wy 


9m ft 


TPAPPAAPPAPPTTPPAPAPPTAPAAAPTPPPPTPPAAPAPPAPPATPAPPTPAATPPAT 


9077 






IIIIIIIIIIIIIIMIIIIMIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


721 


TGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCAT 


780 


Ov 

wy 


907ft 


PTTTPPAPPAPAPPPAPPPAPATPTPAPTPPPTATPAAPPTPAPPTAPAPPPTPPPPTAA 


91 77 

Zl J / 






Ml II Ml 1 1 1 II 1 1 1 1 II 1 1 1 1 II II 1 II M 1 1 II 1 1 II 1 1 1 1 II 1 II 1 II II 1 1 Ml 1 




Db 


781 


CTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAA 


840 


Ov 

vy 


91 7ft 

Z X o o 


APPTA APPPATPPTPAAPPPA APPAPPTPA APPA APAPTTPPA A A A APTA APA APAPTTA 


9 1 97 

Z X 27 / 






Ml II II II 1 Ml II II Ml 1 II II M M 1 1 1 II II II II 1 II 1 Ml 1 II M Ml 1 1 III 




Db 


841 


ACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTA 


900 


Ov 

wy 


91 Qft 


PPPAPTT21PA APA ATPaPPPPTTPa APPAPa APTTP2\P2iaPPAa APPPA APPPPTPA APA 


«z.D / 






IIIIIIIIIIIIIIMIIIIIIIIMMIIIIIIIIIIIMIIIIIIIIIMIIIIIIII 




Db 


901 


CCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGA 


960 


vy 


TOCO 

zz jo 


aTPPPPTTPPa a a appppaPTTPTPapa a pa a a appappa a pap a apaPTPappTPPaTP 


9 717 

ZJl/ 






IN Mill 1 1 1 II 1 II 1 II III 1 1 1 1 1 II II 1 1 1 II 1 1 III 1 II 1 II 1 II II II II II II 




Db 


961 


ATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATG 


1020 


Ov 

wy 


971ft 

Z J 1 o 


paaaaPTTaaapaPTTPPappaTpapa aTaaTPTPTTaaa apappaaPTTaaapaTTTPP 


9 7 77 






1 1 1 1 1 II II II II 1 M Mill III M II II II Ml II 1 M 1 1 1 M II II II 1 II II II II 




Db 


1021 


CAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTCC 


1080 


wy 


977ft 


APA ATPAPPTTA APPATPTPPTTPATPPTTTPPTTPPTPPAPA APA APTPPPAPPTPPTP 


9 4 7 7 

Zl J / 






1 II II III 1 II II II 1 II MM II II Ml II 1 M 1 Mill 1 1 M M II 1 II MM 1 1 Ml 




Db 


1081 


AGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTG 


1140 


Qy 


2438 


TGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCTT 


2497 






MM MM 1 II II II 1 II MM II Mill M M II M 1 M II II II M M III 1 II 1 1 II 




Db 


1141 


TGG ATGAGC T AAG AAGAAAAC TGAAATT AGGAAC TGGGG AAATG AAC AT C CAT AGT CC TT 


1200 


Ov 

wy 


24 98 


PAPATPTPTTAPPPAAAAPTPTTPPTPATTTAPAPAAAPA ATTPAPTPAA ATTPTTPPAP 


9^7 


Db 


1201 


II 1 II Mill 1 II II II Ml MM M 1 M M 1 1 II II II 1 II II II 1 1 II MM II 1 1 II 

CAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCAC 


1260 


Ov 
vy 


2558 


GCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGG 


2617 






1 II II II II 1 1 M II II II 1 1 II 1 III II 1 1 MMM M 1 II 1 1 III II 1 Mill 1 II II 




Db 


1261 


GCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGG 


1320 


Qy 


2618 


CTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAG 


2677 






II II 1 II M III 1 1 1 II II 1 1 III 1 1 1 II 1 M II M II 1 II Ml II 1 II 1 II 1 1 II II M 
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Db 


1321 


CTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAG 


1380 


Qy 


/ O 


L. L. L. X \j<jt\^\j\^l\l\\^f\t\ X Li-rtrt. 1111 Ort. J. /\MOi-iv3V3V»-i-iiAVw»rA 1 \^r\J\\j\^±\r\.\jI\r\ X L. \^^\j\^^\e\e\ X 


z / 0 / 




1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f r 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1381 


CCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGG 


1440 


Piw 

Qy 


Z / JO 


ap a a tp a azyTTpaPTaTTTrra Apia a atpta aaaap,TaT<nannaaaTPPaar:riPPTTa 


0707 
z / y 1 




IIIIIIIIIMIIIIIIIMIMIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIII 




Db 


1441 


AGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTA 


1500 


Qy 


z / y o 


rnpBTPTPPaa fTTPappa appTPaTPa apapj\ a pp a nap a aTTr , Trr i r , r , r , a7irTPr , r , AP 

LALxA 1L1 LLAAL 1 1 L.AL7LrAAbjb- 1 uAl L7AAL7AbjAALjbiALjAL7AA 1 1 L 1 L^biL-L-L-AAL. 1 L-LLjALj 


zoo/ 




IIIIIIIIIIIIIIIMIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIM 




Db 


1501 


CAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAG 


1560 


Qy 


Z O DO 


APTTAPAPA AAAAPAAPAA APTTP a A P a TPPP a a ATPTPAPP APP A APTTTTTPPTTTAP 
AvjI 1 ALjALxAAAAALzAALjAAAL. 1 1 LxAAL7AlL7L.L,AAAi L-l L-AL7LtAvjL,AAvj 1 111 iLxvjl 1 lALi 


z y 1 / 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 e i 




Db 


1561 


AGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAG 


1620 


Qy 


z y ±y 


ataaapiaa ptPaa pa a a r %r r aaa^aa 7\.r % rT*r* r pr i r*r t r % a ppTTTr 1 ataapptapppa p* a p 1 p'T'P 1 
AIAAALjAAL- 1 LiAAljAAAL- 1 AAALxAAAbjL-L.L7l LAjL-L-AL-L. 1 L IbAl AALjL. 1 AL7L.L,AL.ALjL ILj 


z y / / 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 




Db 


1621 


ATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTG 


1680 


Qy 


zy / o 


APPTPAPPATTPPPA A APAPP APPTP A APTPPPTTPATPPA APTPTTATPA A A ATT A A PP 
AvjL- 1 LnLLnl 1 uLLAnAvjALLnuL. J. LrAAb J. 1 iLAluuAALlbl lAIuAAAAl 1AALL 


J Uj / 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1681 


AGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACC 


1740 


Air 

Qy 


jUjo 


APPAPPfAPPAPAPPAPTTPPAPPA APPAPAPAPPTTPAPPAPA A APPPAPPAPA APPAP 
AL7L7AL7L.LjAL7L.ALjALrLxAbi 1 1 L^L. AL3L7AAL3L.AL7AL7AL7LJ 1 1 LAL7LAL7AAAL7L7LAL7L.AL,AAL7L-ALj 


j u y / 




1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


1741 


AGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAG 


1800 


C\\T 

Qy 




PPAP APATPTPAPPPP APPAP A APPTPAPATPPA APTPPTPPAPA ATPTPPTPA PPP AP A 
L-L-ALjALjA 1 L- 1 L-ALL-CLjAL^L-AbjAAtjb, 1 bAbA 1 LbAAL 1 L-L- 1 bLAbAA ILibbl LALjLjL-ALxA 


jlD / 






IIIIIIIIIIIMIMIIIIIMIIIIIIIIIMIIIIIIIIMIMIIIIIIIMIMI 




Db 


1801 


CCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGA 


1860 


Qy 


3158 


AGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCAC 


3217 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


1861 


AGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCAC 


1920 


Qy 




A P" , P ,r T'P" , P lr P A P* A A A ""PT^" 1 APA A APTPA ATPAfAPA A '"PP^'P 1 A A PPAPA A APPA PAPAPATTPPA A 

AbjLj 1 L.L 1 ACjAAA I 1 LxALjAAAL 1 bAA 1 LjALxAL-AA 1 L^LjAALLsALAAALjLxALALjALjA 1 1 LjL-AA 


O O 1 T 
J Z / / 


Db 


1921 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

AGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAGAGATTGCAA 


1980 


PW 

Qy 


TT7Q 

JZ /o 


P~ l r , P 1 TP , P 1 Ar l A ATPTAPTAPAPPTPAPTPPA AP'TPBPA APAA APPAPPPTTTPA a a ATPTTT 
LiLjL. 1 LjL-ALjAAI Lj x AL 1 ALxAL-L- 1 L-AL, 1 LjLjAALj 1 LxALAALAAAUL^ALibiL- 111 LxAAAA 1 Lj 1 1 1 


J J Z> 1 






llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


1981 


GGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTT 


2040 


C\\T 

Qy 


J J JO 


T AP A AP A A ATTPPTP A APTTPP APPTP A APTTTPTT ATP AP A ATP ATT AP AT A APP APPA 
1 AbAAbAAA 1 1 bL 1 bAAb 1 1 L-Vj.rt.L-bj 1 LjAALj 1 1 1L1 1A1 L AL7AA 1 LxA 1 1 AbA 1 AAbL ALiL-A 


J j" / 






lllllllllllll MINI MINIMI llllllll MINIM MINI II lllllll 1 




Db 


2041 


TAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCA 


2100 


Qy 


JJJO 


TPPPAP ATPPTTTPA A A AP A PP A PPPT A TTPPT A PTTT A TPPP A PP APP A PP ATP ATP A A 
1 LjLrLAbiA 1 L.L- 1 1 1 L-AAAALjALLtALjoL. 1 Al 1 LjLt 1 AL 1 1 1 Al bbbAbbAbbAbbAl bAl bAA 


"5 A tz, n 

3 ft D / 






1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 ! 1 [ 1 1 1 ] I [ 1 1 1 1 1 1 1 1 ! 1 1 ! 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 llllllll 




Db 


2101 


TGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCAA 


2160 


Qy 


CO 


A APTTTPPAPPPATAPTTPPPAPPPPAPPA APPAPTPTPPTPTTPPPPTTA APTAPTPAP 
AALil 1 1 L.L.AL7L.L.AI ALjI 1 LLLAL7L7L.LALLAAL7LTAL- 1 LILjLjIoI ILjLjL-L,! IAALjIAL. IL.AL7 


TCI 7 

jjI/ 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 
1 1 1 1 1 1 1 1 II II II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II II II 1 1 II 1 II 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


2161 


AAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAG 


2220 


Qy 


3518 


CCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAAC 


3577 






1 II II 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II II II II II 1 1 1 1 1 1 1 1 1 1 1 1 II II II 




Db 


2221 


CCTCAACTCCTGTTAGaAAACCACGCCCTGGGCAGCAGGATGGGAAGGaAGGCAGTCAAC 


2280 
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Qy 


3578 


CTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGT 


3637 




IIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMIIIIIIIIIIIIMIIIIMIMIIII 




Db 


O O Q 1 

22 o 1 


L 1 LLLLL XLjLL 1 LAboAlAL iwul 1 1 V- 1 LLtA 1 AoVaAVa 1 vj^j^j 1 L 1 l\j L 


0 1A Pi 
Z O ft U 


Qy 


3638 


TTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACC 


3697 




IIMIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMI 




Db 


2 34 1 


mmp/n tv Ar~iT l A/'""'A/ r " , A TPPTVPA P 1 A P'TP'P 1 A P*P* APATA PTP APPA A PAPAPTP APPTPPATPA t~*C* 

1 1 L LAAG I AGAGA I GLACjALALt 1 LjCjALjCjACjA 1 PSj i LAQjIjAALjALjALj 1 LiALjL I LKjA 1 LjALL 


o Pt Pi 


Qy 


3698 


AAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATG 


3757 




II 1 II II II II II II 1 1 1 1 II III II INI 1 1 II 1 1 1 1 II 1 1 II II II 1 1 1 1 1 1 III 1 II 




Db 


2401 


AAGAAGAALLLLLATTTGTGLCTCL 1 CC rGGATACA 1GA TGTA TAC rGTGCTTCCTGATG 


2460 


Qy 


3758 


GTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATA 


3817 




MIIIIIIIIIIIIIIIIIIMIIIIIIIMIMIMIIIIMIIIIMMMIIMIII 




Db 


24 61 


GTTCTCCTGTACLCLAGGGLATGGLLL rGTAl GLALLALL X LL I LLL I I GLLAAALAAI A 


<>r»vrt 

2520 


Qy 


3818 


GCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGG 


3877 




III 11 IN1 1111 MINI 1 II 1 MM II II 1 1 II II 1 1 II II 1 1 II 1 1 II MM 1 1 1 1 




Db 


2521 


nnrinA nr"prtmn7\ oppptpppa ptpttpttt 1 A r P/ r> »/~'^/^^A r*r*^r*r*^c*r^^r*r^r*r*r*c*r*r*r*T\.*r t r*r* 
GCCGACCTCTCALCCLTGGLAL 1G 1TG1 1 rA J. GGLLLALL I LL I GL 1GGGGLLLLLA1 GG 


25o0 


Qy 


3878 


TGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATT 


3937 




III III III III INI III INI MINI Ml MM II MM II II II MM MM II II 




Db 


2bol 


rp/~irp a rp Pip»pipip<rpptpi A P'P'P'P'P'P' A A prrimpmppTimppppmmp 7\ rri/^i/~i /~»rp tv rpp^p^mp^rppipirppi pi 71 rprp 

1G1 A1GGGLL 1LLALLLLLLAAL 1 1L1LLA1LLLL1 ILAiLLLi AILivjLiILjIIjLIvjjLAI 1 


"i a a c\ 
2 b4 U 


Qy 


3938 


GCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGC 


3997 




1 M II 1 1 1 1 II 1 1 M 1 II 1 1 III Ml II 1 1 II II II 1 1 III 1 1 1 1 1 1 1 1 1 II llllll 1 1 




Db 


2641 


A A /~i/~irp/^/ r ~ 1 /~"TT^ A AP»AP"P 1 A r PA APTTAPAPA ATPA A P , T"T ir PP lr P A PATHPAPA APAPATA 7\ rp/-i /-I 

GLAALGI LLL I GAALALLAI AAL i 1 AGAGAA 1 GAAG i 1 1LIAGA1 1 AGAAGALA1 AAiGL 


O "7 P* Pt 

2 /UlJ 


Qy 


3998 


AGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 


4057 




1 1 1 1 1 II II 1 II 1 II 1 1 II 1 1 II 1 II II II II II II M II II II 1 1 II 1 1 II II II 1 1 II 




Db 


27 01 


7V nni\ rnrnrn 7* tv tv tv rn/~i tv a A P*» A A P~> PPPP A A P*» A A A P"*/rppipi a i"PPi A P A P"* A T 1 Pi P~< A A P"i P~tP~i rinTi /^i rp/^i/— i /-i 

AGC AT T T AAAAT C AAAG AAG CGGG AAG AAAGG TGGATG AG AG CATC C AAG CGGC AG TC GG 


2760 


Qy 


4058 


AGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAGAAAAGCT 


4117 




II 1 1 II 1 1 1 1 1 1 1 II II II 1 1 Mill II II II M 1 1 1 1 1 1 II II 1 1 M 1 1 II II 1 1 1 1 1 1 




Db 


2761 


A /"I A A TV AAA rn A A /"l A A /impn A T> A rp A A rp A rprpp TV rp/~t A rp prprprnmpp TV TV /~l tv pi 7\ tv o A A A A Pi /"II 1 1 

AGAAAGAAATGGAAGAACTGC ATC AT AAT ATTGATGAT C TTTTGCAAGAGAAGAAAAGCT 


2820 


Qy 


4118 


TAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGCAAAAGGACT 


4177 




II 1 1 1 II 1 II 1 1 1 II 1 1 II 1 1 II 1 II II II M 1 1 1 1 II II II M 1 1 II M 1 1 II 1 1 1 M 1 




Db 


2821 


rP7iri7lpfrPrrPA TiPrpAPA A P"i A A I -1 rp A P~i A T"i A P A A ptrpptrppipi A P"i A A APPTPA A P"i A P"i A A A APPAPT 

T AGAG T G T G AAGT AG AAG AAT T AC AT AG AA C TGT C C AG AAAC GT C AAC AG C AAAAGGAC T 


2880 


Qy 


4178 


TCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAATCACTCAAAC 


4237 






II 1 1 II 1 1 II 1 1 1 II II II 1 1 II III II II II 1 1 II 1 1 1 1 1 1 Ml 1 II 1 1 II Ml II M 1 




Db 


2881 


rp pi 7\ rprp tv rppi /— « AAA TPTTP A P* A P" 1 r P/~ 1r P r P ATPA /~irp/— i T\ 7\ prpTv pi\ a A r P A A A A A A ""PP" 1 A OT'O AAA P» 

TCATTGATGGAAATG 1 1 GAGAG I L 1 1 A 1 GAL I GAAL 1 AGAAA I AGAAAAA J7L ALTLAAAL 


2940 


Qy 


4238 


ATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAACGTCGCT 


4297 




1 1 1 1 1 II II 1 1 1 1 1 1 1 1 II 1 1 II MM 1 M II 1 1 II II 1 1 1 1 II II II 1 1 1 1 1 1 M 1 II 1 




Db 


2941 


ATPATPA APATA rpmprp tv pi A rppi AAA TTP A PTPP A TTPAP A AP A prpprnrppmp AAA P^P^T" P^P" 1 P^T 1 

A1LA1GAAGA1A1 1G1AGA1GAAAI IGAG1GLA1 IGAGAAGALiLI 1L iGAAALGlLGLl 


O A Pt Pt 

3 UUU 


Qy 


4298 


CAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCATGCACTA 


4357 




Ml 1 1 II M 1 1 1 II 1 1 1 1 1 1 1 1 1 Ml 1 1 II II 1 1 M II 1 1 1 1 II 1 1 II II 1 1 II MM 1 1 




Db 


"> a a i 
3 001 


P 7\ PPTOPA rTT 1 A 7\PPTP7\ P'P'P 1 A P"""PP" , P""T , P"'P"'P" , A PAPPPTPAPA pmp A APTTTPA mppA pm?. 

CAGAGLTLAGGGAAGLlGALLLiAL ILLl(jGLAL»ALjvjLiGAvjAGiGAALI 1 1LA1GLALIA 


O A ^ A 

3 UoU 


Qy 


4358 


A A P"* A AAAP"»AP^AAAAAA '"PP'tP" 1 mprnmp A A A A A~irprp/~i t\ O r P/^ , A T 1 P* 1 P*< O A A P" 1 A P"» A A PTT"r A rprp/"~i pi A A A 

AAGAAAAGACAAAAAATGC1 G TTGAAAAGTTL ALTGA TGLL AAGAGAAGTTTATTGLAAA 


4417 




Mill II M 1 M II 1 1 1 1 1 M 1 1 Ml II II II 1 Ml II 1 1 1 1 1 1 1 1 M II 1 1 1 1 MM II 




Db 


3061 


AAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCCAAGAGAAGTTTATTGCAAA 


3120 


Qy 


4418 


CTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCA 


4477 




Ml M M Ml M II 1 II 1 1 II 1 MM MM II 1 1 II Ml 1 1 1 1 1 M M II II MM II 1 1 




Db 


3121 


CTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCA 


3180 
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Qy 44 78 AAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAA 4537 

I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I II I 

Db 3181 AAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGCAGCACAAAA 3240 

Qy 4538 TCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACT 4597 

II 1 1 1 II II II 1 1 1 1 1 II 1 1 1 1 II I Ml 1 1 1 II I II II II II 1 1 1 1 1 1 1 II II I II 1 1 1 1 

Db 3241 TCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTAGCAGCAAAAGACTCAGACT 33 00 

Qy 4598 TCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAG 4657 

II 1 1 1 II II II 1 1 1 1 Ml 1 1 II I III III 1 1 II I M II MM 1 1 1 1 1 1 1 MM 1 1 1 II I 

Db 33 01 TCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAG 3360 

Qy 4658 ACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGG 4717 

Ml II II M 1 1 1 II I II II M 1 1 III Mill II III II M I III 1 1 1 1 1 II I M 1 1 1 II I 

Db 3361 ACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAGGTCCTTAAAGAATCTGAGG 3420 

Qy 4718 TGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGC 4777 

II I M IM M 1 1 1 M 1 1 1 1 1 1 1 1 Ml MM I M II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 

Db "3421 TGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGC 3480 

Qy 4778 AGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTAC 4 83 7 

II Ml 1 1 III 1 1 1 II I M 1 1 M II MUM 1 1 II M 1 1 II I II 1 1 II 1 1 II 1 1 II 1 1 M I 

Db 3481 AGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGCTGCATCTAC 354 0 

Qy 4838 TCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGA 4 897 

II III MM II M II 1 1 1 1 1 II II II MM II I M II I M II 1 1 M II III I III M 1 1 1 

Db 3541 TCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGA 3600 

Qy 4898 CTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGA 4957 

II II II II 1 1 M II III I II IMIMM 1 1 1 1 1 II 1 1 II I II 1 1 1 II II III II II I II 

Db 3601 CTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGA 3660 

Qy 4958 GTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTA 5017 

II 1 1 II II II M 1 1 M II 1 1 1 II II II III I M II 1 1 1 1 M II M 1 1 1 1 1 II 1 1 1 1 1 II 

Db 3661 GTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAACTTACACTTA 3720 

Qy 5018 TAAAGCAGGAAATTG 503 2 

I MM I I I I II II I 

Db 3721 TAAAGCAGGAAATTG 373 5 



RESULT 4 
CQ850900 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

FEATURES 

source 



CQ850900 3602 bp DNA linear PAT 23-AUG-2004 

Sequence 1369 from Patent EP1447413. 

CQ850900 

CQ850900.1 GI: 51509112 

Homo sapiens (human). 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini ; 
Hominidae ; Homo . 
1 

Isogai,T., Yamamoto,J., Nishikawa, T . , Isono,Y., Sugiyama,T., 
Otsuki,T., Wakamatsu, A. , Ishii,S., Nagai,K. and Irie,R. 
Full-length human cDNA 

Patent: EP 1447413-A 1369 18-AUG-2004; 
Research Association for Biotechnology (JP) 

Location/Qualifiers 

1. .3602 
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/organism= M Homo sapiens" 
/mol_type="unassigned DNA" 
/ db_xr e f = " t axon : 9 6 0 6 " 

ORIGIN 



Query Match 51.6%; Score 3597.4; DB 2; Length 3602; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 3598; Conservative 0; Mismatches 1; Indels 0; Gaps 0; 



Qy 


459 


CTTATCATATAACAAAATCAGCAAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAA 


518 






1 II II 1 1 1 1 II 1 1 1 III 1 II II II 1 Ml II 1 1 1 II 1 1 1 II II II II 1 1 II 1 1 II 1 1 1 1 II 




Db 


4 


CTTATCATATAACAAAATCAGCAAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAA 


63 


Qy 


519 


GCTTAACCTTGCAGGAAATGAAATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAA 


578 






MINIMI il 1 1 1 III 1 II II III 1 II II II II 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 




Db 


64 


GCTTAACCTTGCAGGAAATGAAATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAA 


123 


Qy 


579 


ATCTTTGCGAGTCCTCAATTTGAAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAA 


638 






Ml II 1 II HUM 1 1 1 1 1 II I i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 M 1 1 1 It 1 1 1 1 1 1 1 1 




Db 


124 


ATCTTTGCGAGTCCTCAATTTGAAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAA 


183 


Qy 


639 


GTTGAAACCGCTTCAAGATTTGATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCT 


698 






IMIIMI 1 1 1 1 M 1 1 II II 1 II II II II II 1 II III 1 1 1 MM 1 II II 1 1 M 1 1 1 1 1 1 




Db 


184 


GTTGAAACTGCTTCAAGATTTGATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCT 


243 


Qy 


699 


TCCTCATTACCTCCAGTTTACCATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCA 


758 






II 1 II 1 1 II 1 1 1 1 1 III 1 1 1 MM 1 1 II II II 1 1 1 II MM 1 1 1 1 II Ml II 1 1 1 1 1 1 1 1 




Db 


244 


TCCTCATTACCTCCAGTTTACCATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCA 


303 


Qy 


759 


GCCAGTAACCACTCAGGATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGA 


818 






MM II II 1 1 1 II 1 Mill 1 Mill 1 II 1 1 1 1 M 1 II Mill 1 II 1 1 1 II II 1 III 1 1 1 1 




Db 


304 


GCCAGTAACCACTCAGGATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGA 


363 


Qy 


819 


AAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACA 


878 






1 III II 1 M 1 1 1 1 1 lllllll Mill Mill 1 II 1 II 1 II II 1 II 1 II II M M II 1 II 1 




Db 


364 


AAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACA 


423 


Qy 


879 


AACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGA 


938 






1 1 1 1 1 M 1 II II 1 M II II II 1 Mill 1 MM II II M MM 1 1 II 1 1 1 1 II II II M II 




Db 


424 


AACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGA 


483 


Qy 


939 


GGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGA 


998 






Ml M 1 1 II M 1 1 1 II III II II 1 Mill Mill 1 II 1 II 1 1 II 1 II MM 1 1 II 1 M 1 1 




Db 


484 


GGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGA 


543 


Qy 


999 


ATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGA 


1058 






MM III II 1 III II II IMMMMMM II MM II Ml III MM II II II II II II 




Db 


544 


ATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGA 


603 


Qy 


1059 


ACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAATTATTATCCATC 


1118 






1 II 1 II 1 II M M II Ml 1 II MM M 1 MM 1 1 M M II II 1 II 1 1 II 1 II II II 1 II 1 




Db 


604 


ACAGGAATTGGCC TTTTATAAAATTGATGC TAAATTTGAGCCAC TAAATT ATT ATC CATC 


663 


Qy 


1119 


AGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATA 


1178 






1 MM II II 1 II 1 1 Ml MM II IMIII MMIIMM II Ml III III II 1 MM 1 II 




Db 


664 


AGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATA 


723 


Qy 


1179 


CAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGAT 


1238 






Ml II 1 1 II M M II III 1 II Mill Ml III II II 1 1 II II 1 1 II II II II II 1 1 II 1 1 




Db 


724 


CAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGAT 


783 
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yy 


1 9 7 Q 


PA APA AP ATPP APPP AP ATP A a PA APTT APA A ATP ATP A P ATP A APTTPAPAPPPPAP 


1 0 Q ft 

Xz y o 






INI 1 1 1 1 1 II 1 1 1 II 1 II II II 1 1 1 1 Ml 1 II 1 II II 1 1 1 1 1 1 1 II 1 1 II II 1 II 1 1 1 1 




Db 


784 


CAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTGAGAGGCCACAC 


843 




x y y 


a p p a ptpp a p a rnr a a rTnna a p a p a a a p a a a a a a a a a t a a CT^ra op apa a aptppapt 

/-l\-.^.rib X bbAbAbbbAAb X \3\ji\^^f\\~n*n^^f\f\£\f\r\r\r\^ X /-i/ib 1 bbrabbrAb.rl/\Ab X bbAb X 


1 9 c: ft 
lj DO 






MIIMIIIIIMimillllllllllllllllllllllllllllllllllllllllll 




Db 


844 


ACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACT 


903 


wy 




ATPAPA APTPPATPATPA A ATAPA A A APPPAPA APA APA A ATTTTPAPAPPTAPTPA APA 
r\ 1 b AbAAb X bb A X bA X Unnn X nUnrtrtnUUtnUnnLnrtLnftrt X X X X bAbAbb X Ab X bAAbA 


1 A 1 Q 
±*± X O 






IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIMMIIIIIIIIII 




Db 


904 


ATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGA 


963 


pw 

yy 


X*± X i7 


ATTT A A A PA APTPP A AP A A PPT 1 AT AP A A PT A A A A A AP A TTTP AP A APP APPP A a 

Hll 1 /yiHLiiAL X uVjHAurtAuL X A X ALAAL X AAAAAAbA 1 X X b AbAAb bAbbbAAAb Ab b X 


1 / 7Q 

x4 /o 






Mill II MINIUM MINI MINIM 1 IMIII II II Mllllllllllll MM 




Db 


964 


ATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCT 


1023 


Pw 

yy 




TPTTT 7\PA APPaPTTPaPTPPTAP APTAPA A PTTPT A A A T A A A TT A PPPP A Pf A 5PPTPT 
1L1 1 1 /itAAbLAb X X bAb X bb X AbAb X ALAAL llbl AAA X AAA 1 i ALbLLAbbAAbL X b X 








1 M 1 M 1 1 1 M 1 1 1 1 1 1 M 1 M M II 1 1 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 M M II 1 II II 1 II 




- Db 


1024 


TCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCT 


1083 


Pw 

yy 


1 CTQ 


PP ATPT AP A APTPP AP ATPP A AAAPPAAA APPAPP A A ATTPPPPP A A APP AP A APP AP AT 
uuft iLl AbAAb X ulAuA X buAAAAbLAAAAbLAbbAAA X X bb LbbAAAbLAbAAbbAbA X 


T C Q Q 






IIIIMINIMNNI INI NIMH NUN MINIUM NINNIIIININ 




Db 


1084 


GGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGAT 


1143 


yy 


1 ^QQ 


TA APP A PPTPP A A ATAPPP AT AP AT APPPTPP A TTPP A A APAPPPA A A AP ATTPPPATAT 
1 AAbbAbb 1 bb AAA 1 Abb LA 1 AbA J. Abb b 1 bbA 1 X bbAAAbAbbbAAAAbA X IbbbAlAl 


1 f CO 
lODO 






IIIIMMMIM II IMMIIMIIIIMM MM II MIMIMMIIII 




Db 


1144 


TAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATAT 


1203 


uy 


i £ q 


PA APPPTP A A A APAPPPPTA A APA AP A APAPPTTPAPATT A TP A AP A A PP APT A PP A APA 
bAAbbb 1 bAAAAbAbbbb 1 AAAbAAb AALAbb 1 IbnLnl 1 A 1 bAAbAAbb Ab I AbbAAbA 


1 71 Q 
X / X O 






1 IINININN II II NNIININN llllllll II II MIMIINNN! INI 




Db 


1204 


GAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAACA 


1263 


P\7 

wy 


1 71 Q 

x / x y 


APTTPA A APTPPTTTPP ATP AP AT APTTTPT AP A ATTPPT A APP A A APPP A APAPATT A A 
Ab X X bAAAb X bb X X X bbA X bAbA X Ab X X X b X AbrAA X X bL X AAbbAAAbbbAAbAbA X X AA 


1 1 1 Q 
X / / O 






II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1264 


ACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAA 


1323 


uy 


1 77Q 
X / / y 


PPAPPTTPA APA A PanPTTflPTPa APPPPAPATRPPaPPA AATPAAPPPPTPAAPA APPA 

bbAbb X X bAAbAALAbb X X Ab X bAAbbbbAbA X AbbAbbAAA X bAAbbbb X bAAbAAbbA 


1 Q "i O 






IIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIMMIIIMIIIIIIIIIIIIM 




Db 


. 1324 


GGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGA 


1383 


Pw 

wy 


1 ft 9 Q 


TTT APA APPTPTTATPAPTPPPTTPP A AP A ATA PPTPPPP APP ATT A A APPPPAPPPA AP 
XXX AbAAbb X b X X A X b Ab* X bbb X X bLAAbAA X Ab b X bbbbAb b A X X AAAbbb bAbbbAAb 


1 QQQ 

xo y o 






IIMIMI Mill INI IMIIII IMIIII IIMIMI II 1 III II MINIMUM 




Db 


1384 


TTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAAC 


1443 


wy 


1 oqq 
±oyy 


TPAPPPPP APA ATPAPTPP APP A APPTPPPPP ATP AP A A AP AP AP ATTPTTPP APAPATT 
X bAbbbbbAbAA X bAb 1 bLAbbAAbL X uLbbbA X bAbAAAbAbAbA 1 Ibl 1 bbAbAbA X X 


1 qco 

xy do 






IMIIII Mill Mill MMMMIMM II Mill II lllllill IMMMM III 




Db 


1444 


TCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATT 


1503 


wy 


i qcq 
x y d y 


PAP APA APTPP APP APP AP AP APA PPAPPTPP A A ATAPTTPPP ATPP ATPP APA A A AT AT 
bAb AbAAb X bbAbbAbbAbAbAbAb b Abb X bbAAA X Ab X X bbbA X bbA X bbAbAAAA X A X 


o ni d 

Z U X O 






II II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 M 1 1 1 II II 1 II II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 




Db 


1504 


GACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATAT 


1563 


yy 


9H1 q 

£ U X J? 


PAPPA APPAPPTTPP AP A PPT AP A A APTPP PPTPP A AP APP APP ATP APPTP A A TPPATP 
bAbbAAbbAbb X X bb AbAbb X AbAAAb X bb bb X b b AAbAbb Abb A X bAbb X bAA X bbA X b 


o n i q 






Illllllll III! Illllllllll MIMIII IMIIMMIIIIIII llllllllllll 




Db 


1564 


GAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATC 


1623 


Qy 


2079 


TTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAA 


2138 






1 1 II 1 II Ml 1 II 1 1 III 1 II III II II II II M II M 1 1 1 INI 1 1 1 1 II II 1 II II II 




Db 


1624 


TTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAA 


1683 


Qy 


2139 


CCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTAC 


2198 
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IIIIIIIMIIIIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

CCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTAC 1743 



Db 


1684 


CCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAG 


1743 


Qy 


2199 


CCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAA 


2258 






IIIIMIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




dd 


T *7 A A 

1 /44 


LLAG1 I AGAACAATCAGCCC 1 1 LAAGLAGAAL 1 1 GAGAAGGAAAGGCAAGCLC 1 LAAGAA 


i o r\ 
loOi 


Qy 


2259 


TGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGC 


2318 




IMIMIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIIII 




Db 


1804 


m n/'i/'i mrn/ , i -» ^ ^ •» vr /T tv /*<i mm Amyi tv ^tj tv tv /■*. tv tv tv tv y*i /~i tv. /i tv tv tv tv tv /"i tv z - i m/T tv /*irn /"i s*i tv m^r >T 

TGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGC 


1863 


Qy 


2319 


AAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCA 


2378 






1 II 1 1 1 1 II 1 1 1 1 1 1 II 1 1 II III II II II II II II II II 1 1 1 II II 1 1 Ml II 1 1 1 1 1 1 




Db 


1864 


AAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCA 


1923 


Qy 


2379 


GAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGT 


2438 




1 II 1 Ml 1 M 1 1 1 1 1 II 1 1 II II 1 II II II II II 1 1 II II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1924 


GAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGT 


1983 


Qy 


2439 


GGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTC 


2498 




II 1 1 M II 1 M 1 1 1 M 1 M 1 II M 1 M M M M M II 1 M 1 1 1 1 1 1 M 1 M 1 1 1 1 1 1 1 1 




Db 


1984 


/"I /"I TV m/*1 TV /T m TV TV /^l TV TV /""I TV TV TV TV rrm^T TV TV TV m m TV /^T TV TV /*imA/T/T/1 TV TV TV m /T TV TV TV m /T /"I TV m TV x*t m /T /T m m /"t 

GGATGAGCT AAGAAGAAAACTGAAAT TAGGAACTGGGGAAATGAAC AT CC ATAGTC CTTC 


2043 


Qy 


2499 


AGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACG 


2558 






Ml 1 1 II M 1 1 1 1 1 1 1 1 M M III Ml 1 II 1 1 II 1 Ml 1 1 Ml 1 1 1 1 II 1 1 1 1 1 II MM 




Db 


2044 


AGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACG 


2103 


Qy 


2559 


CTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGC 


2618 






MM 1 II 1 1 II 1 1 M 1 M II Mill MM 1 1 1 II 1 M 1 1 1 II M 1 II 1 1 1 1 II 1 M M 1 1 




Db 


2104 


/"i m /T /~i tv tv y^mrryn/T tv tv tv tv /~t tv m/^t tv tv /"i /*r tv /*t tv tv /"imm tv /t tv tv /t tv tv tv tv tv /nrrm y-i tv tv tv tv tv tv tv m /t /t 

CTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGC 


2163 


Qy 


2619 


TCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGC 


2678 


Db 


2164 


Mill M 1 1 1 III M II 1 1 1 II M 1 1 1 II II 1 II 1 1 1 1 1 1 1 1 1 MUM 1 MM M M II 

TCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGC 


2223 


Qy 


2679 


CCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGA 


2738 






1 III 1 1 1 1 1 1 II 1 II Ml 1 1 II 1 1 1 MM II Mill M 1 II 1 1 1 II 1 1 1 1 M 1 M Mill 




Db 


2224 


CCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGA 


2283 


Qy 


2739 


GAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTAC 


2798 






Ml 1 1 1 1 II Ml 1 1 Ml 1 II M 1 II 1 II II 1 Ml II 1 1 II 1 II 1 1 II 1 1 Ml 1 M II 1 II 




Db 


2284 


TV •» m/^T tv tv tv mm/*i tv /*irn tv mmm^rj tv tv >t tv tv tv tv m nm tv tv tv tv tv y^i m tv m tv /t/^ tv tv tv m s-% tv ta /*i mm tv /'-i 

GAATGAAATT CACTATTTGCAAGAAAAT CT AAAAAGT ATGGAGGAAAT CCAAGGCC TT AC 


2343 


Qy 


2799 


AGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGA 


2858 






1 1 1 1 Ml III 1 II II II 1 1 1 III II 1 MM 1 MM M 1 M 1 1 1 1 M 1 1 II 1 1 II 1 1 1 1 II 




Db 


2344 


AGAT CTC CAAC TT CAGGAAGCTGATGAAGAGAAGGAGAGAAT TCTGGCCCAACT CCGAGA 


2403 


Qy 


2859 


GTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGA 


2918 






II 1 M II II 1 1 II 1 1 1 1 II 1 1 II 1 M II IMMM 1 1 1 1 1 II 1 II 1 II 1 1 1 III 1 1 MM 




Db 


2404 


/T m m tv tv tv tv tv tv tv /~i tv tv tv ta tv /*imm^*r tv tv r*r tv m f*% tv tv tv m/*im /*i tv r*% tv /T /*<i tv tv /T m mm m m /^i mm m tv tv 

GTT AGAGAAAAAGAAGAAACTTGAAGATGC CAAATC TC AGGAGC AAGT TT TTGGTT TAGA 


2463 


Qy 


2919 


TAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGA 


2978 






1 II 1 1 1 1 M 1 Ml 1 II Ml II 1 II MM MM M II 1 II II 1 1 1 M II 1 1 II II MM 1 1 




Db 


2464 


TAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGA 


2523 


Qy 


2979 


GCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCA 


3038 






II 1 II 1 1 1 1 1 1 II 1 1 II II II 1 II IMMI II 1 1 MM Ml MM 1 II II III 1 II II II 




Db 


2524 


GCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCA 


2583 


Qy 


3039 


GGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGC 


3098 






M 1 1 M 1 1 1 1 1 Ml 1 II 1 1 III 1 MM II 1 III 1 1 Ml M II 1 1 1 1 1 1 II II 1 IMMM 
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Db 


2584 


GGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGC 


2643 


Qy 




papapaTPTpappppappapaappTPapaTPP aaPTPPTPPapaaTPTPPTpapppapaa 

Vw-riVj-riVj-ri 1 L 1 L.riLLLVj.riVjV_riVj.rV-riVjV_ J. uriurt i. V,\Jrt/i^- O^rturt/i X V_ 1 V_V_ 1 ^/A\j70\_/-i.OiA>i 


71 ^ft 

Jl JO 




1 1 1 1 1 II I I 1 I I II 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 




Db 


2644 


CAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAA 


2703 


Qy 


j1D3 


PPPPPaPPaPTTTPPaPTTPaPaTPPaPa a aaPaPPTPTaPPTaPTPPaPPaaaPTPaPa 
VjVjVjVjVjriVjL.riVj' 111 V_VjrriV_ 1 1 unun 1 VjVjriVjrirlririV_riVjvj' iul rVuvj 1 MV_ 1 LrirtriL 1 V-.riV_.ri 


791 ft 
jZIO 




IMIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIIII 




Db 


2704 


GGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACA 


2763 


Qy 




ppTPPTapa aaTTPapaaaPTPaaTPapapaaTPPaappapaaappapapapaTTPPa ap 

LjLi 1 LL 1 riLjAAA 1 1 \j±\\jl\f±t\\^ 1 oriri 1 Vjrio/\L/iri 1 VjVjrLriV_oriC.r\>\>\.oo^ 1 1 LjLAALj 


jZ / O 




1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2764 


GGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAGAGATTGCAAG 


2823 


Qy 


J ^ / y 


ppTPPapa aTPTaPTapappTPaPTPPa aPTPapa a pa a appapppTTTpa a a it^itttt 

VjL. 1 VjL ALjAA lul AV_ 1 AL7.fiV_L. 1 LAL 1 VjVjriAVj 1 LjAL.AAL.AAALrVjtt.VjvjrL 111 VariAAA Ibl 111 


7 7 7 Q 

J J JO 




1 MMIIIIIII 1 II lllllllllll MM II MINIM III III MM MINIUM 




Db 


2824 


GCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTT 


2883 


Qy 


*3 1 Q 


"ap a ap a a attpptps apttpp apptp a aptttptt 1 atp ap a a TraTTuraTH appappat 
ALjAAvjAAA 1 1 LiL 1 bAAL i 1 L LjAL.Lj 1 LjAALj 1iJ.LJLJ.AJ. L AVjAA 1 LjA 1 I ALA 1 AAVjLAvjV_A I 






IIIIMIIIIIIIIIIIIIIIMMMIIIIIIIIMIIIIIIIIMIIIIIIIIIIIII 




Db 


2884 


AGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCAT 


2943 


Qy 




pppapaTPPTT'TPa a a apappapppTaTTPPTaPTTTaTPPPappa ppappATPaTPa a a 

VjjVjrL.riV.Jril LL 1 1 1 L-AAAAVjfiLVji-iLiLiL 1 Al 1 LrVj 1 .AL. 1 1 Iri 1 0VwV_HV_V_riL.V_riV-.v_.ril V_A1 LAAA 


J^t DO 




MIIIIIIIIIIIIIMIIIIIMMIIIIIIMMIMIIIIIIIIIIIIMIIIIMI 




Db 


2944 


GGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCAAA 


3003 


Qy 




ap r r r r r rpp appp aT 1 aPTTPPPappppa ppa appaPTPTPPTPTTPPPPTTa APTaPTPapp 

ALjI 1 1 LLALjV_V_A1 ALj 1 1 V_LLAVjVjL.LAV_LAALjLxAL. 1 L ILjLiI LjI 1 LiLjLV— 1 1 AALj IriL. 1 LALjL. 


JDlO 




IIIIIMIMIIIMIIIIMIIMIIIIMIIIMIIIIIIIIIIIIIMIIIIIMM 




Db 


3004 


AGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGC 


3063 


Qy 


TCI Q 


pTPaaPTPPTPTTapaaaappapppppTPPPPappappaTPPPaappa apppapTPaapp 

L 1 LAAL 1 LL 1 Kj 1 1 rio/\i\ririV_V_riV_v_'V_V_\_ 1 vjV_ , V_ , V_rioV_riV_ , V3ri 1 VjVjVjriAVjVjriAoVjL ALr 1 LAALL. 


JJ/O 




1 1 III III 1 1 1 1 1 1 Ml 1 1 1 1 1 1 1 II 1 1 II 1 1 II II 1 1 II II 1 1 1 1 II 1 1 1 1 1 1 II 1 II 1 




Db 


3064 


CTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACC 


3123 


Qy 


3579 


TCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTT 


3638 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 II 1 1 1 




Db 


3124 


TCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTT 


3183 


Qy 




rppriA A f~"V APAPATPP7\PA A r^TT^C* A PPA PATAPTPA Z^ 1 /" 1 AAPA PAPTPAPPTPP A r Pf~' APPA 

J. L L AAVj 1 AVjAVjA 1 VjL ALjAL Au 1 VjLjAvjVjAvjA 1 ALi 1 L AvjVjAALjALjAVj 1 VjALjL 1 VjVjA J. LjAL LA 


Jo y o 


Db 


3184 


1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

TCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCA 


3243 


Qy 




APa aP A a PPPPPaTTTPTPPPTPPTPPTPPBTaPBTPBTPTaTaPTPTPPTTPPTPaTPP 
AvjAAvjAAL.v_v_L.v_A1 1 lvjl VjLL. 1 LL. 1 LL 1 VjLjAI ALA1 VjAIvj 1 Al AL 1 Vj 1 VjL 1 1 L.L 1 LjAI LjLj 


J / DO 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3244 


AGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGG 


3303 


uy 


j / O _* 


TTPTPPTPTappppappppaTPPPPPTPTaTPPappappTPPTPPPTTPPPa a a pa a Tap 

1 1 L 1 LL 1 VjlriLLLL.ALrVjVjLAl VjVjL.L.L 1 Vj 1/il LrLALL-ALL 1 LL 1 L.LL 1 1 LiLL.AAAV_AAl /\Li 


7 ft 1 Q 






llllllllllll MINI Mill 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MINIMI 




Db 


3304 


TTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAG 


3363 


yy 


Jul" 


PPPaPPTPTPaPPPPTPPPaPTPTTPTTTaTPPPPPaPPTPPTPPTPPPPPPPPPaTPPT 
LLLrriL L 1 L 1 LriLLLL 1 VjoLriL lul 1 Vj 1 1 lri 1 VjVjLLLriLL. 1 LL 1 LjL 1 VjVjVjVjLLV_LL.ril VjVjI 


7ft 7ft 
j O / O 






IIIIIIIIMMIMIIIIIIIIIIIIIIIIMMMIIIMIIIIIIIIIIIMIIMI 




Db 


3364 


CCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGT 


3423 


Qy 


Jo / y 


n r rA r vnnr t r % n r rr , nAnr , nrT'r , ^'h P r n r rPTPPaTPPPP r rTPa r rppp f raTPPPTP r PPPTPPa r r r rp 

Vj 1 Al LjLjLjLL. 1 L.LALL.L.LLLAAL 1 1 L 1 LL.A1 LLCL 1 1 LAI LLL 1 A 1 LtLtVj 1 Lj 1 LjL ILjLAI IVj 


iyjo 






1 1 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 

M M 1 M 1 1 1 1 1 1 II II M 1 M M 1 M II 1 1! II M 1 M II 1 1 II M 1 M II 1 1 1 1 M 1 1 




Db 


3424 


GTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTG 


3483 


Qy 


3939 


CAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCA 


3998 






MM 1 1 MM 1 1 1 1 II 1 II 1 1 1 II II 1 1 1 M II II 1 1 II 1 1 1 II III Ml 1 1 1 1 1 II Ml 




Db 


3484 


CAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCA 


3543 
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Qy 3999 GCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 4057 

MINIMI ! 1 1 1 1 1 M II I II III 1 1 1 II i: llllllllllll II Mill II III 

Db 3544 GCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 3602 



RESULT 5 
AK128098 

LOCUS AK128098 3602 bp mRNA linear PRI 20-JAN-2006 

DEFINITION Homo sapiens cDNA FLJ46219 fis, clone TESTI4013742 , moderately 

similar to Mus musculus antigen identified by monoclonal antibody 

2A8 (Ma2a8) . 
ACCE S S I ON AK1 28098 

VERSION AK128098.1 GI: 34535302 

KEYWORDS oligo capping; fis (full insert sequence) . 
SOURCE Homo sapiens (human) 

ORGANISM Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 

Hominidae; Homo. 
REFERENCE 1 . 

AUTHORS Tashiro,H., Yamazaki,M., Watanabe,K., Kumagai,A., Itakura,S., 
Fukuzumi,Y., Fuj imori , Y . , Komiyama,M., Sugiyama,T., Irie,R., 
Otsuki,T., Sato,H., Wakamatsu, A. , Ishii,S., Yamamoto,J., Isono,Y., 
Kawai-Hio, Y . , Saito,K., Nishikawa, T . , Kimura,K., Yamashita, H . , 
Matsuo,K., Nakamura,Y., Sekine,M., Kikuchi,H., Kanda,K., 
Wagatsuma,M . , Murakawa,K., Kanehori,K., Takahashi - Fuj i i , A . , - 
Oshima,A. , Sugiyama,A., Kawakami,B., Suzuki, Y. , Sugano,S., 
Nagahari,K., Masuho,Y., Nagai,K. and Isogai,T. 

TITLE NEDO human cDNA sequencing project 

JOURNAL Unpubl i shed 
REFERENCE 2 (bases 1 to 3602) 

AUTHORS Isogai,T. and Yamamoto,J. 

TITLE Direct Submission 

JOURNAL Submitted ( 15- JUL-2003 ) Takao Isogai, Helix Research Institute, 

Genomics Laboratory; 1532-3 Yana, Kisarazu, Chiba 2 92-0812, Japan 
(E-mail :f lj -cdna@nifty.com, Tel : 81-438-52-3975 , Fax : 81-438 -52 -3 986 ) 
COMMENT NEDO human cDNA sequencing project supported by Ministry of 

Economy, Trade and Industry of Japan; cDNA full insert sequencing: 
Research Association for Biotechnology (RAB) ; cDNA library 
construction: Helix Research Institute (HRI) (supported by Japan 
Key Technology Center etc.); 5'- & 3 1 -end one pass sequencing: RAB, 
HRI, and Biotechnology Center, National Institute of Technology and 
Evaluation; clone selection for full insert sequencing: HRI and 
RAB; annotation: Reverse Proteomics Research Institute, HRI and 
RAB. 

FEATURES Locat ion/Qual i f i er s 

source 1. .3602 

/organism= M Homo sapiens" 

/mol_type="mRNA" 

/db_xref = " taxon : 9606 " 

/clone="TESTI4 013 742" 

/tissue_type=" testis" 

/clone_lib="TESTI4" 

/note= "cloning vector: pME18SFL3" 
CDS 47. .>3602 

/note= "unnamed protein product" 

/codon_start=l 

/protein_id= "BAC872 73 . 1 " 

/db_xref ="GI : 34535303" 

/ 1 rans la t ion= " MCNLQKLNLAGNE I EH I PVWLGKKLKSLRVLNLKGNKI SSLQDI 
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SKLKLLQDLI SLILVENPWTLPHYLQFTI FHLRSLESLEGQPVTTQDRQEAFERFSL 
EEVERLERDLEKKMIETEELKSKQTRFLEEIKNQDKLNKSLKEEAMLQKQSCEELKSD 
LNTKNELLKQKTIELTRACQKQYELEQELAFYKIDAKFEPLNYYPSEYAEIDKAPDES 
PYIGKSRYKRNMFATESYIIDSAQAVQIKKMEPDEQLRNDHMNLRGHTPLDTQLEDKE 
KKISAAQTRLSELHDEIEKAEQQILRATEEFKQLEEAIQLKKISEAGKDLLYKQLSGR 
LQLVNKLRQEALDLELQMEKQKQEIAGKQKEIKDLQIAIDSLDSKDPKHSHMKAQKSG 
KEQQLDIMNKQYQQLESRLDEILSRIAKETEEIKDLEEQLTEGQIAANEALKKDLEGV 
ISGLQEYLGTIKGQATQAQNECRKLRDEKETLLQRLTEVEQERDQLEIVAMDAENMRK 
ELAELESALQEQHEWASLQQTQGDLSAYEAELEARLNLRDAEANQLKEELEKVTRLT 
QLEQSALQAELEKERQALKNALGKAQFSEEKEQENSELHAKLKHLQDDNNLLKQQLKD 
FQNHLNHWDGLVRPEEVAARVDELRRKLKLGTGEMNIHSPSDVLGKSLADLQKQFSE 
ILARSKWERDEAQVRERKLQEEMALQQEKLATGQEEFRQACERALEARMNFDKRQHEA 
RIQQMENEIHYLQENLKSMEEIQGLTDLQLQEADEEKERILAQLRELEKKKKLEDAKS 
QEQVFGLDKELKKLKKAVATSDKLATAELTIAKDQLKSLHGTVMKINQERAEELQEAE 
RFSRKAAQAARDLTRAEAEIELLQNLLRQKGEQFRLEMEKTGVGTGANSQVLEIEKLN 
ETMERQRTEIARLQNVLDLTGSDNKGGFENVLEEIAELRREVSYQNDYISSMADPFKR 
RGYWYFMPPPPSSKVSSHSSQATKDSGVGLKYSASTPVRKPRPGQQDGKEGSQPPPAS 
GYWVYSPIRSGLHKLFPSRDADSGGDSQEESELDDQEEPPFVPPPGYMMYTVLPDGSP 
VPQGMALYAPPPPLPNNSRPLTPGTWYGPPPAGAPMVYGPPPPNFSIPFIPMGVLHC 
NVPEHHNLENEVSRLEDIMQHLKSKKREERWMRASKRQS " 

ORIGIN 



Query Match 51.6%; Score 3597.4; DB 5; Length 3602; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 3598; Conservative 0; Mismatches . 1; Indels 0; Gaps 0; 



Qy 


459 


CTTATCATATAACAAAATCAGCAAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAA 


518 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 II 1 1 




Db 


4 


CTTATCATATAACAAAATCAGCAAAATTGAAGGCATAGAAAATATGTGTAATCTGCAAAA 


63 


Qy 


519 


GCTTAACCTTGCAGGAAATGAAATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAA 


578 






1 1 Ml II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II II III 1 1 1 1 1 II II 1 1 1 1 1 1 INI 1 1 1 1 II 1 1 II II 




Db 


64 


GCTTAACCTTGCAGGAAATGAAATTGAGCATATTCCAGTATGGTTAGGGAAGAAGTTAAA 


123 


Qy 


579 


ATCTTTGCGAGTCCTCAATTTGAAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAA 


638 




1 1 III III Ml II MM II II Ml M II 1 1 1 1 II II Ml 1 II II IMM 1 1 1 II 1 1 II II 




Db 


124 


ATCTTTGCGAGTCCTCAATTTGAAAGGCAACAAGATATCATCGCTCCAAGATATAAGCAA 


183 


Qy 


639 


GTTGAAACCGCTTCAAGATTTGATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCT 


698 






Mill III 1 1 1 1 II 1 II 1 1 1 1 1 III III 1 1 1 MM II 1 1 II II Ml 1 II 1 1 III 1 II II 




Db 


184 


GTTGAAACTGCTTCAAGATTTGATTTCTCTGATCCTAGTTGAAAATCCAGTTGTGACCCT 


243 


Qy 


699 


TCCTCATTACCTCCAGTTTACCATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCA 


758 






1 II M II 1 1 1 1 II M 1 1 1 1 M Mill II 1 III II M II II II II II II II 1 MM 1 M M 




Db 


244 


TCCTCATTACCTCCAGTTTACCATTTTCCACCTCCGTTCATTGGAAAGTTTGGAAGGTCA 


303 


Qy 


759 


GCCAGTAACCACTCAGGATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGA 


818 






1 M M M 1 M II 1 II II 1 1 II II 1 IMIMI II Mill 1 1 II II III II II II 1 1 1 II II 




Db 


304 


GCCAGTAACCACTCAGGATAGACAGGAGGCTTTTGAGAGATTCAGTTTAGAAGAGGTAGA 


363 


Qy 


819 


AAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACA 


878 






IMIMI II II II 1 1 MM III III 1.1 MINI IIIIMII II Mill III MM III II 




Db 


364 


AAGACTGGAAAGAGACCTAGAAAAAAAGATGATAGAAACTGAAGAGCTTAAGAGCAAACA 


423 


Qy 


879 


AACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGA 


938 






III 1 1 1 II 1 1 II 1 II 1 III 1 1 II 1 II M III 1 1 II III 1 1 II II II 1 1 II II II II 1 M 1 




Db 


424 


AACAAGGTTCCTTGAGGAAATTAAAAATCAAGATAAATTGAATAAATCATTAAAAGAGGA 


483 


Qy 


939 


GGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGA 


998 






III 1 1 1 II 1 1 1 II 1 1 II Ml 1 1 M 1 MMM 1 1 II MM 1 1 M 1 II Ml 1 II 1 MM II 1 




Db 


484 


GGCCATGTTACAGAAACAGAGCTGTGAGGAACTCAAGAGTGACTTAAACACAAAAAATGA 


543 
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Qy 


999 


ATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGA 


1058 




1 1 1 II II 1 1 1 1 1 1 II ! 1 1 1 1 1 1 II II 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 II II II 1 1 1 1 1 II 1 1 1 




Db 


544 


ATTGCTAAAACAGAAGACCATAGAATTAACACGAGCATGTCAGAAGCAATATGAGCTGGA 


603 


Qy 


1059 


ACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAATTATTATCCATC 


1118 




M M I M 1 1 1 1 1 1 1 1 1 II 1 1 1 M M II 1 1 II 1 M 1 IIIIIIIMII II III 




Db 


604 


ACAGGAATTGGCCTTTTATAAAATTGATGCTAAATTTGAGCCACTAAATTATTATCCATC 


663 


Qy 


1119 


AGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATA 


1178 




MINIMI III 1 1 II M 1 1 IN II M INI II III llllll 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


664 


AGAGTATGCTGAAATTGATAAAGCCCCAGATGAAAGCCCTTACATTGGCAAATCCAGATA 


723 


Qy 


1179 


CAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGAT 


1238 




1 II II II M 1 1 1 1 1 1 II II 1 1 III II II II II 1 1 II II 1 II 1 1 1 II II 1 1 Ml 1 1 1 1 1 1 1 




Db 


724 


CAAGAGAAATATGTTTGCCACAGAGAGTTATATTATTGACAGTGCTCAGGCAGTACAGAT 


783 


Qy 


1239 


CAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTGAGAGGCCACAC 


1298 


-. - - 


MM Mill MINIM! 1 MM M Ml 1 1 1 1 1 1 II 1 1 1 II 1 1 II II II II 1 II II 1 1 1 1 




Db 


784 


CAAGAAGATGGAGCCAGATGAACAACTTAGAAATGATCACATGAACTTGAGAGGCCACAC 


843 


Qy 


1299 


ACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACT 


1358 






II II 1 M 1 1 1 II 1 II II M 1 1 II 1 1 II 1 1 1 1 1 1 M 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 M 1 M M 




Db 


844 


ACCACTGGACACGCAACTGGAAGACAAAGAAAAAAAAATAAGTGCAGCACAAACTCGACT 


903 


Qy 


1359 


ATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGA 


1418 




III II 1 M 1 1 1 II 1 II II 1 1 1 MM III II 1 1 1 1 II II II II 1 1 1 II II 1 M 1 1 1 1 M 1 1 




Db 


904 


ATCAGAACTGCATGATGAAATAGAAAAGGCAGAACAACAAATTTTGAGAGCTACTGAAGA 


963 


Qy 


1419 


ATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCT 


1478 






1 M II 1 1 1 1 1 1 M 1 1 1 Ml 1 M III 1 MM II 1 1 1 1 1 1 M II II 1 MM 1 II 1 1 II M 1 1 




Db 


964 


ATTTAAACAACTGGAAGAAGCTATACAACTAAAAAAGATTTCAGAAGCAGGGAAAGACCT 


1023 


Qy 


1479 


TCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCT 


1538 






1 MM III M 1 II 1 III II 1 1 Mill 1 III II Ml 1 II 1 III II Ml 1 III 1 II 1 1 II 1 1 




Db 


. 1024 


TCTTTACAAGCAGTTGAGTGGTAGACTACAACTTGTAAATAAATTACGCCAGGAAGCTCT 


1083 


Qy 


1539 


GGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGAT 


1598 






1 MM III III III III II II III II MUM MUM MM II MM MM II II MM 




Db 


1084 


GGATCTAGAACTGCAGATGGAAAAGCAAAAGCAGGAAATTGCCGGAAAGCAGAAGGAGAT 


1143 


Qy 


1599 


TAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATAT 


1658 






1 1 1 II II II 1 Ml 1 M 1 II II III 1 M 1 Mllll M III 1 II II 1 Ml II M II II M 1 1 




Db 


1144 


TAAGGACCTGCAAATAGCCATAGATAGCCTGGATTCCAAAGACCCAAAACATTCCCATAT 


1203 


Qy 


1659 


GAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAACA 


1718 






1 II 1 M 1 II 1 1 II II 1 1 M 1 MM Mill Ml II 1 1 1 II 1 II II 1 1 M M 1 1 II 1 1 II 1 1 




Db 


1204 


GAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGCAGTACCAACA 


1263 


Qy 


1719 


ACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAA 


1778 






III 1 II 1 II 1 1 II 1 1 MM Mill II MM II II 1 II 1 II II 1 1 M 1 M 1 II II 1 1 II II 




Db 


1264 


ACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGGAAGAGATTAA 


1323 


Qy 


1779 


GGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGA 


1838 






1 Ml 1 MM 1 1 II 1 1 III Ml III II 1 MM 1 1 1 Ml Ml II II II 1 1 II II 1 1 M 1 1 M 




Db 


1324 


GGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCCTGAAGAAGGA 


1383 


Qy 


1839 


TTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAAC 


1898 






IMIMIMM Ml 1 III 1 Ml III 1 1 1 III II 1 M II 1 M 1 1 IIIIIIIMII II III 




Db 


1384 


TTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAGGCCAGGCAAC 


1443 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585791&ItemName=us... 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 32 of 75 



Qy 


1 QQQ 

ib y y 


TPAPPAOP A OA A TPA PTPPAPP A A nPTPPPPP ATP APA A 3\P7lPAPA TTPTTPP7VPA PA r P r P 

1 LAGGCGGAGAA 1 GAG 1 GGAGGAAGG 1 GGGGGA1 GAGAAAGAGAGA 1 1 G 1 1 GGAGAGA 1 I 


1 QCQ 

iy bo 




IMIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIII 




Db 


1444 


TCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGTTGCAGAGATT 


1503 


A, r 

Qy 


1 QCQ 

±y by 


PAPAPA A PTPP APP7\PPAPAPAPA PPAPPTPP A A ATAPTTPPPA ""POP A TPPAP AAA ATAT 

bAL AGAAG 1 G GAGG AGGAGAGAGAG GAGG 1 GGAAA1 Abl 1 GG G A J. GGA 1 bLAbAAAA 1 A 1 


O Pi 1 Q 

ZUlo 




1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 II II 1 1 1 1 




Db 


1504 


GACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATGCAGAAAATAT 


1563 


Qy 




PAPP a APP A P 1 P ,r P r PP»P l A P APPTAPA A A / r ^nPP , P , P , P ,r PP 1 P , A APAPPAPPA TP 1 A PPTP A A TPPA TP 

GAGGAAGGAGG I i bt AGAGG 1 AGAAAG 1 GGGG I G GAAGAGGAGGA I GAGG 1 GAA 1 GGA 1 G 


ZU /o 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


1564 


GAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGGTGAATGCATC 


1623 


Qy 


zu/y 


ipmmppii PPH OA A"* O O A OO O A O A T 1 OT>0 A prpnpnrp 71 rp/""i A A /^»/^rp/-i 7\ /"-i /~i rp 7v/~iAOOOT , 000 A A A 

T T TG G AGC AGA C C G AGGGAGAT C T C AGTGC C T AT GAAGG TGAGG T AGAGGG TGGGCTAAA 


2138 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1624 


TTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGGCTCGGCTAAA 


1683 


Qy 


zi jy 


/""i /*~trp t\ » pppTi rpp /""trp/l TV A OOO A A HP /"""P O A A A A OA HTTPP A A A A A OT A AOA AOAOTTAO 

G G I AAGGGA 1 GG I GAAGG G AAG GAGG 1 GAAGGAAGAG 1 1 GGAAAAAG I AAGAAGAG 1 1 AG 


z iy y 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 




Db - 


1684 


CCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAACAAGACTTAC 


1743 


Qy 


ziy y 


PPAPTTAPH t\ /—! 7\ 7\ rr-i /~\ /~» ppprpmnTV 7\ PP7\ /~* A A /"H"P rp/""i Tv /"I 7\ A PP A A A PPP A AOOOOT'OA APA A 

GGAGTTAGAAGAATCAGCGCTTCAAGCAGAACTTGAGAAGGAAAGGGAAGGGCTCAAGAA 


o o c o 

zz bo 




1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


1744 


CCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAGCCCTCAAGAA 


1803 




z/i by 


TPPPPTrrPr 1 AAA APPPPAPTTPTPAP A A P A A A A PP A PPAAPAPA APAPTP APPTPPATPP 

1 GGGG 1 1 GGAAAAGLGGAG 1 1 L 1 GAGAAGAAAAGGAGGAAGAGAAGAG 1 GAGG I GGAI GG 


z31o 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1804 


TGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAGCTCCATGC 


1863 


Qy 


z 6 iy 


AAA A OTT A A AOA /"irprpOO A OP A TP A O A A T* A A TPTPTT A A A A P A PP A A PTTA A APA ■T"'l"l'00 A 

AAAAG 1 1 AAAGAG J. I GGAGGAI GAGAATAATGTGTTAAAAGAGGAAG 1 JL AAAGATTTGGA 


O *5 T O 

237 o 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1864 


AAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAAGATTTCCA 


1923 


Pi r 

Qy 


O O *7 Q 

zj /y 


r~i 7\ ATPAOOTTA A OO A TPTPPTTPA mppmmmppmmppmppr /^A AOA A OTOO P A ppmpprpprri 

GAA1GAGGI IAAGGA1G1GG1 IGA1GGI I Ibbi IGGIGGAGAAGAAGIGGGAGGIGGIGI 


z4 jo 






1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 




Db 


1924 


GAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCAGCTCGTGT 


1983 


Qy 


2439 


/~1 71 rr>/»1 7\ /~i /~im "A TV /"I "A 7V /~| TV TV TV TV /""tm/"1 "A "A TV mm TV fir"* TV 7V /~s m /~% /""I /""I TV TV TV m/""! TV TV /""i TV rn/*"«/-i TV m TV /""■• m /— » /""l m rn /"f 

GGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


2498 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1984 


GGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCATAGTCCTTC 


2043 


Qy 


z4 y y 


APA TOTOTT APPPA A A A OTOTTOOT»0 ATTTAOAOA A APA A TTO A OTO AAA rpmpmmppA OP 

AGA 1 G I G I I AGGGAAAAG 1 G 1 1 GG 1 G A 1 TT AG AGAAAG AA 1 1 GAG 1 GAAA 1 1 G 1 I GG AGG 


o c c o 
ZbDO 






1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II II 1 1 1 1 1 




Db 


2044 


AGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATTCTTGCACG 


2103 


Ait 

Qy 


O C C Q 

zbby 


OTOO A A OTOOO A A AOAOATOA APPA OA AOTTAOAOA OAOA A A A OTOO A AOA AOA A A TOOO 

GIL G AAG I GGGAAAGAGA 1 GAAGG AG AAG 1 1 AGAGAGAGAAAAG I G L AAGAAGAAA I GGG 


2618 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2104 


CTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAAGAAATGGC 


2163 


Qy 


OCT Q 

z o i y 


TPTPPAPPA AO A O A A A PTPPPA A PTPPA OA AOA AOA /^imrp/^tAPPPAPPPPT'PT'P A P A P A PP 

I G 1 G GAGG AAG AGAAAG I GGG AAG 1 GGAGAAGAAGAG 1 i GAGGG AGGGG 1 G 1 GAGAGAGG 


O C "7 Q 
ZO /O 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2164 


TCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGTGAGAGAGC 


2223 


A, , 

Qy 


zd /y 


P PTPP AAOOAAOA A»"POA A rpmmrpp ATA AOAOOOA AOATOA AOOA AOA ATOOAOOA A ATOOA 

GG IGGAAGGAAGAAI GAAI 1 1 IGAI AAGAGGG AAGA 1 GAAGG AAGAA 1 GGAGGAAA1GGA 


2738 






II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2224 


CCTGGaAGCAAGaATGaATTTTGATAAGAGGCaACATGaAGCaAGAATCCAGCAaATGGA 


2283 


Qy 


2739 


gaatgaaattcactatttgcaagaaaatctaaaaagtatggaggaaatccaaggccttac 


2798 






1 1 1 1 1 1 1 1 1 1 1 I.I 1 II 1 II 1 1 III II II II 1 1 1 1 1 II 1 1 1 1 1 II II II II II 1 1 II 1 1 II 




Db 


2284 


gaatgaaattcactatttgcaagaaaatctaaaaagtatggaggaaatccaaggccttac 


2343 


Qy 


2799 


agatctccaacttcaggaagctgatgaagagaaggagagaattctggcccaactccgaga 


2858 
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1 Ml 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 MM 1 1 1 II 1 1 II MM II 1 1 1 1 M 1 1 II 1 1 II II 1 1 II 




Db 


2344 


AGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGA 


2403 


Ov 
vy 


2859 


GTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGA 


2918 




1 1 M 1 1 1 1 1 1 1 1 1 ! II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2404 


GTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGA 


2463 


Ov 
vy 


2919 


TAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGA 


2978 




II II II M II 1 1 II II 1 1 M II 1 1 1 1 Ml II M MM Ml 1 1 1 II 1 1 II 1 1 II M II II 




Db 


2464 


TAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGA 


2523 




2979 


GCTrAcrATTncrAAAGArcAncTCAAnTrr^ 


3 038 




1 II 1 1 II 1 1 1 1 1 1 1 II 1 1 M 1 II II 1 1 M 1 1 1 1 1 II M M II 1 M 1 1 1 1 1 1 1 M 1 1 II 1 1 




Db 


2524 


GCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCA 


2583 


Ov 


3039 


GGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGC 


3098 






Mill llllllll IIMMMIIMIIMMMIMMIMI IIIMI IMMIIIIIII 




Db 


2584 


GGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGC 


2643 


Ov 


3099 


CAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAA 


3158 






1 1 1 M II M II II 1 1 1 1 II II 1 II II 1 1 1 II 1 1 II III Ml 1 1 1 II II 1 1 M II 1 1 II II 




Db 


2644 


CAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAA 


2703 


Ov 
vy 


3159 


GGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACA 


3218 






1 1 II 1 II M II II 1 1 1 1 II II 1 II M M 1 II II II 1 Ml II 1 1 1 1 1 1 1 1 1 M 1 1 1 II II 




Db 


2704 


GGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACA 


2763 


Ov 
vy 


3219 


GGTCCTAGAAATTGAGAAArTGAATGAGACAATGGAArGACAAAGGACAGAGATTGCAAG 


3278 






1 1 II 1 M 1 1 1 1 II II 1 1 II II 1 II II II 1 1 1 1 1 M 1 1 II 1 1 1 1 1 II II 1 1 1 1 1 M 1 II II 




Db 


2764 


GGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAGAGATTGCAAG 


2823 


Ov 
vy 


3279 


GCTGCAGAATGTACTAGACrTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTT 


3338 






MM IIIMI 1 MMMMMIMM MMMMMMIMI II II MM II IMIMM 




Db 


2824 


GCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTT 


2883 


Ov 
vy 


3339 


AC5AAGAAATT(irTCJAArTTrnArr5TnAAflTTTrTTATrAnAATnATTArATAAnrAGrAT 


-) -J J o 






IMIIIMM 1 IIIMI IIIIMMI IMIMM IMIMM II MMM II MM MM 




Db 


2884 


AGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCAT 


2943 


Ov 
vy 


3399 


GGCAGATCCTTTC7\AAAGACGAGGCTATTGGTACTTTATGCCAOCACCACCATCATCAAA 


3458 






1 M 1 1 II 1 1 1 1 1 M 1 1 1 1 M 1 II II 1 M 1 1 II 1 1 1 II 1 II 1 1 II 1 1 1 1 II II 1 M 1 1 1 II 




Db 


2944 


GGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCATCATCAAA 


3003 


Ov 
vy 


3459 


AGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGC 


3518 






1 Ml 1 II 1 1 1 1 II 1 1 II Ml 1 II II 1 II M M II II 1 1 1 1 II 1 1 1 1 1 1 M M M 1 1 1 M 1 




Db 


3004 


AGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGC 


3063 


Ov 
vy 


3519 


CTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACC 


3578 






1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3064 


CTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACC 


3123 


Ov 
vy 


3579 


TCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTT 


3638 






1 1 1 M MM II 1 II 1 II II 1 1 1 1 Ml 1 1 M M M II II 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 1 1 1 1 




Db 


3124 


TCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTT 


3183 


Ov 


3639 


TCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCA 


3698 






1 1 1 II 1 Ml II 1 1 1 1 1 1 II 1 1 1 1 1 M II M M 1 1 M II 1 1 II 1 1 1 1 1 1 M II 1 1 1 1 1 1 1 1 




Db 


3184 


TCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCA 


3243 


Qy 


3699 


AGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGG 


3758 






1 M M 1 1 1 1 M 1 1 1 1 1 1 III 1 1 1 1 1 II 1 1 1 1 1 II 1 Mill M 1 1 1 M 1 1 1 II 1 II 1 1 1 1 1 
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Db 3244 AGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGG 3303 

Qy 3759 TTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAG 3818 

IIIMIMMIIMIIIIIIIIIIMIIIIIIMIIIIIIMIIIMIIIIIIMIIIII 

Db 33 04 TTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAG 3363 

Qy 3819 CCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGT 3878 

I I I I I I I II I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I 

Db 3364 CCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGT 3423 

Qy 3879 GTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTG 3938 

I II MM II Ml 1 1 1 II II 1 1 II II 1 1 1 II 1 1 1 1 II II 1 1 1 1 III I II II I II 1 1 1 II II 

Db 3424 GTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTG 3483 

Qy 3939 CAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCA 3 998 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I 
Db 3484 CAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCA 3543 

Qy 3999 GCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 4 057 

lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 3544 GCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGG 3 602 
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REFERENCE 
AUTHORS 
TITLE 
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TITLE 
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AF083322 3893 bp mRNA linear PRI 20-AUG-1998 

Homo sapiens centriole associated protein CEP110 mRNA, complete 
cds . 

AF083322 

AF083322.1 GI:3435243 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi / 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 

1 (bases 1 to 3893) 

Mack, G. J., Fritzler , M.J. and Rattner,J.B. 

CepllO, a novel protein of the centriole identified with human 

autoimmune sera 

Unpublished 

2 (bases 1 to 3893) 

Mack, G. J., Fritzler, M.J. and Rattner,J.B. 
Direct Submission 

Submitted (24 - JUL-1998 ) Medical Biochemistry, University of 
Calgary, 3330 Hospital Dr. NW, Calgary, AB T2N4N1 , Canada 

Location/Qualifiers 

1. .3893 

/organism= "Homo sapiens" 

/mol_type= "mRNA" 

/ db_xr ef = " t axon : 9 6 0 6 " 

/cell_line="Hela" 

473. .3457 

/codon_start=l 

/product ="centriole associated protein CEP110" 
/protein_id="AAC32373 .1" 
/db_xref ="GI : 3435244" 

/translation= "MQHLKSKKREERWMRASKRQSEKEMEELHHNIDDLLQEKKSLEC 
EVEELHRT VQKRQRQKDF I DGNVESLMTELE I EKSLK.HHED I VDE I ECI EKTLLKRRS 
ELREADRLLAEAESELSCTKEKTKNAVEKFTDAKRSLLQTESDAEELERRAQETAVNL 
VKADQQLRSLQADAKDLEQHKIKQEEILKEINKIVAAKDSDFQCLSKKKEKLTEELQK 
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LQKDIEMAERNEDHHLQVLKESEVLLQAKRAELEKLKSQVTSQQQEMAVLDRQLGHKK 
EELHLLQGSMVQAKADLQEALRLGETEVTEKCNHIREVKSLLEELSFQKGELNVQISE 
RKTQLTLI KQE I EKEEENLQWLRQMS KHKTELQN I LDMLQLENHELQGLKLQHDQRV 
SELEKTQVAVLEEKLELENLQQISQQQKGEIEWQKQLLERDKREIERMTAESRALQSC 
VECLSKEKEDLQEKCDIWEKKLAQTKRVLAAAEENSKMEQSNLEKLDLNVRKLQQELD 
QLNRDKLSLHNDISAMQQQLQEKREAVNSLQEELANVQDHLNLAKQDLLHTTKHQDVL 
LSEQTRLQKDISEWANRFEDCQKEEETKQQQLQVLQNEIEENKLKLVQQEMMFQRLQK 
ERESEESKLETSKVTLKEQQHQLEKELTDQKSKLDQVLSKVLAAEERVRTLQEEERWC 
ESLEKTLSQTKRQLSEREQQLVEKSGELLALQKEADSMRADFSLLRNQFLTERKKAEK 
QVASLKEALKIQRSQLEKNLLEQKQENSCIQKEMATIELVAQDNHERARRLMKELNQM 
QYEYTELKKQMANQKDLERRQMEISDAMRTLKSEVKDEIRTSLKNLNQFLPELPADLE 
AILERNENLEGELESLKENLPFTMNEGPFEEKLNFSQVHIMDEHWRGEALREKLRHRE 
DRLKAQLRHCMSKQAEVLIKGKRQTEGTLHSLRRQVDALGELVTSTSADSASSPSLSQ 
LESSLTEDSQLGQNQEKNASAR " 

ORIGIN 



Query Match 43.1%; Score 3008.6; DB 5; Length 3893; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 3011; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 



Qy 


3964 


GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 


4023 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i I i i i i i i i i i i i i i i i i i i i i 




Db 


443 


GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 


502 


Qy 


4024 


GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 


4083 




1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l 1 1 1 1 1 1 1 1 1 1 1 ! 1 i t 1 1 1 1 1 1 1 1 




Db 


503 


GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 


562 


Qy 


4084 


AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 


4143 


Db 


563 


1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 
i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i i j i i i i i i i i i i i i i i i i 

AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 


622 


Qy 


4144 


AGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTTGAGAGTCTT 


4203 






1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 M 1 II 1 1 1 M II II 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


623 


AGAACTGTCCAGAAACGTCAACGGCAAAAGGACTTCATTGATGGAAATGTAGAGAGTCTT 


682 


Qy 


4204 


ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 


4263 






1 1 1 1 III 1 II 1 1 1 II 1 1 1 1 II 1 II II 1 II III 1 Ml 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II II 




Db 


683 


ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 


742 


Qy 


4264 


GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 


4323 




1 1 II III 1 II 1 1 1 1 1 1 1 1 1 II Mill Ml Ml 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II II II 




Db 


743 


GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 


802 


Qy 


4324 


CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 


4383 






M 1 Mill M 1 1 1 1 1 M II II MMMM MM 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 II II II 




Db 


803 


CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 


862 


Qy 


4384 


AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 


4443 




1 1 1 II II 1 II 1 II 1 1 1 M III III Mill Ml II II Ml 1 II 1 1 1 1 II M M 1 1 II MM 




Db 


863 


AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 


922 


Qy 


4444 


AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 


4503 






1 Ml 1 II II 1 1 1 1 II 1 1 II 1 MM 1 1 Ml 1 1 1 II II M II II 1 1 1 1 M 1 1 II 1 1 II II II 




Db 


923 


AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 


982 


Qy 


4504 


CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 


4563 




MM 1 II II III 1 1 M M II MM 1 1 III M 1 1 1 M II 1 1 II 1 1 1 M II 1 1 1 II II II II 




Db 


983 


CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 


1042 


Qy 


4564 


ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 


4623 



http ://es/Score Access Web/Getltem . action? Appld= 1 066343 3 &seqld=5 85791 &ItemName=us. . . 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 36 of 75 



Db 

Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 



1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 II II 1 1 1 II 1 1 II II 1 1 1 II I II 1 1 1 1 1 

1043 ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 1102 
4624 AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 4 683 

1 1 1 II II II 1 1 II 1 1 1 1 1 II I III M III II 1 1 1 II II 1 1 II 1 1 III 1 1 1 1 II II I II 1 1 

1103 AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 1162 
4684 GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 4743 

I MM II II 1 1 II II 1 1 1 II I Mill III II 1 1 1 II II 1 1 II 1 1 III 1 1 1 M I II II I II 

1163 GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 1222 
4744 CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 4803 

I M II II II 1 1 1 1 II 1 1 1 1 1 1 II I II III Ml 1 1 II II 1 1 1 1 1 1 MM 1 1 II I M III II 

CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 



1223 



1282 



4804 CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 4863 

Ml II M 1 1 1 M I II II II 1 1 Ml II II I M I M 1 1 1 II I II 1 1 MM 1 1 II 1 1 M II II 

1283 CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 1342 

4864 GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 4923 

I II 1 1 II II II 1 1 1 1 M I M I II I II II 1 1 M I II 1 1 M 1 1 1 II 1 1 1 1 1 1 M M II II 1 1 

1343 GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 14 02 

4924 ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 4983 

I II 1 1 Ml 1 1 1 1 1 M II II 1 1 1 1 1 1 II 1 1 1 II II 1 1 1 1 M II 1 1 II II II 1 1 II I II I II 

14 03 ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 14 62 

49 84 CAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 5043 

III 1 1 II I II 1 1 1 1 Ml II 1 1 1 II 1 1 II II II II 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 II M II 1 1 

1463 CAGATTAGTGAAAGAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 1522 

5044 GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATT 5103 

1 1 1 1 II 1 1 II 1 1 II Ml M 1 1 Ml 1 1 1 Ml II 1 1 1 1 1 II I II 1 1 II II Ml MMMM 

1523 GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTACAGAATATT 15 82 

5104 CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 5163 

I II I M 1 1 Ml II 1 1 II II II Ml I M III M 1 1 II 1 1 1 1 1 1 1 1 M Ml II I II II II 1 1 

1583 CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTACAACATGACCAA 1642 

5164 AGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 5223 

III I III III I II I MM I III II I II Ml II II II II II II II MM I II 1 1 1 II III I 

1643 AGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGAG 17 02 

5224 AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 52 83 

i ! 1 1 1 1 i 1 1 1 1 M 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 i I M 1 1 II 

1703 AATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCTT 1762 

5284 GAG AGGG AT AAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTT ACAATCGTGT 5343 

II III Mill I M I II II 1 1 1 1 MM I III 1 1 II II M II 1 1 1 1 1 II 1 1 II 1 1 1 1 1 MM 

1763 GAG AGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTT ACAATCGTGT 1822 

5344 GTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 54 03 

II III II II II II Ml II 1 1 1 llllll II I II 1 1 M 1 1 II II II I II I II 1 1 III I II M 

GTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAAA 1882 



1823 



5463 



54 04 AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 

1 1 1 II II 1 1 II 1 1 1 1 Ml M 1 1 M II I II I II 1 1 1 1 1 1 II M II 1 1 II II I II I Ml II I 

1883 AAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCAA 1942 



5464 TCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 

1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 II I II 1 1 1 1 II M 1 1 II 1 1 1 1 1 1 1 1 1 II I II I II 1 1 1 II 



5523 
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Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 

Qy 
Db 



1943 TCAAACTTAGAAAAGTTGGATTTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACTA 2002 



5524 



5583 



AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 

I II II I II I I I I I II II II II III II II II I I II I I II I I II II I I II II I I I I II I I I I 

2003 AACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGAA 2062 



5584 



5643 



AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 

I II II I II 1 1 1 1 1 MM II II III 1 1 II II 1 1 Ml I III I II 1 1 II INI 1 1 II II 1 1 1 1 

2063 AAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAAC 2122 
5644 CTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAG 5703 

I II II I II 1 1 1 II II M MM III 1 1 MM 1 1 II 1 1 II II II Ml I II 1 1 II II II II II 

2123 CTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCAG 2182 
5704 ACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAA 5763 

I II II M 1 1 II 1 1 1 1 1 1 II II I M 1 1 M 1 1 1 1 1 1 1 1 II 1 1 M II II I M M I II 1 1 1 1 1 1 

2183 ACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGACTGTCAGAAAGAA 2242 



57 64 



2243 



5824 



GAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTC 5823 

I II II II 1 1 1 1 1 1 1 1 1 1 II II I II 1 1 M II M II III I II II M M III 1 1 1 1 1 1 1 II II 

GAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCTC 2302 



AAACTAGTC CAACAAGAAATGATGTTT C AGAGACTC CAGAAAGAGAGAGAAAGTGAAGAA 5883 

1 1 II Ml II M II 1 1 1 M Ml I MM I III II I II M I II 1 1 III I II 1 1 II 1 1 1 1 1 1 1 1 

23 03 AAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGAA 23 62 
58 84 AGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAA 5943 

1 1 M I II 1 1 II II I II M 1 1 1 1 1 Ml 1 1 II II 1 1 1 1 II 1 1 II II II II II I M II I II II 

AGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGAA 2422 



2363 



5944 



2423 



TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 6003 

MM Ml II 1 1 II II I II II 1 1 1 Ml I Ml II M 1 1 II 1 1 1 1 II 1 1 1 1 II I M II I M 1 1 

TTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGAAGAG 24 82 



6004 CGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCC 6063 

I MM II II II M I M II II Ml III II II II II II MM 1 1 II 1 1 II III I M 1 1 M 1 1 

2483 CGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTCC 2542 
6064 CAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTG 6123 

I II I Ml II II II 1 1 II M II IIMIIMI I II I M 1 1 M 1 1 1 1 II II II II 1 1 1 1 1 1 II 

2543 CAAACTAAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCTG 26 02 
6124 TTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAG 6183 

M I II 1 1 II 1 1 1 1 1 M III II III MM MM 1 1 1 M 1 1 1 1 II III 1 1 II II I II II II I 

2603 TTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCAG 2662 
6184 TTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAG 6243 

I M 1 1 II Ml I II 1 1 1 1 M M III II II MM II II I MMM III II II II II II 1 1 M 

2663 TTCTTGACAGAAAGAAAGAAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAAG 2722 
6244 ATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATA 63 03 

1 1 II I II I M II M II 1 1 1 II I Mill I II 1 1 III II M M 1 1 II II 1 1 II M I M 1 1 1 

2723 ATCCAGCGGAGCCAGCTGGAGAAAAACCTTCTTGAGCAAAAACAGGAGAACAGCTGCATA 2782 
63 04 CAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 63 63 

MMMMIM MMMMMMIMMMMMMM IMM MMMMMMIMM 

27 83 CAAAAGGAAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCGC 2842 
63 64 CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 64 23 

I II 1 1 II 1 1 1 1 II 1 1 II II M MMM I II I II I II II II I II II 1 1 1 II 1 1 II II 1 1 II 

284 3 CTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGCA 2 902 
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Qy 6424 AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAA 6483 

I I I I I I I I I I I I I I I I I I I I I I I I II I I I I II I I I I I I I I I I I I I I I II I I II I I I I I I I 
Db 2903 AACCAAAAAGATTTGGAGAGAAGACAAATGGAAATCAGTGATGCAATGAGGACACTTAAA 2962 

Qy 6484 TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 6543 

I M I I II I II I I I I I I I II I I I II I I I I II II I I II II II I I I I II II I I I I I I II II II 

Db 2963 TCTGAGGTGAAGGATGAAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGAA 3 022 

Qy 6544 CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 6603 

I M MM I II 1 1 1 1 II I II II I II I M Ml 1 1 1 1 II II II 1 1 1 Mill 1 1 1 1 1 1 1 1 1 1 II 

Db 3023 CTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGAA 3 082 

Qy 6604 AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 6663 

1 1 1 1 MM Mill I Ml II Ml II 1 1 M II 1 1 1 1 II 1 1 II 1 1 1 1 Ml 1 1 II II II I II II 

Db 3083 AGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAAC 3142 

Qy 6664 TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 6723 

II 1 1 1 II I III II I II I IMIMI I M M I II II II II 1 1 II II III I M 1 1 Ml I II II 

Db 3143 TTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACTG 3202 

Qy 6724 CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 6783 

II I Mill I II M Ml I M I II Ml I II II 1 1 II I MM I II MUM II Ml I M M M 

Db 32 03 CGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGAA 3262 

Qy 67 84 GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 6843 

II I I I I II I II I II I Mill I I MM I I I I II I I I I II I I I I II II II II I I I I I I I I II 

Db 32 63 GTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGTA 3322 

Qy 6844 GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 6903 

M I M MM II II II M I M I Ml II I Ml II I M I II 1 1 II II II M I II M 1 1 1 1 1 II 

Db 3323 GATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCTG 3382 

Qy 6904 TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 6963 

II I Ml III M 1 1 MM 1 1 II 1 1 1 II I Ml 1 1 II M 1 1 II M 1 1 1 1 MM 1 1 1 1 1 1 II M 

Db 3383 TCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACAAAATCAGGAAAAGAAT 3442 

Qy 6964 GCCTCAGCCAGATGA 6978 

MMMMMMMI 

Db 3443 GCCTCAGCCAGATGA 3457 



RESULT 7 
CQ724459 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 



CQ724459 3882 bp DNA linear PAT 03-FEB-2004 

Sequence 10393 from Patent WO02068579. 

CQ724459 

CQ724459 .1 GI : 42285316 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 
1 

Venter ,C. J., Adams , M.C., Li,P.W. and Myers, E.W. 

Kits, such as nucleic acid arrays, comprising a majority of 

humanexons or transcripts, for detecting expression and other uses 

thereof 

Patent: WO 02068579-A 10393 06-SEP-2002; 
PE Corporation (NY) (US) 
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FEATURES Locat ion/Qual i f iers 

source 1. .3882 

/organism= "Homo sapiens" 
/ mo l_t ype =" una s signed DNA" 
/ db_xr e f = " t axon : 9 6 0 6 " 

ORIGIN 



Query Match 43.0%; Score 3000.8; DB 2; Length 3882; 

Best Local Similarity .99.9%; Pred. No. 0; 

Matches 3013; Conservative 0; Mismatches 2; Indels 1; Gaps 1; 



Qy 


3964 


GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 


4023 






I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 

II II II II 1 II 1 II 1 II 1 1 1 1 II 1 1 II II II 1 II II 1 II 1 1 1 1 II II 1 1 1 1 II II II 1 II 




Db 


443 


GAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGGGAA 


502 


Qy 


4024 


GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 


4083 




I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

II 1 1 1 II 1 1 1 II 1 1 II II II II 1 II II 1 1 II 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 

- 


503 

- - - 


GAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCATCAT 


562 


Qy 


.4084 


AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 


4143 






1 1 1 1 1 1 1 1 1 1 I II I 1 1 1 1 I I I I I 1 I I I 1 I 1 I I i I 1 1 I I I I 1 I 1 I I I I I I I 1 I 1 1 I I 1 1 1 1 
1 1 II 1 1 II 1 II II 1 1 1 1 1 II 1 1 II 1 II 1 1 II 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


563 


AATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACAT 


622 


Qy 


4144 


AGAACTGTCCAGAAACGTCAACAGC7VAAAGGACTTCATTGATGGAAATGTTGAGAGTCTT 


4203 






1 1 II 1 l 1 1 l l l 1 I l l l 1 l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l l 

1 1 II 1 1 II II 1 II 1 1 1 II 1 II 1 1 1 II II II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IMIIIIII 




Db 


623 


AGAACTGTCCAGAAACGTCAACAGCAAAAGGACTTCATTGATGGAAATGTAGAGAGTCTT 


682 


Qy 


4204 


ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 


4263 






I I I I I I I I I I I I i I I I I I i I I i t I I I I i I I i I I I t I i I I t I I I I I I I I i I I I i i i i i I i I 
1 1 II 1 1 II II 1 1 II 1 II II 1 1 II II II II II 1 1 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 II II II II 




Db 


683 


ATGACTGAACTAGAAATAGAAAAATCACTCAAACATCATGAAGATATTGTAGATGAAATT 


742 


Qy 


4264 


GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 


4323 






t I I i i I i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i 
II II 1 1 II 1 II 1 II II 1 II 1 1 II 1 1 II II 1 II 1 II 1 II 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


743 


GAGTGCATTGAGAAGACTCTTCTGAAACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTC 


802 


Qy 


4324 


CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 


4383 






I 1 1 1 1 1 I 1 1 1 I 1 1 1 I I 1 I I I i I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I t I I I I 

II II 1 II 1 1 II 1 II 1 II 1 II 1 II 1 1 1 1 II 1 II 1 II 1 II II 1 1 II II 1 1 1 1 1 1 1 1 II 1 1 II 




Db 


803 


CTGGCAGAGGCTGAGAGTGAACTTTCATGCACTAAAGAAAAGACAAAAAATGCTGTTGAA 


862 


Qy 


4384 


AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 


4443 






I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

II 1 II II II II II II II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 




Db 


863 


AAGTTCACTGATGCCAAGAGAAGTTTATTGCAAACTGAGTCAGATGCTGAGGAATTAGAA 


922 


Qy 


4444 


ALjGACjALjC 1 CACjCjAAAL 1 GC I Kj 1 lAALL I LG rLAAAGLl GATCAGCAGL I AAGATCGC1 L 


4503 






1 M II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 II 1 1 1 1 II II II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 




Db 


923 


AGGAGAGCTCAGGAAACTGCTGTTAACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTC 


982 


Qy 


4504 


CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 


4563 






1 1 1 II 1 II 1 II 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 III III II II II II II 1 1 1 1 1 1 II II 1 1 II II 




Db 


983 


CAGGCTGATGCAAAGGATTTGGAGCAGCACAAAATCAAGCAAGAAGAAATCTTGAAAGAA 


1042 


Qy 


4564 


ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 


4623 






1 II 1 1 1 1 1 1 II 1 II 1 1 1 III 1 1 1 1 1 1 1 1 III 1 II II II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M II II 




Db 


1043 


ATAAACAAAATTGTAGCAGCAAAAGACTCAGACTTCCAATGTTTAAGCAAGAAGAAGGAA 


1102 


Qy 


4624 


AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 


4683 






1 III 1 II II 1 1 1 1 1 1 1 Ml 1 1 1 1 1 1 1 1 1 1 III II II II II 1 1 II 1 1 III 1 M 1 1 II 1 1 II 




Db 


1103 


AAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCAGAACGCAATGAG 


1162 


Qy 


4684 


GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 


4743 



III II MINI III III III II I II I II I III III III MM INI MINI II II II II 
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Db 


1163 


GATCACCACCTGCAGGTCCTTAAAGAATCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAG 


1222 


Da/ 


4744 


ptppaaaapptpaaaapppapptpapaaptpappappappapatppptptpttopapapp 

V- J. OOttxltttt\jV~. X VjM^\ttttOVw.V-.ttVjVj J. V3nv,nnU J. ^riUx^rtOv-rtOOriOrl X OOV- 1 Ol V- J. X \J\Jr\\^r\\j\j 


4ft m 

low J 






1 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 II 1 1 II II M II 1 1 1 1 1 1 1 1 




Db 


1223 


CTGGAAAAGCTGAAAAGCCAGGTGACAAGTCAGCAGCAGGAGATGGCTGTCTTGGACAGG 


1282 


uy 


4ft 04 


PAPTTAPPPPATAA A AAPPAPPAPPTPPATPTAPTPPAAPPAAPPATPPTPPAPPPAAAA 


4ftfi"} 




MIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIIIII 




Db 


1283 


CAGTTAGGGCATAAAAAGGAGGAGCTGCATCTACTCCAAGGAAGCATGGTCCAGGCAAAA 


1342 


uy 


4 ft £4 
ft O Oft 


PPTPAPPTPPAPPA APPTPTPAPaPTPPPaPaPaPTPa APT A aPTPaPA APTPPA ATPAP 


ft -7 Z J 




IIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


1343 


GCTGACCTCCAGGAAGCTCTGAGACTGGGAGAGACTGAAGTAACTGAGAAGTGCAATCAC 


1402 


A,, 

yy 


A Q 94 
ft 27 Zfi 


a tt a ppp a a pt a a a aTPTPTTPTPPa apa aPTPaPTTTTP apa a appapa apt a a atptt 

/-ill Auuunftu 1 ArtAtt. 1L 1L1 1 L 1 Vjo/Vtt^JttAL, i VjAVj 1 1 1 X V^/\o/i/\M.oVj/A\jA/iV^ X nHA loll 


ft 27 O J 




IIIIIIIMMMIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIMIIIIIIIIIIII 




Db 


1403 


ATTAGGGAAGTAAAATCTCTTCTGGAAGAACTGAGTTTTCAGAAAGGAGAACTAAATGTT 


1462 


Air 

yy 


ft 27 O ft 


PAr 1 attaptpa a apa a a a aptpa apttapapttata a appappa aaTTPa aaaapappaa 


D Uft J 




1 1 II 1 1 1 II II 1 1 1 MM II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 III MM 1 1 II 1 1 1 




Db 


1463 


CAGATTAGTGAJ^GAAAAACTCAACTTACACTTATAAAGCAGGAAATTGAAAAAGAGGAA 


1522 


yy 


22> Lfftfi 


PA A A ATPTTPAPPTTPTTTTA APPP APATPTPT A A A PAT A A A A PPP A APT A A APA AT ATT 
Vjtt-tttttt 1L1 1 LnuvJ X X \j X X X X f\±\\j\j\*,r\Kjr\ lulLl r\r\r\\^.r\ X nr\r\r\\^.\ m .\jr\r\\^ X r\r\r\\jr\e\ X tt X X 






1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


1523 


GAAAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATAAAACCGAACTAAAGAATATT 


1582 


yy 


c; i 04 

D 1 Uft 


PTPPAPATPTTPP A APTTPA A A APPATPAPPT AP A APPTTTP- A A PPT APA APATPAPPA 
V— X \3\3r\\~r\ IvJl 1 UtnnL X X \3jnr\r\r\\^ X OrtO ^_ X tt^.ttttVjv3 1 1 lO rirtuL. X rW^-rii-iv^rl. X Vj.tt.V_ \_tt 


D JL O Z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 r 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 i f 1 1 1 1 MIMIIMIIIIIMI 




Db 


1583 


CTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGTAAGCTACAACATGACCA 


1642 


yy 


J ID J 


A APPPTATPTPAATTAPAPAAPAPTPAPPTPPPAPTPPTAPAPPAPA A APTPPAPTTAPA 

r\f\\j\j\3 X tt X V- X \jr\r\ X X tt^ttw.tt_tt.VjJtt,v_. X LrtOO X \J\jV_tt\7 X X /\^r\\j\j£\\jr\e\r\\^. X VJVjtto X X r\\jr\ 


*^9 99 




IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


1643 


AAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAACTGGAGTTAGA 


1702 


Pn/ 

yy 


D Z Z O 


pa atttppappap at atpppapp a pp apa a appppa a aTapaPTPPPapa appapPTPPT 


c;9 ft 9 




1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1703 


GAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAGAAGCAGCTCCT 


1762 


yy 


COOT 


tp apa ppp at a a app ap a a at an a app a atpaptpptpaptppppapptttapa stpptp 

1 VjttvJttvj^ott 1 ttttttv^vjttLjttAtt 1 ttott/iUvjAtt 1 vjttL- 1 uL 1 ottkj 1 V_ L. L. wttoL. Ill ttV—Att 1 L-vj 1 Lj 


"1 A 0 
O j ft Z 






IIIIIIIMIMIIMIMIIMMIIIIIIMIMIMMIIIIMIIIMIIIIIMI 




Db 


1763 


TGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCTTTACAATCGTG 


1822 


yy 


D .5 ft O 


tpttpaptptttp arra a apa a a app a araTrTrra apap a a ATPTraraTTTrrraaaa 

lul 1 vjttvj lull 1 vjtt^v_tt>\ttVjtti-itt^vjiOr\tt.Vjtt 1 L 1 v_ Lnnununivl X \j X vjttVw/i. XXX VjVjkjtttttttt 


Dft Uz 






1 II II 1 1 II 1 1 II 1 1 1 M 1 1 1 MM 1 1 1 II 1 1 1 1 II 1 1 II II 1 1 1 1 1 II II III 1 1 II M 




Db 


1823 


TGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGACATTTGGGAAAA 


1882 


uy 


^4 n*} 


A AAPTTPPPAPA A APPAAA APPPTTTTAPP APPAPP APA APA A A ATAPPA AAATPPAPPA 

rvttttVJl X VjVjV^.ttv_tttt-tt<_ ^tt-ritt-ttvjVjVJ X X X X /^Vo^tt^^ttU^ttVjttttOtt-tt-tttt. X ttVjV_tt_ritttt 1 kjVjJttVjV^.tt 


^4^9 






1 II MM II II II 1 1 1 1 1 1 1 1 1 1 II 1 II II 1 1 II II II 1 1 1 1 M II 1 II II III II II 1 1 




Db 


1883 


AJ^GTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGCAAAATGGAGCA 


1942 


uy 


^4 fi^ 

_)f± o o 


ATP A A APTTAPAAAAPTTPPAATTPAATPTPAPAAAAPTPPAPPAPPAAPTAPAPPAAPT 


RR99 






IIIIIIIIIIIMIIMMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMM 




Db 


1943 


ATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAACTAGACCAACT 


2002 


yy 




a a apaPAPAPA apttptpaptppata appapatttpappa atpp a apappapptppabpb 

tttttt^ttottottV_i-i/\vj 1 1 o 1 LnL 1 uLH 1 AHLunLH 1 1 1 LnuLnn 1 L3^ttttL.tt\J^.ttVj\_. 1 V^^tttt^rtt 


Rtrft9 






1 1 t t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 t t 1 1 I 1 1 

1 1 II 1 II II 1 1 1 1 II 1 II M II 1 1 1 1 1 1 1 1 II M 1 II II 1 1 II M 1 M 1 1 1 1 1 M 1 1 1 II 




Db 


2003 


AAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAGCAGCTCCAAGA 


2062 


Qy 


5583 


AAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAA 


5642 






1 1 1 1 Ml II II III 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 II II 1 1 II II II 1 1 II M 1 II 1 1 1 II II 




Db 


2063 


AAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAAGACCATTTGAA 


2122 
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Qy 


5643 


CCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTGCTCAGTGAGCA 


5702 




1 II 1 II 1 II 1 II 1 1 1 1 1 1 1 II III 1! II II 1 1 II II II 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 




Db 


Z X.Z5 


r t r> T T7\r , r , T\ a a apappa r , r ,r rr , r i TT l P7\PA ppappa appatpapprtptpttpptpaptpappa 
LCI AG C AAAAC AGGACC 1 UC 1 1 CACACCACCAALiCAl L AvjLjA 1 1 1 1 CiC 1 C Avj IIxAIjCA 


ZxoZ 


Qy 


5703 


GACCCGACTCCAGaAGGACATCAGTGAATGGGCaAATAGGTTTGAAGACTGTCAGAAAGA 


5762 




1 II 1 1 1 1 II II 1 1 1 1 1 1 1 M 1 III II II 1 1 1 1 II II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


Z lo 5 


GACCCGAC 1 CCAGAAGGAC Al CAG 1 (jjAA I CCiGCAAA 1 ACjCj 111 CjAACjAC 1 Cj I CA(jjAAAGA 


ZZQZ 


Qy 


5763 


AGAGGAGACaaAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAAGAAAACAAGCT 


5822 




1 II II 1 III 1 1 1 1 1 1 1 1 1 1 1 1 III II II 1 1 1 1 II 1 1 1 1 1 1 II 1 II 1 II 1 1 II 1 1 1 1 1 Ml 




Db 


2243 


AG AGG AG AC AAAAC AAC AAC AACT T C AAGTGC TT C AGAAT GAGATT G AAG AAAAC AAG C T 


2302 


Qy 


5823 


CaAACTAGTCCAACAAGaAATGATGTTTCAGAGACTCCAGAAAGAGAGAGAAAGTGAAGA 


5882 




1 II II 1 1 II 1 M 1 1 1 1 1 1 1 II III M II 1 II 1 II 1 1 1 1 1 Ml 1 1 1 1 1 II 1 II 1 1 1 1 1 1 II 




Db 


23 03 


/-1 a a i\ nm a oinnn a a a a /"» a a a rp /~! ■» rp /r rn rp rp /~i a /"^ a /"i a /tp/i/"' a /1 a a a /-* a a /"i a /"i a a a z" 1 rp/~i a a /*■» a 

C AAAC T AGT C C AAC AAG AAAT GATGT T T C AGAG A C T C C AG AAAG AG AG AG AAAGTG AAGA 


2362 


Qy 


5883 


AAGCaAATTAGaaACCAGTaAAGTGACACTGAAGGAGCAACAGCACCAGCTGGAAAAGGA 


5942_ 


- - 


111 11 inn run 11 1 111 11 iminn 11 1 n n i n i n i in n 1 1 n in n 




Db 


2363 


A 7» OOT\ A A rprp A A A RnPAPTAH A /-Trp/"1 A O A prpn A A /T t~~* A /T /T A A /T A /T /""» A A /T prnpp A A A A P*/"l A 

AAG CAAATT AGAAAC CAGTAAAGTGACACTGAAGGAGC AACAGCACCAGCTGGAAAAGGA 


2422 


Qy 


5943 


ATTAACAGACCAGaaAAGCaAACTGGACCAAGTGCTCTCAAAGGTGCTGGCAGCTGaAGA 


6002 




1 II II II II II 1 1 1 1 III 1 II II 1 MM 1 1 1 Ml 1 II 1 II 1 1 II 1 1 1 II Ml III Mill 




Db 


2423 


A rprp a A OA/~»A A /^i A A A A /""» A A A <T"p/1/"» A /T O A A rp/"""i rp /~i rp /'i A A A ppirppiprport/nTt rT"TTi A A /™1 A 

AT T AA C AGA CC AGAAAAGC AAAC T GG AC C AAG TG C T C T C AAAGG TG C TGG C AGCTG AAG A 


2482 


Qy 


6003 


GCGTGTTAGGACTCTGCAGGAAGAGGAGAGGTGGTGTGAGAGCCTGGAGAAGACACTCTC 


6062 




II II 1 1 II 1 M II II II II M 1 1 II II 1 II 1 II II II II 1 II 1 II 1 II II 1 1 II II 1 1 1 1 




Dd 


24 83 


f~\ r^C* rp/~i rprp A/^/^A/^"T>^rp/^/^'A/** , /^ , A AP^AP'/'^AOA pr'rppr' r PPT'P a O A r -1 pr pr rp/'-T/T A Z^ 1 A 7\ P7\ O A /TPPTIP 

GCGTGTTAGGAC T CTGC AGG AAGAGG AGAGGTGGTGTG AG AGC C TGGAGAAG AC AC TC T C 


2 542 


Qy 


6063 


CCaAACTaAACGGCAGCTTTCAGAAAGGGAGCAGCAATTGGTGGAGAAATCAGGTGAGCT 


6122 




1 1 II II II II II II 1 II II 1 M 1 M 1 1 II M II 1 1 II II II 1 II II II II 1 1 II 1 II 1 1 1 




Db 


2543 


C CAAACT AAACGGCAGC TTT C AGAAAGGGAGCAGCAAT TGGTGG AGAAAT CAGGTGAGCT 


2602 


Qy 


6123 


GTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTTCTGCGGAACCA 


6182 






II IMIII III M 1 1 II II M 1 Ml 1 1 1 M 1 II 1 Ml II II 1 II II II 1 II 1 1 II II 1 1 1 




Db 


2603 


GTTGGCCCTCCAGAAAGAGGCAGATTCTAtGAGGGCAGACTTCAGCCTTCTGCGGAACCA 


2662 


Qy 


6183 


GTTCTTGACAGaaAGaAAGaAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAA 


6242 




II III II 1 III M 1 1 II II 1 1 Mill 1 1 II 1 II 1 1 II II M III M II 1 M 1 Mill 1 1 1 




Db 


2663 


m m /—i m m/*"*i tv /*i tv /•* tv tv tv y*r tv tv tv tv tv tv m/""i tv /""t tv tv /-i /*> tv /*i /^t rn /^i /^i /^/^ tv /^t /^*t m tv tv /^i s~% tv tv /^i tv ^*imm tv tv 

GTTCTTGACAGAAAGaaAGaAAGCTGAGAAGCAGGTGGCCAGCCTGAAGGAAGCACTTAA 


2722 


Qy 


6243 


GATCCAGCGGAGCCAGCTGGAGaaaAACCTTCTTGAGCaaAAACAGGAGAACAGCTGCAT 


6302 






II MMM Ml II 1 1 1 Ml II Mill 1 1 1 1 1 M 1 II 1 II Ml II II 1 1 1 II 1 II II 1 II 1 




Dd 


2723 


r~\ A rp/^i/->A rTTT 1 ?! /-^ f~~* A O rp/^i /^i A P^ A A A A A P^ Orp rn pirprppi A P 1 0 A A A A ^PAPPAPTi 7\PAPr"TPP7lT 

GAI CCAGLGGAGCCAGC I GGAGAAAAACL 1 1 L 1 1 GAGLAAAAACAGGAGAACAGC 1 GCAI 


2782 


Qy 


6303 


ACaaaAGGaAATGGCAACAATTGAACTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCG 


6362 




II M 1 M 1 M 1 M M 1 1 1 II 1 M II II 1 1 II II II II II 1 M II II II 1 II 1 M 1 1 1 1 1 1 




Db 


2783 


A /~1 A A A A /""• AAA Tip^P^O A AP'A A fPTPTt Ti pmppm* ppppi\ppTi p* TlPPTlTP^riPPPPPPAPPPP 

ACAAAAGGAAATGGCAACAAr I GAALTGGTAGCCCAGGACAACCATGAGCGGGCCAGGCG 


2842 


Qy 


6363 


CCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGC 


6422 






M II II 1 1 II 1 II M 1 1 1 1 M M M 1 1 1 II 1 1 1 1 II 1 M 1 II 1 1 II II 1 1 1 II 1 M 1 1 II 




Db 


2843 


ppmpT, rp/~l a A P"*/™* A r~*/~«»T»/^ A 7inP7iPTtTnr'A/ r 'TA rp/-1 a /"IT* A /"» A /~l/~t /~1 71 /T"Ti0 1\ 7107, a A/*^A/~«A rp/~i /-1 

CCTGATGAAGGAGCTCAACCAGATGCAGTATGAGTACACGGAGCTCAAGAAACAGATGGC 


2902 


Qy 


6423 


Ti Tt T. nOTi Tl Ti 71 TI 7\ fTimrnriin TV /"I TV /~1 7V 7V /"I TV /"I TV 7V 7V m/^/~t TV Ti 71 m /~1 TV /~M~nt~t 7V rP/^1 /"I 7V TV rp /~1 7V iT/— 1 TV /~t TV /~irtTrp 7k TV 

AAAC C AAAAAGAT TTGGAG AGAAGAC AAATGGAAAT CAGTGATGC AAT GAGGAC ACTTAA 


6482 




II MM 1 Mill 1 1 1 M 1 M 1 MMM 1 1 III 1 1 M 1 II 1 1 1 1 1 II II II III MM 1 II 




Db 


2903 


aAACCaaaAAGATTTGGAGAGAAGACaAATGGAAATCAGTGATGCAATGAGGACACTTAA 


2962 


Qy 


6483 


ATCTGAGGTGAAGGATGaAATCAGAACCAGCTTGAAGAATCTTAATCAGTTTCTTCCAGA 


6542 




1 1 II 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 II 1 M 1 1 1 IIMIIIMMIMIIIIIIIIIIIIII 




Db 


2963 


ATCTGAGGTGAAGGATGAAATCAGAACCAGCCTGAAGAATCTTAATCAGTTTCTTCCAGA 


3022 
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Qy 


6543 


ACTACCAGCAGATCTAGAAGL. 1 Al 1 1 IUvjAAAGAAALGAAAACC 1 AGAACjLjACjAAI ICjCjA 


bbUz 




IIIIIIIMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIII 




Db 


3023 


ACTACCAGCAGATCTAGAAGCTATTTTGGAAAGAAACGAAAACCTAGAAGGAGAATTGGA 


3082 


Qy 


c c r\ o 


a a r % r^T ,r T , r* a a a p** a p** a a r j /^ r v r vr % r % a ttts ppatpa atpapppappttttpa a p -1 a a a a aptpa a 


c a c o 




1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II 




Db 


3083 


AAGCTTGAAAGAGAACCTTCCATTTACCATGAATGAGGGACCTTTTGAAGAAAAACTGAA 


3142 


Qy 


6663 


pmmrnrrippp7\ 71 /*trprp/*t a P"» A T A A HT~T* A TT* A A OA PTPPPPTPPR r* A A r*C* A PTPPPPP A P AAA PT 

CTT T I CCCAAGTTCALA 1 AA1 LjLjA 1 IxAAUAC I CjCjLLj 1 LrbjAvjAAoLAL. i LLCjivjVjACjxAAAL 1 


C ^ o o 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


3143 


CTTTTCCCAAGTTCACATAATGGATGAACACTGGCGTGGAGAAGCACTCCGGGAGAAACT 


3202 


Qy 


6723 


GCGTLACCGGGAAGALCGAL 1 LAAGGLLLAAL lCLGACAC IG1 A1G1 LLAAGL.AAGLAGA 


/■HOI 

O /oZ 




1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3203 


GCGTCACCGGGAAGACCGACTCAAGGCCCAACTCCGACACTGTATGTCCAAGCAAGCAGA 


3262 


Qy 


6783 


7iriTi7VTrn\ 7\ rnrpTi TV 7V /~i/-~t T\ 71 TV /~i /~i /"^ A A /""'A /^A A /""T"T"T> A O A /~i A P""T"T"T»P"« A A P"* A P" 1 A A P^T 1 

AGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACl TTACACAGTTTGAGGAGACAAG T 


6842 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


3263 


AGTATTAATTAAAGGAAAGCGGCAGACAGAGGGCACTTTACACAGTTTGAGGAGACAAGT 


3322 


Qy 


6843 


T\ /-"» TV rn/T /TT"T"T» A /~i fif\f~\ A A rprri/~i ^~""p /""i A /T A O P*i 7\ ^/^rpOT , /~>OAOAT"7 1 /^AP* , OO r nOA r n^ 1 A PPtPH P lr PP ,r P 

AGATGCTTTAGGGGAATTGGTCACCAGCACCTLTGLAGATTCAGCGTLATCALLCAGI L 1 


C Q f\ O 




IIIIIIMIIIIIIIIIIIIIIMIIMIIIIIIMMIIIIMIIMMIIIIIIIIII 




Db 


3323 


AGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCATCACCCAGTCT 


3382 


Qy 


6903 


GTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACaaAATCAGGaAAAGAA 


6962 




1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 \ 1 I 1 [ 1 1 t 1 1 1 1 \ 1 1 1 1 1 1 1 1 1 1 1 i 1 \ \ I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 M 




Db 


3383 


GTCTCAGCTGGAGTCTTCCCTCACAGAGGACTCTCAACTTGGACaaaATCAGGaAAAGAA 


3442 


Qy 


6963 


TGCCTCAGCCAGATGA 6978 




Db 


3443 


1 1 1 1 1 II II 1 1 II 1 1 1 

TGCCTCAGCCAGATGA 3458 





RESULT 8 
BC002932 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



BC002932 3037 bp mRNA linear PRI 09-FEB-2006 

Homo sapiens centrosomal protein HOkDa, mRNA (cDNA clone 
IMAGE : 3956474) , partial cds . 
BC002932 

BC002932.2 GI:33877372 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 
1 (bases 1 to 3037) 

Strausberg, R. L . , Feingold, E . A. , Grouse, L.H., Derge,J.G., 
Klausner,R.D. , Collins , F . S . , Wagner, L., Shenmen , C . M . , Schuler , G . D . , 
Altschul,S.F. , Zeeberg,B., Buetow,K.H., Schaef er , C . F . , Bhat,N.K., 
Hopkins , R . F . , Jordan, H . , Moore, T., Max,S.I., Wang, J. , Hsieh,F., 
Marusina,K., Farmer, A. A., Rubin, G.M., Hong,L., 
Soares,M.B., Bonaldo, M . F . , Casavant , T . L . , 
Brownstein, M . J . , Usdin,T.B., Toshiyuki , S . , 
Prange,C. , Raha,S . S. , Loquellano, N . A. , Peters, G.J. , 
Mullahy, S . J. , Bosak, S . A. , McEwan, P. J. , 
Malek,J.A., Gunaratne, P . H . , Richards, S., 



Diatchenko, L. 
Stapleton,M. , 
Scheetz,T.E. , 
Carninci , P . 
Abramson, R.D. 
McKernan, K.J. 

Worley,K.C, Hale,S., Garcia, A.M., Gay,L.J., Hulyk,S.W., 
Villalon, D. K. , Muzny , D . M . , Sodergren , E . J . , Lu,X., Gibbs,R.A. 
Fahey,J., Helton, E., Ketteman,M., Madan,A., Rodrigues , S . *, 
Sanchez, A., Whiting,M., Madan,A., Young, A. C, Shevchenko, Y . , 
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Bouffard, G.G. , Blakesley , R . W . , Touchman, J . W . , Green, E.D. , 
Dickson,M.C. , Rodriguez , A. C. , Grimwood, J . , Schmutz,J., Myers, R.M., 
Butterf ield, Y.S. , Krzywinski , M . I . , Skalska,U. , Smailus , D . E . , 
Schnerch,A., Schein,J.E., Jones, S.J. and Marra , M . A . 
CONSRTM Mammalian Gene Collection Program Team 

TITLE Generation and initial analysis of more than 15,000 full-length 

human and mouse cDNA sequences 
JOURNAL Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
PUBMED 12477932 
REFERENCE 2 (bases 1 to 3 037) 
AUTHORS 

CONSRTM NIH MGC Project 
TITLE Direct Submission 

JOURNAL Submitted (05-FEB-2001) National Institutes of Health, Mammalian 

Gene Collection (MGC), Bethesda, MD 20892-2590, USA 
REMARK NIH-MGC Project URL: http://mgc.nci.nih.gov 
COMMENT On Aug 19, 2003 this sequence version replaced gi: 13937655. 

Contact: MGC help desk 

Email: cgapbs-r@mail.nih.gov 

Tissue Procurement: ATCC 

cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: National Institutes of Health Intramural 

Sequencing Center (NISC) , 

Gaithersburg, Maryland; 

Web site: http://www.nisc.nih.gov/ 

Contact : nisc_mgc@nhgri .nih.gov 

Akhter,N., Ayele,K., Becks trom-Sternberg, S .M . , Benjamin,B., 
Blakesley, R.W. , Bouf f ard, G . G . , Breen,K., Brinkley,C, Brooks, S., 
Dietrich, N.L. , Granite, S., Guan,X. , Gupta, J., Haghighi,P., 
Hansen, N. , Ho,S.-L., Karlins,E., Kwong,P., Laric,P., Legaspi,R., 
Maduro,Q.L., Masiello,C, Maskeri,B., Mastrian, S . D . , McCloskey , J . C . , 
McDowell, J., Pearson, R. , Stantripop, S . , Thomas, P. J., Touchman, J . W . , 
Tsurgeon,C, Vogt,J.L., Walker, M. A., Wetherby, K.D. , Wiggins, L., 
Young, A., Zhang, L.-H. and Green, E.D. 



Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/ LLNL at: http://image.llnl.gov 
Series: IRAL Plate: 15 Row: i Column: 20. 
FEATURES Location/Qualifiers 
source 1. .3037 

/organism="Homo sapiens" 
/mol_type= " mRNA 11 
/db_xref = " taxon : 9606 " 
/clone= " IMAGE : 3956474 " 

/tissue_type=" Placenta, choriocarcinoma" 
/ c lone_l ib= " NI H_MGC_2 1 " 
/lab_host="DH10B-R" 
/note= "Vector: pOTB7" 
gene 1. .>3037 

/gene="CEP110" 

/note=" synonyms: FAN, bA165P4.1" 
/ db_xr e f = " Gene I D : 1 1 0 6 4 " 
/ db_xr e f = " HGNC : 1 8 5 8 " 
/db_xref = " IMGT/GENE-DB : 1858 " 
/db_xref="MIM: 605496" 
CDS 488. .>3037 

/gene= n CEP110" 
/codon_start=l 
/product="CEP110 protein" 
/protein_id="AAH02932 .1" 
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/db_xref = "GI : 33877373 " 
/db_xref="GeneID: 11064" 
/db_xref="HGNC: 1858" 
/db_xref = " IMGT/GENE-DB : 1858 " 
/db_xref="MIM: 605496" 

/trans lation= "MDAENMRKELAELESALQEQHEVNASLQQTQGDLSAYEAELEAR 

LNLRDAEANQLKEELEKVTRLTQLEQSALQAELEKERQALKNALGKAQFSEEKEQENS 

ELHAK1jKHLQDDNNLLKQQLKI)FQNHLNHWDGLVRPEEVAARVDELRRKLKLGTGEM 

NIHSPSDVLGKSLADLQKQFSEILARSKWERDEAQVRERKLQEEMALQQEKLATGQEE 

FRQACERALEARMNFDKRQHE AR IQQMENE I HYLQENLKSMEE I QGLTDLQLQEADEE 

KERILAQLRELEKKKKLEDAKSQEQVFGLDKELKKLKKAVATSDKLATAELTIAKDQL 

KSLHGTVMKINQERAEELQEAERFSRKAAQAARDLTRAEAEIELLQNLLRQKGEQFRL 

EMEKTGVGTGANSQVLEIEKLNETMERQRTEIARLQNVLDLTGSDNKGGFENVLEEIA 

ELRREVSYQNDYISSMADPFKRRGYWYFMPPPPSSKVSSHSSQATKDSGVGLKYSAST 

PVRKPRPGQQDGKEGSQPPPASGYWVYSPIRSGLHKLFPSRDADSGGDSQEESELDDQ 

EEPPFVPPPGYMMYTVLPDGSPVPQGMALYAPPPPLPNNSRPLTPGTVVYGPPPAGAP 

MVYGPPPPNFSIPFIPMGVLHCNVPEHHNLENEVSRLEDIMQHLKSKKREERWMRASK 

RQSEKEMEELHHNIDDLLQEKKSLECEVEELHRTVQKRQQQKDFIDGNVESLMTELEI _ 

EKSLKHHEDIVDEIECIEKTLLKRRSELREADRLLAEAESELSCTKEKTKNAVEKFTD 

AKRSLLQTESDAEELERRAQETAVNLVKADQQLRSLQADAKDLEQHKKKKKK" 

ORIGIN 



Query Match 41.4%; Score 2890.2; DB 5; Length 3037; 

Best Local Similarity 99.7%; Pred. No. 0; 

Matches 2895; Conservative 0; Mismatches 8; Indels 0; Gaps 0; 



Qy 


1649 


ATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 


1708 


Db 


135 


1 MMIIMIIIIIIIIIIIIMIMIIMIIIIIIIIIIIIIIIMIIIIIIIMIII 

AGTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 


194 


Qy 


1709 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


1768 






1 1 1 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 II II 1 1 1 1 III 1 1 1 1 1 1 1 II II 




Db 


195 


AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 


254 


Qy 


1769 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


1828 




1 1 1 1 1 II II 1 1 II 1 1 Ml 1 II 1 1 1 II 1 1 1 1 1 1 1 1 M 1 1 II II 1 1 1 1 II 1 1 1 1 1 1 1 1 MM 




Db 


255 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


314 


Qy 


1829 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


1888 






1 1 M 1 II II 1 III 1 M II Mill III 1 1 II 1 II M 1 II 1 1 II II II II 1 II 1 II 1 1 II II 




Db 


315 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


374 


Qy 


1889 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


1948 






II Ml II III III 1 1 MM M M III 1 1 Ml 1 1 1 1 1 II II II 1 1 M 1 II II 1 II 1 1 1 Ml 




Db 


375 


GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 


434 


Qy 


1949 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


2008 






1 II IMMM III II 1 1 1 MMM II II 1 II 1 II 1 1 II 1 1 II 1 MM II II II 1 1 II 1 II 




Db 


435 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


494 


Qy 


2009 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


2068 






1 1 M 1 II III II 1 1 II 1 1 II II II 1 1 Ml 1 II 1 1 1 1 1 1 II II 1 II II II II 1 1 II 1 1 1 1 1 




Db 


495 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


554 


Qy 


2069 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


2128 






II 1 1 1 II III 1 M 1 1 II M II Ml II MM M 1 1 II 1 II 1 II 1 1 1 II 1 Ml 1 1 II 1 II II 




Db 


555 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


614 


Qy 


2129 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


2188 






1 M 1 II 1 II II 1 1 1 1 II II II II II 1 II 1 1 M 1 II 1 1 M 1 MM 1 1 II II II II II M II 




Db 


615 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


674 
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Qy 2189 CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 2248 

1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II II II MM II II II 1 1 II I ! 1 1 1 1 1 1 1 1 II 

Db 675 CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 734 

Qy 2249 CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 2308 

I II II II II M 1 1 1 II I II 1 1 II 1 1 II III MM MM 1 1 II II II 1 1 1 1 1 1 1 1 II II II 

Db 735 CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 794 

Qy 2309 AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 2368 

1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 795 AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 854 

Qy 2369 AAGATTTCCAGAATCACCTTT^ACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 2428 

I II 1 1 II II II II 1 1 1 1 M II I II 1 1 II Mill M I MM M 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 

Db 855 AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 914 

Qy 2429 CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 2488 

I M M III llllll II MM Ill II 1 1 M I II M M M 1 1 1 1 1 1 1 M I M I M I M 1 1 1 

Db 915 CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 974 

Qy 2489 ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 2548 

1 1 1 1 1 M M M II II I II I II I II II II 1 1 II II III I II II 1 1 1 1 M 1 1 1 1 1 M 1 1 III 

Db 975 ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 1034 

Qy 2549 TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 2608 

II II 1 1 1 1 1 II 1 1 II I III 1 1 1 M M I Mill 1 1 MM 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II I 

Db 1035 TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 1094 

Qy 2609 AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 2668 

II 1 1 M I II 1 1 1 1 II I III II III Ml I Ml I M I Mill 1 1 1 1 1 1 1 Ml M 1 1 1 II 1 1 1 

Db 1095 AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 1154 

Qy 2669 GTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCC 2728 

II II III 1 1 1 II I II II II II II I II 1 1 II 1 1 MM II II 1 1 1 1 II I II I II II M II II 

Db 1155 GTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCC 1214 

Qy 2729 AGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCC 2788 

I II 1 1 II II Ml I II 1 1 M II III III I MM II II II II I II M I M II M II 1 1 1 1 II 

Db 1215 AGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCC 1274 

Qy 2789 AAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCC 2848 

IIIIIIMIIIIIIMIIIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIMM 

Db 1275 AAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCC 1334 

Qy 2849 AACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTT 2908 

I I III I II II I II M II Ml I III II II MM II MM III 1 1 1 1 1 M II II II 1 1 1 1 1 1 

Db 1335 AACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTT 1394 

Qy 2909 TTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAG 2968 

I II II II I MM I II M II I M I M 1 1 1 II III I II II M 1 1 1 1 II 1 1 II 1 1 II II II M 

Db 1395 TTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAG 1454 

Qy 2969 CCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGA 3 028 

I M 1 1 M II 1 1 1 1 M II II 1 1 1 1 1 1 1 1 Ml 1 1 1 1 II II 1 1 II II 1 1 II II II II II 1 1 II 

Db 14 55 CCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGA 1514 

Qy 3029 AAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAG 3088 

II III II MM Ml I II II I II 1 1 II llllll MM II Ml I II 1 1 1 Ml 1 1 M 1 1 1 1 II 

Db 1515 AAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAG 1574 



http://es/ScoreAccessWeb/GetIte^^ 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 46 



Qy 


O A Q Q 


tALnncv-nuLLAbAuAl L, 1 LH.L-L-L*0/^O^i-iLJ.ri/\LjL. 1 Lxtt\j/\1 LLxrt-fiL. 1LL1 bJL,.HoH>il L, 1 


11 4 ft 




IIIMIIIIMMIIIIIIMIIIMIIIIIIMIIMMIIIIIIIIIMIIIIMIII 




Db 


1575 


CACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCC 


1634 


oy 




Tpapppapa ApppppapPAPTTTPPAPTTpaPATPPAPA aa apappTPTAPPTAPTPPap 


J^UO 




MIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIMIIIMI 




Db 


1635 


TCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAG 


1694 


Qy 




pa a aptpapapptppt ap a aaTTPapaa a ptp a a tp ap a p a a tpp a. a pp a pa a a ppapap 






IIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIIMMIIIIIIMIIIIIIIMI 




Db 


1695 


CAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAG 


1754 


Qy 


o^i by 


APA TTPP A npopTPPIiPa ATPTAPTAPAPPTP APTPPA APTP APA APA A APP APPPTTTP 
ALxA 1 1 *aL,AAvjLjL. 1 LjL/UjAA 1 \j 1 AL. 1 /iuriLL I LAL 1 LrLzriAbj 1 yrttMtiwibuAubL 1 1 lo 


J O Z O 




IIIIIIIIIIIIIMIIIIIIIIIIIIIIMIMMIIIIIMIIIIIIIIIMIIIMI 




Db 


1755 


AGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTG 


1814 


p., . 

Qy 


j j z y 


AAA flTPTTTTBP A AP A A ATTPPTP A APTTPP APPTP A APTTTPTTATPAP A ATP ATT APA 
AAAA Ibl 111 ALxAALtAAA 1 1 (jL 1 VjjAAL, J. 1 v_o/\L.tj J. LtAAvj 111L11A1 I 1 1 HLH 


J J O O 




lllllllllll III llllllllllllll MINIM II INI IIIIMIMIIIIIIIII 




Db 


1815 


AAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACA 


1874 


Qy 




T A APPAPPATPPPAP ATPPTTTPA A A AP APP APPPT ATTPPT APTTT ATPPPAPPA PP AP 
1 AAL3L.ALjL,AlvjL3LrALjA.l 111 LnnnnunL Lj/Aovj L. 1A1 1 uulHL 1 1 l/il L3LLALL,/\L.L,AL- 


7 A A Q 




II III III III Ml lllllllllll MM llllllllllllll llllllllllllll III 




Db 


1875 


TAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCAC 


1934 


Pw 

Qy 




Pa TP a TP A A A A PTTTPP A PPP AT APTTPPP APPPP APP A APP APTPTPPTPTTPPPPTTa 
LAlLHltn/lHHol 1 ILLnuLLnlHul 1 LLLnuoLLnLLnnuuftL 1 L 1 uvjl Ul 1 uuL L- 1 1±\ 


JJwO 




M M 1 1 1 M II 1 II 1 1 M 1 M M II 1 II II M II 1 M 1 1 1 1 1 1 1 II 1 II M 1 II II 1 1 M 




Db 


1935 


CATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTA 


1994 


A,, 

Qy 


1 R Pi Q 


APT A PTP APPPTP A APTPPTPTTAP A A A APPAPPPPPTPPPP APP APP ATPPPA APP A AP 
ALrl AL, 1 LAbLL 1LAAL lit ILjI 1 Hb/Wirtt LHLot L L 1 obuLAbLHbbHl bobAAbbAAb 






1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 M 1 1 1 1 1 II 1 M II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db. 


1995 


AGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAG 


2054 


Qy 


3569 


GCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTAC 


3628 




IMIIIIMMIIII 1 1 1 1 1 1 1 M 1 1 1 1 II M 1 1 II 1 11 II 11 1 E M 1 i 1 1 1 1 1 1 1 II 1 1 




Db 


2055 


GCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTAC 


2114 


P.t r 

Qy 


Jozy 


A TA A A PTPTT'T'PP A APTAPAPA T»P P A P A P A PTPP APP A P A T^APTPAPPA A PA PA PTPAPP 

A 1 AAAL 1 Cjj 1 1 1 L L AAL? 1 AIjACjA 1 L3L. ALjAL A(j 1 LLjALjCjALxA 1 ALj 1 LALjbjAALrALjALj 1 LxAvjC 


1CQQ 


Db 


2115 


1 1 1 1 M 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 M 1 M 1 1 1 1 1 1 

ATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGC 


2174 


Qy 




TPPATPA PP A AP A AP A A PPPPP ATTTPTPPPTPPTPPTPP A T A P ATP A TPT A T A PTPTPP 
1 boAl bALLAAuAAbAALLLLL.Ai. 1 ILjILtL-LI LtlLLlubAlALAlbAlulHlAtlulbL 


"3 1 A Q 




1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 II 1 1 1 MM 




Db 


2175 


TGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACGGTGC 


2234 


Qy 




TTPPTPATPPTTPTPPTPT APPPP APPPPATPPPPPTPTATPPA PPAPPTPPTPPPTTPP 
1 ILLlbAlbbl ILlLLlbl HL LL tHbbbtn 1 bbbbL 1 b 1 H 1 bLALL ALL 1 LL 1 L LL 1 1 VjL- 


1 q n q 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


2235 


TTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGC 


2294 


oy 


O Q A Q 


PA A APA AT APPPP APPTPTPAPPPPTPPPAPTPTTPTTTATPPPPPAPPTPPTPPTPPPP 
LAAALAAl/loLL-Lj/lLL 1 \j 1 1 1/\1LtL7L,L-L,/VL,L, 1 L.L, 1 L7L, 1 0L7L3L7 


JODO 




III MM Mill Ml II MINIMUM III MINIM Ml III MINIM MINI 




Db 


2295 


CAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGG 


2354 


Qy 




PPPPP ATPPTPT ATPPPPPTPP APPPPPP A APTTPTPP ATPPPPTTP ATPPPT ATPPPTP 
L.L,L-L.L-/\1 L7V3 1 Lj I /A 1 LjLjLjL-L. 1 LLriLLLLL,L,Ar\L. 1 1L1 v_L./\l 1 1 K^t\ 1LLL1A1 orvjvj 1 \3 


"X QO ft 






1 MM MUM MM II 1 Mill llllllllllllll MM MM III MM llllll 




Db 


2355 


CCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTG 


2414 


Qy 


3929 


TGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAG 


3988 






M 1 II II MINI M 1 M 1 1 1 M 1 1 M M III 1 1 M II 1 M 1 M 1 1 Ml Ml 1 M M 1 II 




Db 


2415 


TGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAG 


2474 


Qy 


3989 


ACATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGC 


4048 
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I II II II II I I II I I II I I II II Ml I I III I I I II II I I I I I I I I II I I II II II II II 

Db 2475 ACATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGC 2534 

Qy 4049 GGCAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGA 4108 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I II I I I I I I I I I II I I I I I I I 
Db 2535 GGCAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGA 2594 

Qy 4109 AGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGC 4168 

II II I II II 1 1 II II 1 1 1 III II I II IIMI Ml MM II II II II II 1 1 1 1 MM MM 

Db 2595 AGAAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGC 2654 

Qy 4169 AAAAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAAT 4228 

1 1 1 1 1 1 1 II 1 1 II 1 1 1 1 III 1 1 1 III 1 1 II 1 1 1 1 II II 1 1 1 1 1 1 MM 1 1 1 1 1 1 1 1 II 1 1 

Db 2655 AAAAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAAT 2714 

Qy 4229 CACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGA 4288 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 2715 CACTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGA 2774 

Qy 4289 AACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTT 4348 

II 1 1 MM 1 1 1 II 1 1 1 MM MM II II II MM Ml I M II 1 1 II II II 1 1 Ml 1 1 III 

Db 2775 AACGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTT 2834 

Qy 4349 CATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCCAAGAGAAGTT 44 08 

MM III MM M Mill III Mill III III Mill III II I III IIMI III III III 

Db 2835 CATGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCCAAGAGAAGTT 28 94 

Qy 44 09 TATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTA 4468 

I II I I I I I I I I I I I I I I II I I II I I I II I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I 
Db 2895 TATTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTA 2954 

Qy 44 69 ACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGC 4528 

1 1 1 1 1 1 1 1 1 1 1 M 1 1 II 1 1 II I Ml II I M II II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 III 

Db 2 955 ACCTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGC 3014 

Qy 4529 AGCACAAAATCAAGCAAGAAGAA 4551 

lllllllll II II II II 
Db 3015 AGCACAAAAAAAAAAAAAAAAAA 3037 



RESULT 9 
CS168804 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 

source 



CS168804 3044 bp DNA linear PAT 05-OCT-2005 

Sequence 2049 from Patent EP1580263. 

CS168804 

CS168804 .1 GI : 77155917 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 
1 

Isogai , T. 

Full-length cDNA sequences 

Patent: EP 1580263-A 2049 28-SEP-2005; 

Research Association for Biotech nology (JP) 

Location/Qualifiers 

1. 1 .3044 

/organism="Homo sapiens" 
/mol_type="unassigned DNA" 
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/db_xref = "taxon: 9606 »' 

ORIGIN 



Query Match 41.2%; Score 2873.6; DB 2; Length 3044; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 2876; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 



Qy 


1093 


TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 


1152 




I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 

1 1 II 1 1 II II II II II II II 1 II 1 1 II II 1 1 II II 1 II II 1 1 II II M 1 1 II II 1 II 1 II 




Db 


1 


TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 


60 


Qy 


•1153 


AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 


1212 




i i i i i i i i i i t i i i i i i i i i i i i i i i t i i i t i i i i i i i i i i i i i t i i i i i i i t i i i i i i i 
1 II II II II 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 II 1 1 II II II II 1 II II 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


61 


AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 


120 


Qy 


1213 


ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 


1272 




i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i i i i i i i i i i i i i i i i i i i i i i i i i i 
1 1 1 1 1 1 1 II 1 1 1 1 II II 1 II II 1 1 II 1 1 II II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


121 


ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 


180 


Qy 


1273 


GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 


1332 






1 1 1 II II 1 1 II II 1 1 1 II 1 II II 1 1 II 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 II 1 1 II II II II II 




Db 


181 


GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 


240 


Qy 


1333 


AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 


1392 






i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i i i i i i i i i i i i i i i i i i i i i i 

II 1 1 1 1 1 1 1 II 1 M 1 1 1 1 1 II 1 1 II II 1 II 1 II II II II II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


241 


AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 


300 


Qy 


1393 


CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 


1452 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 
1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II II II 1 1 1 1 1 III 1 II 1 1 1 1 1 II 1 1 1 II 1 II 1 1 1 1 1 




Db 


301 


CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 


360 


Qy 


1453 


AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 

i t i i i i i i i i i i i i i \ i i i i i i i i i i i i i i i i i i i i i i i i r i i i i i i i i i i i i i i i i i i i 


1512 


Db 


361 


1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 II 1 

AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 


420 


Qy 


1513 


GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG 


1572 






i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i \ \ i i i i » i i i i i 

1 M 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 II 1 1 1 II 1 




Db 


421 


GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG 


480 


Qy 


1573 


GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 


1632 






i i i i i i i i i i i i i i i \ i i i i i i i i i i i i i i i i i i i i i \ i i i i i i i i i i i i i i i i i i i i i i 
1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


481 


GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 


540 


Qy 


1633 


TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 


1692 






1 1 1 1 1 1 1 1 1 1 1 I 1 I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 I 1 ! 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 
1 II 1 1 1 II 1 II II II 1 1 1 1 II II 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


541 


TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 


600 


Qy 


1693 


GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 


1752 






IMIMIIMIMII MIMMIIII II MM MM llllllll II MM IIIMIMI 1 




Db 


601 


GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 


660 


Qy 


1753 


ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 


1812 






II 1 Ml II 1 II 1 1 1 1 II M II 1 1 1 1 1 II II M 1 1 II 1 1 III 1 II M II II II II 1 1 1 Ml 




Db 


661 


ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 


720 


Qy 


1813 


GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 


1872 






1 1 1 M Ml MM 1 M 1 1 M 1 1 Ml MMM II II Ml 1 Ml II 1 II II M III 1 1 M Ml 




Db 


721 


GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 


780 


Qy 


1873 


CTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 


1932 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
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Db 


781 


CTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 


840 


wy 


1 Q-IT 
X J O O 


papa a apapapattpttppaoapattoapapa AnTrnanr appapapapappapptppa a 


1 QQ9 

jl y j z 






1 II 1 1 1 II 1 1 1 1 1 1 1 1 ! 1 1 1 II 1 II 1 II II 1 II 1 MM 1 1 1 1 1 II 1 II II II 1 1 1 1 1 1 1 1 




Db 


841 


GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 


900 


wy 


1 QO-J 
X J? Z? J 


ataottpppatpoatppapaaaatatoapoaappappttppapapptapa zvanTnrrrTr 


9 P»c;9 

Z UjZ 






1 II 1 1 1 1 1 1 II II 1 1 1 1 M 1 II 1 1 1 II 1 1 1 II 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 




Db 


901 


ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 


960 


Ov 


90^ 


PAAPAPPAPPATPAPOTPA ATPPATPTTTPP APPAP APPP APPP APA TPTPAPTPPPT AT 


9119 
Z X X z 






IMIIIIIIIIIMIIMMIIIIMIIIMIIIIIIMIIMIIIIIIIIIIIIIIIII 




Db 


961 


CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 


1020 


Ow 




PA APPTPAPPT APAPPPTPPPPTA A A PPT A APPP2 ATPPTP A BfPPfi irPBPPTPB appAA 
br.tti-\bJb» 1 oftoL 1 -ribj.H.bjb7b. 1 LooL 1 /■lAtt.b.b 1 A/voobiA 1 uL 1 brtnbL b,AAb, LAbL 1 LAAbuAA 


Z 1 / z 






IIIIIIIMIIIIIIMIMIIIIIMIIIIIIIIMIIIIIIIIIIIIMIIIIMIII 




Db 


1021 


GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 


1080 


yy 


Z X / J> 


P APTTPPA A A A APT A AP A AP APTT APPP APTTAP A AP A ATPA PPPPTTr* A ApPAP A APTT 
b7.Hbj 1 1 uoHHHHHu 1 HHLHAuiiL I lAb.bb.AVjl 1 AbzAAb.AA 1 v_Avjb-b-b- 1 1 b.AAbjb,AVjAAb, 1 1 


Z Z o Z 






iiiiiiiiiiMiiiiiiiiiiiiiiiiiiimiiiiiiiiiiiMimiiiiMiii 




Db 


1081 


GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 


1140 


yy 




PAPA A PP A A APPP A APPPPTP A APA ATPPPPTTPPA A aaPPPPaPTTPTPAPa SPaaaSP 
uHuHrtbuH/irtuuLri/ibL b. b 1 br*/i\j>LA 1 oLLL 1 1 uuAH/iftuLLLAb 1 iLl bAb^AAbiAAAAbj 


9 9 Q9 

z z y z 






1 1 1 II II 1 1 II II 1 1 1 1 II MM Ml 1 M 1 II 1 II 1 M II II II II 1 II 1 M 1 MINI 




Db 


1141 


GAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAG 


1200 


wy 


99 9^ 


PAPPA APAPA APAPTPAPPTPPATPPA A A APTT A A AP APTTPP APPATPA P A ATA ATPTP 


9 *5 c: 9 
Z J oz 






IIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIMIII 




Db 


1201 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


1260 


Ov 

vy 


9^ ^"3 


TT A A A AP APPA APTT A A AP ATTTPP AP A ATP A PPTT A aPPaTPTPPTTPaTPPTTTPPTT 
X XiA/l/\iAb/\bib-rirt.b. 1 x i\f\I\\jf\x X X LLAuMl b.Abb- 1 1 AAb-bAl \j X X X bxAx obrl 1 1 X X 


9 4 19 
Z x Z 






1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1261 


TTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTT 


1320 


Ov 

wy 


9 A 1 7 


pptpp ap a ap a aPTPPPappTPPTPTPPaTPAPPTa apaapaaa aptp a a attapp a a pt 
b-bj 1 bb-AbiAAbxAAbj 1 buLAuL 1 b-bi 1 vj 1 bibzA 1 bAbL 1 AAbjAAbxAAAAb 1 bAAA 1 1 AbibjAAb. 1 


z4 /z 






MIMMIIIIIIIIMIIIIIIMIMIMIIIIIIIIIMIIIIIIIMIMIIIIII 




Db 


1321 


CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 


1380 


yy 


Z*± / J 


r*cr^r* a a a tp a a r* a tppataptppttpapa tptpttappp a a a aptpttpptpattta pap 
b^brbjbxAAA x bjAAb-A 1 b- b.A 1 Abj 1 Lb 1 1 b, Ab>A Ibibl 1 AbjbjbiAAAAbj Ibl 1 brb. i bxA 111 Ab, Abj 


O C "5 T 

z bJz 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1381 


GGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAG 


1440 


Ov 

wy 


Z 3 j j 


A A APA ATTP APTP A A ATTPTTPP APPPTPP A APTPPPA A APAPATP A APPAPAAPTTAPA 
r\r\r\\*.f\r\ X X 1 urirUi X X b. X J. VJV_/\v_kjj^. ± b-b-r^riw X bJljoM-rt-rtbjM.bi/A X biM_rtbJb.rib./\/-\b7 X Xr\\3e\ 


9 c: Q 9 

Z _> -7 Z 






IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMI 




Db 


1441 


AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 


1500 


Ov 

wy 




PAP APA A AAPTPP A APA APA A ATPPPTPTPPAPP A APAPA A APTPPPA APTPPAPA APA A 


9£ R9 
Z D jZ 






MMIIIIIIIIIIIMIIJIIIIIIIMIIIIIIIIIMIMIIIIMIIIIIIIIIII 




Db 


1501 


GAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAA 


1560 


Ov 

yy 


96 


PAPTTP APPPAPPPPTPTPAPAPAPPPPTPPA APPA APA A TP A ATTTTP ATA AP APPP A A 
unu 1 X Lnuu^rlou^L X o X uriurionuL L L X o^/\/\bJ^M-rt.Vjj/-W-i X X X X 1 brt 1 Anb/ibbbrui 


9 719 
Z / 1Z 






IIIIIMMMIIMIIIIIMMIIIIIIIIIMIIMMIMIIIIIIIIIIIIIMI 




Db 


1561 


GAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAA 


1620 


Ov 

vy 


971 7 


P ATP A APPA APA ATPP APPA A ATPPAPA A TP A A ATTP APT ATTTPP A APA A A ATPT A AAA 
b.r\ X bjr\/lVjv^rvHbJ/-brt X b. b./\bJb/irl/\ X oVj/\VaAA 1 brAAA 1 1 Lrtt 1 A 1 1 1 bjb. AAbxAAAA lb J. AAAA 


9 7 7 9 
Z / /Z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I t 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 I 

M M M M M M M 1 1 M M M M M M M M M M M M M M M M M M M M M M 




Db 


1621 


CATGAAGCAAGAATCCAGCaAATGGAGAATGaAATTCACTATTTGCAAGAAaATCTAAaA 


1680 


Qy 


2773 


AGTATGGAGGaAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 


2832 






1 M 1 1 1 1 1 1 1 1 1 1 M 1 1 1 Mill 1 1 Ml M II 1 1 II 1 II 1 1 1 1 1 II 1 1 1 1 II 1 1 M 1 II 1 




Db 


1681 


AGTATGGAGGaAATCCAAGGCCTTACAGATCTCCaACTTCAGGAAGCTGATGAAGAGAAG 


1740 
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Qy 


2833 


GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAA 


2892 




II 1 II III 1 1 1 1 1 1 1 II II 1 1 1 II II 1 1 1 1 1 1 1 I 1 II 1 M II II II 1 1 1 1 1 1 1 1 II II II 




Db 


1741 


GAGAGAATTCTGGC C CAACTC CGAGAGTTAGAGAAAAAGAAGAAAC TTGAAGATGC C AAA 


1800 


Qy 


2893 


TCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCC 


2952 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 M 1 1 1 1 1 II II 1 




Db 


1801 


TCT CAGGAGCAAGTTTTTGGT TT AGAT AAAGAACTGAAGAAACTAAAGAAAG C CGTGGC C 


1860 


Qy 


2953 


ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 


3012 




II II 1 MM 1 1 1 1 1 1 II II 1 1 1 M II 1 1 1 1 1 1 II 1 III II II II II 1 1 1 1 1 1 II 1 1 II II 




Db 


1861 


ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 


1920 


Qy 


3013 


CATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 


3072 




M 1 1 Ml M M 1 1 1 1 II II M 1 II II 1 1 1 II 1 II MM 1 1 II MM M II 1 1 1 1 1 1 M 1 1 




Db 


1921 


CATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 


1980 


Qy 


3073 


TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


3132 


Db 


1981 


11 in nil 11 1 mi mi riiiiiiiiMiiiMMiiiMiiiiiiiiiiiiiiii 

TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


2040 


Qy 


3133 


CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 


3192 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


2041 


CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 


2100 


Qy 


3193 


GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 


3252 






1 III 1 M II 1 1 II II 1 1 1 Ml II Ml II 1 1 1 1 1 1 II II 1 1 1 Ml Ml Ml II II 1 1 1 1 M 




Db 


2101 


GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 


2160 


Qy 


3253 


GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 


3312 






III MM III 1 MM III III INN II II MM II MM MM MM II II II II MM 




Db 


2161 


GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 


2220 


Qy 


3313 


AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


3372 






1 II II 1 1 M 1 1 M 1 M 1 1 IMIII 1 1 M M M II II 1 1 M 1 1 1 1 III 1 1 1 1 1 II 1 1 1 1 1 1 




Db 


2221 


AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


2280 


Qy 


3373 


TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 


3432 






IIMMIIMMIII II IMMMMMMI 1 1 1 1 1 1 M 1 1 M 1 M 1 1 1 1 1 1 1 1 1 1 M 




Db 


2281 


TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 


2340 


Qy 


3433 


TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


3492 






1 M 1 1 1 1 1 1 1 M 1 II II 1 1 II 1 II 1 1 M Ml 1 1 1 II Ml 1 1 M 1 II 1 II 1 M M II 1 1 1 1 




Db 


2341 


TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


2400 


Qy 


3493 


TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 


3552 






1 1 1 1 1 1 Ml 1 1 1 M 1 M II 1 Ml II M 1 M 1 1 1 Ml M Ml MMM II M 1 II II 1 Ml 




Dd 


2401 


TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 


2460 


Qy 


3553 


CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 


3612 






1 1 1 1 M II 1 M M 1 II 1 1 1 1 M 1 M 1 1 1 1 1 II 1 II M 1 1 M 1 M 1 M II M 1 II 1 1 1 M 1 




Dd 


24 61 


CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 


2520 


Qy 


3613 


ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 


3672 






1 M II II M 1 1 II 1 1 M II 1 1 III II 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 II III 1 1 1 M 1 1 II M 




Db 


2521 


ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 


2580 


Qy 


3673 


CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 


3732 






1 1 II 1 II Ml 1 1 1 II 1 1 II II 1 II II M 1 1 M 1 1 II 1 1 II MM II M II II II 1 1 M II 




Db 


2581 


CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 


2640 
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Qy 3733 ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 3792 

1 1 1 1 1 1 1 II 1 1 1 1 1 1 II I II Ml I II I III II II I III I II 1 1 1 1 1 1 1 1 1 1 M 1 1 1 II II 

Db 2641 ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 2700 

Qy 3793 CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 3852 

I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I II I I I I I I I I 
Db 2701 CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 2760 

Qy 3853 CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 3 912 

I 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

Db 2761 CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 2820 

Qy 3913 TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAA 3972 

I I I I I II II II II II I I I II I I I I II I III I I I I I III II I I II II I I I I I I I II I 

Db 2821 TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGTAAGTGGA 2880 



RESULT 10 

AX834925 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 

FEATURES 

source 



ORIGIN 



AX834925 3044 bp DNA linear PAT 15-DEC-2003 

Sequence 2049 from Patent EP1347046. 

AX834925 

AX834925.1 GI : 3 9921060 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini ; 
Homi n i dae ; Homo . 
1 

Isogai,T., Sugiyama,T., Otsuki,T., Wakamatsu,A. , Sato,H., Ishii,S., 
Yamamoto, J. I . , Isono,Y., Hio, Y . , Otsuka,K., Nagai,K., Irie,R., 
Tamechika, I . , Seki,N., Yoshikawa , T . , Otsuka,M., Nagahari,K. and 
Masuho,Y. 

Full-length cDNA sequences 

Patent: EP 1347046-A 2049 24-SEP-2003; 

Research Association for Biotechnology (JP) 

Location/Qualifiers 

1. .3044 

/organism= "Homo sapiens" 
/mol_type="unassigned DNA" 
/db_xref = " taxon : 9 60 6 " 



Query Match 41.2%; 
Best Local Similarity 99.9%; 
Matches 2876; Conservative 



Score 2873.6; 
Pred . No . 0 ; 
0; Mismatches 



DB 2; Length 3 044; 



4; Indels 



0 ; Gaps 



0; 



Qy 1093 TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 1152 

1 1 1 1 1 1 II I II 1 1 1 1 1 1 1 1 1 II Ml 1 1 II III II II 1 1 II 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 II 

Db 1 TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 60 



Qy 

Db 

Qy 
Db 

Qy 



1153 AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 1212 

1 1 1 1 1 1 III II 1 1 1 1 II 1 1 1 1 1 Ml I II I III II II 1 1 II 1 1 II 1 1 1 1 1 1 1 1 II II II 1 1 

61 AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 12 0 
1213 ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 1272 

I II II 1 1 Mill Ml II II 1 1 1 MM 1 1 1 III I Mill II II 1 1 1 1 1 1 II M 1 1 II II 1 1 

ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 



121 



180 



1273 GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 1332 
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II III II 1 1 1 1 II 1 1 II 1 1 1 1 Ml II 1 1 1 1 1 1 1 1 1 II! 1 1 II 1 1 1 1 1 II 1 1 1 1 ! 1 1 II 1 1 

Db 181 GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 24 0 

Qy 1333 AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 13 92 

I I I I I I I II I I I I II I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 241 AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 3 00 

Qy 1393 CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 1452 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 3 01 CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 360 

Qy 14 53 AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 1512 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 

Db 361 AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 420 

Qy 1513 GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG 1572 

I II I Ml I I II I I I M I I II I II I II I I I I I I I I II III I II II I Ml II I I I I I I I I II 
Db 421 GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG .4 80 

Qy 1573 GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 1632 

Ml MM M M II 1 1 1 1 1 Ml I MM II I II II I II II II MM I Ml II M Ml I II 1 1 

Db 481 GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 540 

Qy 1633 TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 1692 

M I IMIMII II 1 1 1 1 1 II II I MM 1 1 II M Ml II II MM MM II I MM MM I 

Db 541 TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 600 

Qy 1693 GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 1752 

I I I I I I I I I I I I I I II I I I I II I I I II I I I I II I I I I I I I I I I II I I I I I I I I II I I I II 

Db 601 GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 660 

Qy 1753 ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 1812 

M I II 1 1 II II II II II II 1 1 Mill II I II I II I II I II II II M II II 1 1 II II III I 

Db 661 ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 720 

Qy 1813 GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 1872 

II Ml II II 1 1 M II 1 1 M 1 1 M 1 1 1 II III 1 1 II I II III 1 1 1 II II M 1 1 1 1 II 1 1 1 1 

Db 721 GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 780 

Qy 1873 CTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 1932 

I I I I I I I I I I I I I I I I I I I I I I I I II I I II I I I I I I I I I I I I I I I I I I I I II II I I II II 
Db 781 CTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 84 0 

Qy 1933 GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 1992 

M I M II 1 1 II 1 1 1 II I II II II I Ml 1 1 Ml II I II I III I M II M I Ml II II I II I 

Db 841 GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 900 

Qy 1993 ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 2052 

I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I 
Db 901 ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 96 0 

Qy 2 053 CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 2112 

1 1 1 1 1 II 1 1 M II 1 1 II 1 1 II 1 1 1 III I M M II I M 1 1 1 1 1 M 1 1 1 1 1 1 II 1 1 Ml 1 1 1 

Db 961 CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 1020 

Qy 2113 GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 2172 

I II I II I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 1021 GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 1080 

Qy 2173 GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 2232 

I I I I I I I I II I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
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Db 


1081 


GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 


1140 


Qy 


99 7 

Z z O j 


PAPA APPA AAPPPAAPPPPTPAAPAATPPPPTTPPAAAAPPPPAPTTPTPAPAAPAAAAP 


22 92 




1 II II 1 II 1 II II 1 1 1 II 1 1 1 II II 1 1 1 II 1 Ml 1 1 II 1 1 1 1 1 1 II 1 1 1 1 II 1 1 III 1 II 




Db 


1141 


GAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAG 


1200 


vy 


99Q7 


PAPPA APAPAAPAPTPAPPTPPATPPAAAAPTTAAAPAPTTPPAPPATPAPA ATAATPTP 


9** ^9 

Z J JZ 




1 II II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 II II 1 1 II II III Ml 




Db 


1201 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


1260 


Qy 


Z J JJ 


TTA A A APAPPA APTT A A APATTTPPAPA ATPAPPTT AAPPATPTPPTTfJATHPTTTPPTT 


94 19 

Zi 1Z 




IIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIIIIII 




Db 


1261 


TTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTT 


1320 


Qy 


Z*t J..3 


rTTrrara apa aptpppapptpptptppatpappta apaapaaa arTraa attapp a apt 


z *± / z 




1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1321 


CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 


1380 


uy 


- O A *7 1 
Z*i / O 


bjbjbjbxrt-ttA 1 bxr\/\b,.ri 1 L.L,/\ l/Vj 1 b-L- x 1 Lnunlu 1 /aVjvj Kd/\x\^\J\\j 1L 1 1 b?b, X \3r\l X 1 i\\~H\J 


ZJJZ 




1 1 1 1 1 M 1 U 1 1 1 II 1 1 II II 1 M 1 1 M M M M 1 1 II 1 1 1 1 M II 1 1 M 1 1 M 1 M 1 1 1 




Db 


1381 


GGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAG 


1440 


Qy 


6 J J J 


A A APA ATTP APTPA A ATTPTTPPAPPPTPP A APTPPPA A APAPATPA APPAPA APTTAPA 


Z D _7 Z 




IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIII 




Db 


1441 


AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 


1500 


Qy 




PAP APA A A APTPPA APA APA A ATPPPTPTPPAPP A APAPA A APTPPPA APTPPAPA APA A 
Vj.rtVj.rtVj.rtrirLri.br X V^trt^Vj.rtrtVjrtriwrt X VjVjb. X b. X Vjb.rtVjwrt^VjrtVjrtrirtb* X bJb7b.rt.rtb. X VjVjrtb.rvrtVjrtrl 


9 C, 9 
ZD JZ 




1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1501 


GAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAA 


1560 


yy 


ZO J J 


PAPTTr'APPP APPPPTPTPAPAPAPPPPTPPA APP A APA A TP A ATTTTPAT A APAPPPA A 
Unb 1 1 b-rtbjbjb.rtbjbjb. b. 1 Vj X VjrtVjrtbjrtAjb. b.b. X OO/lrtb Lrtiiu/irt 1 1111 ort 1 rt^b^rtb^ob-rtrt. 


9 719 
Z / _L Z 




lllll IMIIIIM IIIIIIIIIIMIIIIMMIMI IIIIIIMIII1IMIMIMI 




Db 


1561 


GAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAA 


1620 


Pw 

yy 


Z / JL j5 


r*ii r vr i & arpaara a Tppappaa l\tpp apz\ &tp a a a TTPaPTaTTTPPa apt\ aaaTPTaa a a 

trt X birlrtbz LrtAVj.rtrt. X b»b.rtVjb-rtrtrt X VjVj.rt.Vj.rtrt X Vjrtrtrt X Ibnblril X luL/^Un/wilL.ln/1/in 


9 7 79 
Z / / Z 




II III MM INI INI II II lllll III MINI III III Ml MINI MINIUM 




Db 


1621 


CATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAA 


1680 


Qy 


OTTO 

Z / / J 


aPTaTPPappa aaTPPa appppTTapapaTPTPPaaPTTPappa appTPaTPa apapaap 

rtvj 1 rt x VjVjriVjVj.rtrt/\ x v_ b,rtrtVjbjb. LI 1 rtb-rtVjrt It 1L tAAb 1 1 V^rtVjVj/Yrujb, 1 Vjr\ 1 bAAbAuArtb 


zoJz 






II III MM II II I Ml INI MINIMUM Mill INI MINI lllll IIIIIM 




Db 


1681 


AGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 


1740 


Qy 


ZO J J 


papapaaTTPTPPPPPa aptpppapaptt apapa a a a apa apa a apttpia anaTnrpaa a 

birt.Vj.rtVj.rtrt X X V_ X VjVjb.b.b.rtrtb. X b. V_Vjrt\jrtVj X X rtbJrtbJrtrt^ArtHrtbJrtrtbrrt^-lrtb. X X bH/ib/i 1 bttnnn 


9P Q9 
Z07Z 




1 1 1 1 1 II II M 1 1 1 1 II 1 1 1 MIMI II II 1 1 1 1 1 M 1 1 1 M II 1 II 1 1 II M 1 1 Mill 




Db 


1741 


GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAA 


1800 






TPTPAPPAPPA APTTTTTPPTTTAP AT A A APA APTPA APA A APT A A APA A APPPPTPPPP 

1L1 b.rtVjVjrt\jb»rtrt.Vj X X X X 1 OLJJ XXI rtVjrt 1 rirtrtVj.rtrt.V_. 1 VjrtrtVj.rtrtrt.b. X rtr^rt.brrtrtriVjV_. b.Vj X uuL L, 


9Q^9 
z y j z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 i 1 1 1 1 i 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 




Db 


1801 


TCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCC 


1860 


fly 

vy 


Z-/ J J 


AppTPTPA TAAPPTAPPPAPAPPTPAPPTPAPPATTPPPAA APAPP APPTPA APTPPPTT 
nbb 1 L 1 bri 1 ZiAbL. 1 rtbb Lnbnbb 1 brVbb 1 bnU bri i 1 bbbnnnbnbbnbb 1 brlftb 1 bbb 1 X 


JUIZ 




M 1 II 1 Ml 1 1 II 1 1 1 1 II M II M 1 II 1 1 1 1 1 1 III 1 MM II II M M 1 1 1 III MM 




Db 


1861 


ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 


1920 


Qy 


jUIj 


P ATPPA APTPTTATPAA A ATT A APPAPPAPPPAPP APAPPAPTTPPAPPA APP AP APAPP 
Ln X bjbjrtrt V_ lVjl l/il Vjrtrbrtrt. X X rtnv_ b-rtVjVjrtVjV^VjrtVjb.rtVjrtVjVj.rtbJ X X bbrtubrt/ibb/ib/ibnbb 


7 P.79 
J u / z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

II 1 M II 1 1 1 II 1 1 II II 1 II 1 II 1 M I M M 1 1 1 1 1 1 1 1 II 1 1 II 1 1 M 1 1 1 II 1 II 1 1 




Db 


1921 


CATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 


1980 


Qy 


3073 


TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


3132 




1 1 M 1 1 1 II M M M 1 1 Ml Mill 1 Ml 1 II II 1 1 II 1 1 II Ml 1 II 1 M 1 M Ml 1 II 




Db 


1981 


TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


2040 
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Qy 


3133 


CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 


3192 




llllllllilllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


2041 


CTCCTGCAGAATCTCCTLAGCaLAtjAAb^ 1 ILCjACI ICjALjAI btjAOAAAACA 


Z 100 


Qy 


3193 


GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 


3252 




IIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIMIIIIMIIIIIIIIIIIIIIIIIIII 




Db 


2101 


GGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATG 


2160 


Qy 


3253 


GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 


3312 




II II 1 II II 1 1 II 1 1 II 1 1 II 1 II II 1 II Ml 1 1 II 1 1 1 1 II II II 1 1 1 1 1 1 Ml 1 1 1 II 




Db 


2161 


-m /-^ -» a TV TV TV TV TV tv y»T TV m m /T TV TV /"l /"l /"im/*l TV TV TV m /""T IT! TV m TV /"l TV /"1/ p TfYiyt TV /T TV TV rim/ 1 ! TV 

GAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 


2220 


Qy 


3313 


AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


3372 




1 1 II 1 II II 1 1 II II 1 1 1 1 M 1 1 1 M 1 II MM 1 II II 1 Mill Ml 1 M II 1 Ml 1 1 II 




Db 


2221 


AACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


2280 


Qy 


3373 


TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 


3432 




11 Ml M II 1 III 1 1 1 1 1 1 1 1 1 1 till II 1 1 1 1 1 M 1 1 Ml Ml II II II 1 1 1 1 1 1 1 1 




Db 


2281 


m tv m tv tv tv m yi tv mm tv tv m tv tv /~i tv /""i tv ft*>/™t^*i /~t Tv tv m /^i Artimm/'i tv tv tv tv /"t tv /T tv /"i /t /"7m tv m m /~i m tv 

TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTAC 


2340 


Qy 


3433 


TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


3492 




IMIMMIMIIMMIIIMIMIIIMMIIIIIIIMMIMIMMIIIIMIM 




Db. 


2341 


m mm tv m/^r tv /"t tv ^1 tv j^i /""i tv m /T tv m /™i Tv tv tv tv rnmm /"i tv /™i yr /"t tv m tv /^i m m /T /"r tv /-"i /T /T tv /"1 tv tv /"i^*r tv /^i 

TTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


2400 


Qy 


3493 


TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 


3552 




1 1 II 1 II 1 1 1 1 II 1 1 III II 1 1 III 1 1 1 1 1 II M II 1 1 M II II M II II M 1 1 1 1 II II 




Db 


2401 


TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 


2460 


Qy 


3553 


CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 


3612 




II II II 1 II II M 1 1 II 1 M II MM 1 II 1 II II II 1 II 1 II II M II 1 II 1 M II II 1 1 




Db 


2461 


CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 


2520 


Qy 


3613 


ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 


3672 


Db 


2521 


1 1 II 1 M II II II M II 1 M II II II 1 II 1 II II II II II II II II II II II II II II 1 1 

ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 


2580 


Qy 


3673 


CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 


3732 




1 M Ml 1 M M II 1 1 II 1 1 1 1 1 II 1 1 1 1 II Ml Ml II M M 1 1 1 III 1 1 1 1 1 1 II II 1 1 




Db 


2581 


-k « tv tv /-t tv tv /"<« m s*T tv /T m /"i /~i Tv m /~i Tv /^i /T Tv Tv y^i TV Tv /~"\ tv Tv f% i^/T/'i /"—i tv m mm /"I m /""im m y^l y*Tm ^1 /"I TV m TV /"I 

CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 


2640 


Qy 


3733 


ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 


3792 






1 1 1 II II II M II 1 1 1 1 II 1 1 1 II 1 1 1 1 Mill 1 II II 1 1 1 1 1 1 1 II 1 II II M II 1 1 1 1 




Db 


2641 


ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 


2700 


Qy 


3793 


CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 


3852 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 




Db 


2701 


CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 


2760 


Qy 


3853 


CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAA 


3912 




1 1 1 II II 1 Ml II 1 1 1 Ml II 1 1 1 MM II M 1 M II 1 1 1 II II 1 1 M 1 II 1 1 Ml 1 1 II 




Db 


2761 


CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 


2820 


Qy 


3913 


TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAA 


3972 




: 1 1! 1 1 1 1 1 1 1 1 1 1 1 1 1! II Ml M II II 1 1 1 1 1 1 M I 1 II 1 1 1 1 II 1 1 1 1 1 II 1 




Db 


2821 


TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGTAAGTGGA 


2880 



RESULT 11 
AK097636 

LOCUS AK097636 3044 bp mRNA linear PRI 20-JAN-2006 
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COMMENT NEDO human cDNA sequencing project supported by Ministry of 

Economy, Trade and Industry of Japan; cDNA full insert sequencing: 
Research Association for Biotechnology (RAB) ; cDNA library 
construction: Helix Research Institute (HRI) (supported by Japan 
Key Technology Center etc.); 5 1 - & 3' -end one pass sequencing: RAB, 
HRI, and Biotechnology Center, National Institute of Technology and 
Evaluation; clone selection for full insert sequencing: HRI and 
RAB; annotation: HRI and RAB. 
F EATURE S Location /Qualifiers 

source 1. .3044 

/organism="Homo sapiens" 

/mol_type="mRNA" 

/db_xref = " t axon : 9 6 0 6 " 

/clone="TESTI2030554" 

/tissue_type= n testis" 

/clone_l ib= " TESTI 2 " 

/note="cloning vector: pME18SFL3" 

ORIGIN 

Query Match 41.2%; Score 2873.6; DB 5; Length 3044; 

Best Local Similarity 99.9%; Pred. No. 0; 

Matches 2876; Conservative 0; Mismatches 4; Indels 0; Gaps 0; 

TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 1152 

I I I I I I II I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I II I I II 
TTTGAGCCACTAAATTATTATCCATCAGAGTATGCTGAAATTGATAAAGCCCCAGATGAA 6 0 

AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 1212 

II I II 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 MM 1 1 1 1 1 1 1 II 1 1 II I II MM 1 1 II 1 1 II 

AGCCCTTACATTGGCAAATCCAGATACAAGAGAAATATGTTTGCCACAGAGAGTTATATT 120 
ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 1272 

II I II I II 1 1 1 1 1 II 1 1 M 1 1 1 1 1 II 1 1 M II 1 1 1 1 1 1 1 M 1 1 II I II II II II II 1 1 II 

ATTGACAGTGCTCAGGCAGTACAGATCAAGAAGATGGAGCCAGATGAACAACTTAGAAAT 180 
GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 1332 

I M II M M 1 1 M M M M I M M M M M M M M M I M 1 1 M I M M M M M I M I 

GATCACATGAACTTGAGAGGCCACACACCACTGGACACGCAACTGGAAGACAAAGAAAAA 24 0 
AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 13 92 

I Ml I II I II 1 1 III 1 1 1 1 1 1 1 1 1 II II II II II II Ml Ml 1 1 1 1 M II M 1 1 II II M 

AAAATAAGTGCAGCACAAACTCGACTATCAGAACTGCATGATGAAATAGAAAAGGCAGAA 3 00 
C AAC AAATTTTGAGAGCTACTGAAGAATTT AAAC AACTGGAAGAAGCT ATACAACT AAAA 1452 

I I M 1 1 II M 1 1 1 II 1 1 1 1 M I M 1 1 II 1 1 II II MM 1 1 II II 1 1 M II 1 1 1 1 II II II 

CAACAAATTTTGAGAGCTACTGAAGAATTTAAACAACTGGAAGAAGCTATACAACTAAAA 36 0 
AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 1512 

I III Ml 1 1 1 1 1 1 II I II 1 1 1 III II II 1 1 II II II II 1 1 II II 1 1 1 1 1 1 1 II Ml II II 

AAGATTTCAGAAGCAGGGAAAGACCTTCTTTACAAGCAGTTGAGTGGTAGACTACAACTT 420 
GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG 1572 

1 1 1 1 M I II II I M 1 1 1 1 1 II 1 1 1 1 1 1 1 II M 1 1 M M I II 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 

GTAAATAAATTACGCCAGGAAGCTCTGGATCTAGAACTGCAGATGGAAAAGCAAAAGCAG 480 
GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 1632 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r k 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 

GAAATTGCCGGAAAGCAGAAGGAGATTAAGGACCTGCAAATAGCCATAGATAGCCTGGAT 54 0 
TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 1692 

Ml II I II I II 1 1 1 1 1 Ml 1 1 1 1 1 1 1 II I II II I Ml I II II II II M M I II 1 1 II 1 1 1 



Qy 


1093 


Db 


1 


Qy 


1153 


Db 


61 


Qy 


1213 


Db 


121 


Qy 


1273 


Db 


181 


Qy 


1333 


Db 


241 


Qy 


1393 


Db 


301 


Qy 


1453 


Db 


361 


Qy 


1513 


Db 


421 


Qy 


1573 


Db 


481 


Qy 


1633 
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Db 


541 


TCCAAAGACCCAAAACATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTT 


600 


Ov 


1693 


PAPATTATPAAPA APPAPTAPPAAPAAPTTPAAAPTPPTTTPPATPAPATAPTTTPTAPA 


1 TCO 
X / jZ 






1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 I 1 1 1 II 




Db 


601 


GACATTATGAACAAGCAGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGA 


660 






ATTPPTAAPPA AAPPPA APAPATTA APPAPPTTPA APA APAPPTTAPTPA A PPPPAP AT A 


loiz 






1 II 1 1 1 1 II 1 1 1 II 1 II 1 1 1 1 1 1 1 II II MM II II II II 1 1 II II II II II II 1 1 II II 




Db 


661 


ATTGCTAAGGAAACGGAAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATA 


720 






PPAPPA A ATPA APPPPTPA APA APPATTT APA APPTPTT ATP APTPPPTTPP A APA ATAP 


1 Q 79 
lO 1 Z 






IIIIIMIIIIIIIIIIIMIIIIIIMMIIIMIIMIIIIIIIIIIMIIIIIIIII 




Db 


721 


GCAGCAAATGAAGCCCTGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATAC 


780 




1 


PTPPPPAPP ATT A A APPPP APPPA APTP A OHHHH A PA A TPAPTPP A PP A A PPTPPPPP a T 








1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


781 


CTGGGGACCATTAAAGGCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGAT 


840 


f)V 

wy 




PAPA A APAPAP ATTPTTPP APAPATTPAPAPA APTPPAPP APPAPAPAPA PP IPPTPP A A 








IIMIMIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIMIIIIIIMIMIMMII 




Db 


841 


GAGAAAGAGACATTGTTGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAA 


900 




-L -7 .7 _> 


ATAPTTPPPATPPATPP APA A A AT ATP A PP A IPPAPPTTP PAP SPPTliP A A APTPPPPTP 


9 n i 

ZVDZ 






II II 1 II II II 1 1 1 1 1 1 1 1 M 1 1 III II 1 III 1 1 1 1 1 II 1 II III 1 1 1 1 1 II 1 III 1 II 1 




Db 


901 


ATAGTTGCCATGGATGCAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTC 


960 


Ov 


^ \j ~) ._> 


PA APAPP APP ATP APPTP A ATPP A TPTTTPP A PP APA PPP A PPPAPATPTP APTPPPT AT 


9119 






IMIIIIIIIIIIIIIIIIIIIIIIMMIIMIIIIIIIIIIIIMIIIIIIIIIMII 




Db 


961 


CAAGAGCAGCATGAGGTGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTAT 


1020 


wy 


9117 

Z, X. X. j 


PA APPTP APPT APAPPPTPPPPTA A A PPT A A PPP ATPPTP A A PPP A A PP A PPTP A A PP A A 


9 T "7 9 
Z 1 / Z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1021 


GAAGCTGAGCTAGAGGCTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAA 


1080 


wy 


917 7 
Z -L / J 


P A PTTPP AAAAAPTAAPAAPA PTT A PPP A PTT APA A PA A TPAPPPPTTPA APPAPA A /~ ,r P r P 


ZZ6Z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 




Db 


1081 


GAGTTGGAAAAAGTAACAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTT 


1140 


wy 


j j 


PAPA APP A A APPP A APPPPTP A APA ATPPPPTTPP A A A APPPP A PTTPTP AP A AP A A A AP 


zzy z 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1141 


GAGAAGGAAAGGCAAGCCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAG 


1200 


Qy 


2293 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


2352 






IIMMMMMIMMIMMIIIMIMIIIIIIMIIIIIIIIIIMMMMIMI 




Db 


1201 


GAGCAAGAGAACAGTGAGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTG 


1260 


Ov 

yy 


97 R'} 
zj jj 


TT A A A APAPP A A PTT A A APATTTPP APA ATP APPTT A APP ATPTPPTTP ATPPTTTPPTT 
X X i\£\*\£\\~n\j^HJ\\*, X Xf\£\r\\3l\X X X L-L-rioAAl L.ril~V«, ± lAALLAlblbb X X \Ji\X Vjva 111 X X 


9/1 1 O 
Z*± ± Z 


Db 


1261 


1 1 1 M 1 1 Mill 1 1 1 1 1 1 1 II II 1 Ml 1 II 1 1 Ml 1 II 1 II 1 1 1 1 1 M 1 1 1 1 II II II II 

TTAAAACAGCAACTTAAAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTT 


1320 


Qy 


2413 


CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 


2472 






IMIMIIIMIMIIIIIIIIIMIIIIMIIIIIIMIIIIIIIIIIIIIIIIIIIII 




Db 


1321 


CGTCCAGAAGAAGTGGCAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACT 


1380 


vy 


94 77 
zi / ~> 


nannii A ATPA apatppataptppttp AP atptptt APPP a a a APTPTTPPTP ATTT AP AP 

1 1 1 1 1 1 1 1 1 1 1 [ i 1 i I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 


ZD J> Z 


Db 


1381 


1 M 1 1 II II II 1 1 1 1 1 II 1 1 1 1 II 1 II 1 II 1 || 1 II M | | | 1 1 | | I | M 1 II 1 II 1 II 1 1 

GGGGAAATGAACATCCATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAG 


1440 


Qy 


2533 


AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 


2592 






1 M II II II II 1 1 Ml 1 II II 1 1 M 1 II II Mill 1 1 1 II 1 M II II 1 1 1 II II II M 1 




Db 


1441 


AAACAATTCAGTGAAATTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGA 


1500 
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Qy 


2593 


GAGAGAAAACTCCAAGAAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAA 


2652 






1 III III III III II II II Mill II III III III III II MM III III MM MM II 




nK 
ud 


i cni 
1DU1 


vjALjAvjAAAAL 1 LLAAoAnuHAAl oot 1 1 uLHbLAHbftu/W\L 1 ooL-A/iV- 1 vjvjAUAAvj.AA 


id o u 


Qy 


2653 


GAGTTCAGGCAGGCCTGTGAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAA 


2712 






IIIIMMIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIMIMIIIIIMIIIMIII 




UD 


lob 1 


O jipmmpTi PPPAPPPPTr'Tr'Ar 1 APAPPPPTPPA APPA APAA TP* A A T"T"T"T , P^ A T" A AP A PPPS A 

VjrAtj 1 1 LAvjIjLALivjLL 1 kj 1 LjAvjALiAvjL L L 1 LrvjAALfLAAvjiAA 1 laAA 1111 LrA 1 AAtjALjLjLAA 


icon 
loz U 


Qy 


2713 


CATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAA 


2772 






1 MM Ml III II 1 1 1 1 1 1 II IN M 1 Ml M 1 III M IN 1 II MM M MM II 1 1 II 




r^K 
UD 


1 cot 
lbz 1 


f~i A rpp» 7\ 7\PP7\ A P* A A T'P'P 1 A fp^ A TV rppipi 71 pi A i\mp» A ATTPA P""!" 1 A TTTtPPA AP" , AAAA r PP""T'AAAA 

LA 1 LAAuL AACjAA 1 L L AGL AAA 1 LGALrAA 1 LAAA 1 1 LAL 1 A 1 1 1 LrL AALtAAAA 1 L 1 AAAA 


looU 


Qy 


2773 


AGTATGGAGGaAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 


2832 






1 II II MM MM II II II 1 1 II 1 II II II 1 II 1 II MM MM 1 M 1 II M II II II II 




Db 


1681 


AGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAG 


1740 


Qy 


2833 


GAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGaaaAAGAAGaAACTTGAAGATGCCAAA 


2892 






1 II 1 II III MIMI III llllll II MM III ] 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 




Dd 


1741 


P* 7V (~+ A A A rprp /-trp/-^/^i f~*f~* TV 7\ /— irp /—* f~*r~* A A /"i rprn 7* /-1 A A A A A A A A /"* A A A^*"T"T'^'A A/^AT'^'/^^'A A A 

GAGAGAA 1 1 L rGGLLLAAL 1 LLGAGAG1 rAGAGAAAAAGAAGAAAL 1 1 GAAGA 1 GLLAAA 


1800 


Qy 


2893 


TCTCAGGAGCAAGTTTTTGGTTTAGATaAAGAACTGAAGaAACTAAAGAAAGCCGTGGCC 


2952 




Ml II II II MM 1 1 II 1 1 1 1 II 1 II II MIMI MM II II II II 1 1 1 1 1 1 II M II II 




UD 


loUl 


T>ri<T<r*7\ r*r* a r*r* a a /"tttttppt'ttapa t a a a r* a a pitp* a a r* a a a p""p a a a p 1 a a Tyr^r^r^r^TT^r^r^r^ 
1 L 1 LAGGAGLAAG 11111 bb 111 AGA 1 AAAGAAL 1 GAAGAAAL 1 AAAGAAAGLLG 1 GGLL 


"1 O C A 

looO 


Qy 


2953 


ACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTT 


3012 






Ml II Ml II II 1 II 1 1 II M 1 1 1 M llllll III III II M II 1 1 II 1 II 1 II II II 1 1 




DD 


loo 1 


a r t r"T>r tr vr* a t» a a pptapppa papptpapptpa ppt\ rpmpipipi a a a p* a pp" apptp a a PTPPPfT 
ALLlLlLrAlAALL 1 ACjLLALACjL 1 CjALrL 1 LALLA1 1 LLLAAALiALLALL 1 LiAALr 1 LLL 1 1 


1 Q O P» 

iy z u 


Qy 


3013 


CATGGAACTGTTATGaAaATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGG 


3072 






Ml II llllll II II 1 1 II 1 II 1 1 1 1 M II 1 1 II III 1 II MM II 1 1 1 II 1 II II M II 




r\K 
UD 


TOOT 

1921 


PATPPR A /~irp/-i rprp 7V rp/— i 7\ A 74 71 rprp 71 A P""^ A A t~1f~*f~* 7\ Z^ 1 A /~i A /— 1 /^-i A pirprp/^t/-i T,rini\ 71 /—i /— 1 71 /— 1 A /-1 A 

C ATGG AAC TGT T AT G AAAAT T AAC C AGGAG CG AGC AG AGG AGTTG C AGG AAG C AGAG AGG 


1980 


Qy 


3073 


TTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


3132 






Mill IMMMIMM II 1 MIMI IMIIMI MIMI llllllll III Mill MM 




Dd 


1981 


TTCAGCAGAaAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAA 


2040 


Qy 


3133 


CTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACA 


3192 






1 II II 1 II II 1 II II II 1 1 1 1 1 1 II II II 1 1 1 II 1 1 1 1 II II 1 1 II 1 1 1 1 1 II II 1 II II 




nK 
UD 


z(J4 1 


/r-irp/— 1 /-irp/— 1 a P> A A rp^"irrir"t^-trp/*>« 7\ /npipTipii a r*(~*r*f~*r*1\ f~*r~~*T\ pqifprpppii /-irp rp/-i A/ r ^A«T»/~»/^A/^'A A A A/^A 

L 1 LG 1 GG AGAA 1 G 1 CG 1 GAGGLAGAAGGGGGAGGAG 111 GGAG 1 1 GAGA 1 GGAGAAAAGA 


zlOO 


Qy 


3193 


GGTGTAGGTACTGGAGCaAACTCACAGGTCCTAGaaATTGAGaAACTGAATGAGACAATG 


3252 






II II 1 II II MM 1 1 1 1 1 II II II II II 1 1 M 1 1 MM M 1 1 1 1 1 1 II II II 1 1 1 II 1 1 1 




nK 
UD 


zlUl 


PPTPT A PPTA pi rp/-i PAPPA A A P^T'P 1 A PAPPTPPTAPA A A T"T"0 A P 1 A A A P""T , pi A A rpP* 1 APAPA A T'P' 

CaO 1 Cj 1 ACjjCjj 1 AL 1 CjCjACjiL AAAL. 1 LALACjCj 1 LC 1 ALjAAA 1 1 vjACjAAAL. 1 LjAA 1 CjACjjALAA 1 Lr 


z lb U 


Qy 


3253 


GaACGACaAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGAC 


3312 






II II III M MM 1 1 1 1 1 1 M III II II MM 1 1 II II 1 1 1 1 1 Ml II II II 1 1 M 1 1 II 




nK 
UD 


z lb 1 


r* A A r*r* A P»A A APPAPAPAPA rprp/-i /— i a APPPTPPA P"»A A TZ-iTA Pi'T'A (~* 7\ ppmp A PT'PP A A P*»rp/~i a P 1 

CjAALGAL AAAbGAL ACjACjjA 1 1 CjL AACjCjL 1 GG ACjAA 1 (ji AL 1 AGAL L 1 LAL 1 GGAAGTGAL 


O O O P» 

zzzU 


Qy 


3313 


AACaAAGGAGGCTTTGaAAATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCT 


3372 






1 1 1 1 1 1 1 1 1 1 1 II II 1 M M 1 1 II III III 1 1 II 1 II 1 1 1 II II II M II 1 1 1 M 1 II II 




nK 
UD 


TOOT 

zzz 1 


A A P» A A A PP A pi /^/Tp rprp pi AAAA T"P >,r r r P r P r P APA APA A A TTPPTP A A PTTPP A P^P'T^P^ A A P > "T"T , 'T , P* r P 

AALAAACjLACjCjiL 111 CjAAAAl Cj 1111 ACjAACjAAA 1 1 CjL 1 (jjAAL 1 1 LCjALG 1 CjAAL 1 1 1 L 1 


zz oU 


Qy 


3373 


m 71 rn/~i 7» t~\ tv T\ m/~i "a mm iv 7v m tv tv tv /"< /"i tv m/""i/""i iv tv m/*HTnmm/"*» Ti t» tv tv tv /— tv ri/~* /rn tv mm/~i/~tm tv /~i 

TATCAGAATGATTACATaAGCAGCATGGCAGATCCTTTCAaAAGACGAGGCTATTGGTAC 


3432 






III 1 M Ml II II II 1 M 1 1 1 II M Ml 1 III II 1 1 II 1 1 II Ml 1 M II 1 1 II 1 1 1 1 1 1 




Db 


2281 


TATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCaAAAGACGAGGCTATTGGTAC 


2340 


Qy 


3433 


TTTATGCCACCACCACCATCATCAAaAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


3492 






IIIIIIIIIIIIMIIIIMIIIIIIIMIIIIIIIIIMIIIIIIMMIMIMIIII 




Db 


2341 


TTTATGCCACCACCACCATCATCaAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGAC 


2400 
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Qy 3493 TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 3552 

1 1 1 II MINI II 1 1 1 1 1 1 1 1 III II I II III II 1 1 1 1 1 1 1 1 1 III 1 1 II III I II 1 1 1 1 

Db 24 01 TCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAG 2460 

Qy 3553 CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 3612 

1 1 1 II Mllll II 1 1 1 1 1 II I III II III Ml II II II 1 1 1 1 1 MM III II 1 1 II I III 

Db 2461 CAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCC 2520 

Qy 3613 ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 3672 

1 1 M I Mllll II II 1 1 III I Ml M III III II II II 1 1 1 1 Mill III III I II MM 

Db 2521 ATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGT 2580 

Qy 3673 CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 3732 

I Ml I MMMM II I MM I M I II III I II II II II 1 1 1 1 Mill I M MM II I III 

Db 2581 CAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATAC 264 0 

Qy 3733 ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 3792 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 LI II I II II \ \ U I M I 

Db 2641 ATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCA 2700 

Qy 3793 CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 3852 

I M II Mllll M II 1 1 1 II 1 1 1 III I III I II 1 1 1 M II 1 1 II II I II I II I II 1 1 II I 

Db 2701 CCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGC 2760 

Qy 3853 CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 3912 

I I I I II I I I I I II I I I I I I I I I I I I I I II I I I I I I M M I I I I I I I M I I I I I I I I I I I I 

Db 2761 CCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCC 282 0 

Qy 3913 TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAA 3972 

I Ml Ml II Ml I II 1 1 II II III I II I Mllll M II I M II I II I Mill I II I 

Db 2 821 TTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAACTTAGTAAGTGGA 2880 



RESULT 12 

BC009287 

LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



BC009287 2803 bp mRNA linear PRI 09-FEB-2006 

Homo sapiens centrosomal protein HOkDa, mRNA (cDNA clone 
IMAGE: 41234 63) . 
BC009287 

BC009287.2 GI:39644860 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 2803) 

Strausberg, R. L. , Feingold, E . A . , Grouse ,L.H., Derge,J.G., 

, Collins, F. S. , Wagner, L., Shenmen , C . M . , Schuler, G . D . , 
, Zeeberg,B., Buetow,K.H., Schaef er , C . F . , Bhat,N.K., 
Jordan, H., Moore,T., Max,S.I., Wang, J., Hsieh,F., 
, Marusina,K., Farmer, A. A., Rubin, G.M., Hong,L., 
, Soares,M.B., Bonaldo , M . F . , Casavant , T . L . , 
, Browns tein, M . J . , Usdin,T.B., Toshiyuki , S . , 
Prange,C. , Raha,S.S. , Loquellano , N . A. , Peters, G.J. , 
Mullahy, S. J. , Bosak,S.A. , McEwan, P. J. , 
Malek,J.A., Gunaratne , P . H . , Richards, S., 
Hale,S., Garcia, A.M., Gay,L.J., Hulyk,S.W., 

Muzny , D . M . , Sodergren, E . J . , Lu,X., Gibbs,R.A., 
Fahey,J., Helton, E., Ketteman,M., Madan,A., Rodrigues , S . , 
Sanchez, A., Whiting,M., Madan,A. , Young, A. C, Shevchenko , Y . , 



Klausner , R.D . 
Altschul,S.F. 
Hopkins, R.F. , 
Diatchenko, L. 
Stapleton,M. , 
Scheetz,T.E. , 
Carninci, P. 
Abramson, R.D. 
McKernan, K.J. 
Worley,K.C. , 
Villalon,D.K. 
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Bouf f ard, G.G. , Blakesley, R. W. , Touchman, J . W . , Green, E.D. , 
Dickson , M. C. , Rodriguez , A . C . , Grimwood, J . , Schmutz,J., Myers, R.M., 
Butterf ield, Y .S . , Krzywinski , M . I . , Skalska, U. , Smailus , D .E . , 
Schnerch,A. # Schein,J.E., Jones, S.J. and Marra,M.A. 
CONSRTM Mammalian Gene Collection Program Team 

TITLE Generation and initial analysis of more than 15,000 full-length 

human and mouse cDNA sequences 
JOURNAL Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
PUBMED 12477932 
REFERENCE 2 (bases 1 to 28 03) 
AUTHORS 

CONSRTM NIH MGC Project 
TITLE Direct Submission 

JOURNAL Submitted (12-JUN-2001) National Institutes of Health, Mammalian 

Gene Collection (MGC), Bethesda, MD 20892-2590, USA 
REMARK NIH-MGC Project URL: http://mgc.nci.nih.gov 
COMMENT On Dec 9, 2003 this sequence version replaced gi: 14627275. 

Contact : MGC help desk 

Email: "cgapbs-r@mail.nih.gov 

Tissue Procurement: ATCC 

cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by.: National Institutes of Health Intramural 

Sequencing Center (NISC) , 

Gaithersburg, Maryland; 

Web site: http://www.nisc.nih.gov/ 

Contact : nisc_mgc@nhgri .nih.gov 

Akhter,N. , Ayele,K. , Beckstrom-Sternberg, S .M . , Benjamin, B. , 
Blakesley, R.W. , Bouf f ard, G . G . , Breen,K., Brinkley,C, Brooks, S., 
Dietrich, N.L. , Granite, S., Guan,X., Gupta, J., Haghighi , P . , 
Hansen, N. , Ho,S.-L., Karlins,E., Kwong,P., Laric,P., Legaspi,R., 
Maduro,Q.L. , Masiello,C. , Maskeri,B. , Mastrian, S . D . , McCloskey , J . C . , 
McDowell, J., Pearson, R., Stantripop, S . , Thomas, P. J., Touchman, J . W . , 
Tsurgeon,C, Vogt,J.L., Walker, M. A., Wetherby , K. D . , Wiggins, L. , 
Young, A., Zhang, L.-H. and Green, E.D. 



FEATURES 

source 



Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/ LLNL at: http://image.llnl.gov 
Series: IRAL Plate: 20 Row: d Column: 2. 

Location/Qualifiers 

1. .2803 

/ organ ism= "Homo sapiens" 
/mol_type= " mRNA " 
/db_xref ="taxon: 9606" 
/clone= " IMAGE : 41234 63 " 

/ 1 i s sue_type = " Mus c 1 e , rhabdomyosarcoma " 
/ c 1 one_l ib= " NI H_MGC_1 7 " 
/ lab_hos t = " DH1 OB - R " 
/note= "Vector : p0TB7" 



ORIGIN 



Query Match 39.9%; 
Best Local Similarity 99.7%; 
Matches 2791; Conservative 



Score 2786.8; 
Pred . No . 0 ; 
0; Mismatches 



DB 5; Length 2803; 



7 ; Indels 



0 ; Gaps 



0; 



Qy 22 51 CTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAG 2310 

1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 III II I III III II II 1 1 II I II 1 1 1 1 1 1 II II I Ml II 

Db 1 CTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTGAG 60 



Qy 2311 CTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAA 23 70 

I II II II 1 1 1 1 II I Ml 1 1 II II I II 1 1 II 1 1 1 1 II I Ml Ml I II 1 1 1 1 1 1 1 1 1 II I II 
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Db 


61 


CTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTAAA 


120 


Qy 


9 7 71 
ZJ / l 


naTTTPrar a aTPappTTa appatptp^ttpatpp.tttp.p.ttpptppapa ar:aanTi^npa 


Z *± j u 






IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMMIIIIIII 




Db 


121 


GATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGGCA 


180 




Z ft -5 -L 


pptpptptpp atp appt a apa ap a a a aptpa a aTTar.na arTnnnnaa atpa ap atppat 


oa on 
z*t y u 






IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIMIIMIIIMMIIIIIII 




Db 


181 


GCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCCAT 


240 


Qy 


9 A Q 1 


aptppttp a p a tptpttappp a a a aptpttpptp atttapapa a a p a a ttp a ptpa a a tt 1 
ALj 1 LL 1 1 LALiA ib 1 V- 1 1 ALjLjLjAAAALj 1L1 1 LjL 1 UA 111 AL.ALjAAAL.AA 1 1 LALi 1 LjAAA 1 1 


O C C A 

Z bbU 






1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


241 


AGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAATT 


300 


Qy 




P'P'T'PP APPPTPP A APTPPPa A RPAPBTPA APPAP A A PTT AP A P AP AP A A A APTPPA AP A A 
til LiLALLjL i LLAAvj 1 LiVjvjAAAvjAoA 1 oAAIjLALAALi 1 1 ALjAoALiA^jAAAAL 1 LLAALjAA 


OCT n 
Z 0 1U 




1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 




Db 


301 


CTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAGAA 


360 


Qy 


zbll 


" P A A A TPPPTPTPPAPPA AP A P A A A r fr Pr*r*r* A A PTPP APA A O A A PRPTTPAPPPAPPPPTPT 1 

LjAAA 1 LjLjL 1 L 1 LjL ALjLAALiAvjAAAL 1 LjLjLAAL 1 LjLiALAALtAALtALi 1 1 LALjLjLALjLjLL I Li 1 


O C 1 A 

Z 0 /u 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


361 


GAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCTGT 


420 


Qy 


ZD / I 


P AP AP APPPPTPP AAPPAAPA ATP A ATTTTP AT A AP APPP A A P ATP A APP A AP A ATPP AP 
oAoALrALiLLL 1 LjLtAALjL AALrAA 1 LjAA 1111 VjA 1 AAIjALjLiL AALA 1 LjAALjLAALiAA 1 LLALi 


Z / JU 




1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 




Db 


421 


GAGAGAGCCCTGGAAGCAAGAATGAATTTTGATAAGAGGCAACATGAAGCAAGAATCCAG 


480 


Qy 


Z / J J. 


P A A A TPPAPA A TP 1 AAA TTP A PTATTTPPA A P A A A ATPTA A A A A PT A TPPAPP A A ATPPA A 

L AAA 1 LjLtALiAA 1 LjAAA 1 1 L AL 1 A 1 1 1 LxL AALjAAAA 1 L 1 AAAAALj 1 A 1 LjLxALjLjAAA 1 LL AA 


O "7 Q A 

z /yu 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


481 


CAAATGGAGAATGAAATTCACTATTTGCAAGAAAATCTAAAAAGTATGGAGGAAATCCAA 


540 


Qy 


Z / y 1 


PPPPTT A P AP ATPTPP A APTTPAPPA APPTP ATP A AP AP A APPAP AP A ATTPTPPPPPA A 
LjLjL L 1 1 ALALjA 1 L 1 LLAAL 1 1 LALjLjAALjL 1 LjA 1 LjAALjALjAALjLjALjALjAA 1 1 L 1 LjLjL LL AA 


Z 0 O u 






1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 II 1 




Db 


541 


GGCCTTACAGATCTCCAACTTCAGGAAGCTGATGAAGAGAAGGAGAGAATTCTGGCCCAA 


600 


Qy 


O Q C 1 
ZOOl 


pfppppiipiipmm7ipT\p7i 7\ 71 TV T\ pT\ j\p» jk T\ pimmp 7\ APATPPPA A A TPTPA HPUPPA A prrimmmm 

L 1 L L Li ALj ALj 1 1 ALjALjAAAAACj AALjAAAL 1 1 LjAALjA 1 LxL L AAA 1 L 1 L ALjLjALiL AALj 1 1 I 1 1 


zy iu 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


601 


CTCCGAGAGTTAGAGAAAAAGAAGAAACTTGAAGATGCCAAATCTCAGGAGCAAGTTTTT 


660 


Qy 




PPTTTAPATA A APA A PTPA APA A A PT A A APA A APPPPTPPPPA PPT'PTP ATA AP , P ,r PAP , P 1 P > ' 

LrLi 1 1 1 ALtAI AAALjAAL 1 LjAALjAAAL 1 AAALjAAALjLLLj 1 LjLjLLALL 1 L 1 Li A 1 AALj L 1 ALjLL 


O Q *7 A 

z y /u 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


661 


GGTTTAGATAAAGAACTGAAGAAACTAAAGAAAGCCGTGGCCACCTCTGATAAGCTAGCC 


720 


Qy 


z y / 1 


APA PPTP APPTPA PP ATTPPPA A AP A PPA pprpp T\ TtpmpppmmpTimppTi tv prripmrp 7s rp/~t tv t\ t\ 

ALALjLILjALjLILALLAI ILiLLAAALjALLALiLILtAALjILLL 1 1 L A 1 LjLiAAL I Lj 1 1A1 LjAAA 


1 A "3 A 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


721 


ACAGCTGAGCTCACCATTGCCAAAGACCAGCTGAAGTCCCTTCATGGAACTGTTATGAAA 


780 


Qy 


i n i i 


ATT A APPAPP APPPAPP AP APP APTTPP APP A APPAP APAPPTTP APPAP A A APPP APP A 
All AALLALjLiALiLLjAoLAvjAooAo 1 1 oLALjoAAoLAoALiALivj i 1 LAoLAvjAAAoLrLAoLA 


O AQ A 

j uy u 






1 1 1 II 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


781 


ATTAACCAGGAGCGAGCAGAGGAGTTGCAGGAAGCAGAGAGGTTCAGCAGAAAGGCAGCA 


840 


Qy 




PA APP APPP AP AP ATPTP A APP AP A iPPTP AP ATPP A A PTPPTPP AP A ATPTPPTP 
LAtt\jLAlaLLAljAoA 1 L 1 LALLLLjALjL ALjAALjL 1 L7AL1A 1 LLiAAL 1 LL 1 LjLALjAA 1 L 1 LL 1 L 


1 1 C A 

J IdU 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


841 


CAAGCAGCCAGAGATCTCACCCGAGCAGAAGCTGAGATCGAACTCCTGCAGAATCTCCTC 


900 


Qy 


T1 CI 
J X jl 


APPP A P A APPPPPAPP7\ PT"T ,r PPP A PT""PP APA TPP A P A A A APA PPT»PT" A PPT 1 A PTPPAPPA 

ALiLjLALiAALiLjLjLiLjALjLALj 111 LLjAL 1 1 LjALiA 1 LjLjALiAAAALALiLj 1 Lj 1 ALjLj 1 AL 1 LjLjALjL A 








1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 ! 1 l l l 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 i 

1 1 II II II II 1 1 1 1 II 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 M 1 1 II 




Db 


901 


AGGCAGAAGGGGGAGCAGTTTCGACTTGAGATGGAGAAAACAGGTGTAGGTACTGGAGCA 


960 


Qy 


3211 


AACTCACAGGTCCTAGAAATTGAGAAACTGAATGAGACAATGGAACGACAAAGGACAGAG 


3270 






1 II II 1 1 II 1 1 1 1 1 1 II II 1 1 I II 1 II I II 1 1 I 1 II 1 1 1 II III II 1 1 II II 1 M 1 M 1 1 




Db 


961 


AACTCACAGGTCCTAGaAATTGAGaAACTGAATGAGACAATGGAACGACAAAGGACAGAG 


1020 
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Qy 3271 ATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAA 3330 

II I I I II I I I I II II I I I I I I I II II II hi II I II II I II II II I I II I I II II I I I I I I 

Db 1021 ATTGCAAGGCTGCAGAATGTACTAGACCTCACTGGAAGTGACAACAAAGGAGGCTTTGAA 1080 

Qy 3331 AATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATA 33 90 

III MM IN I II M M M M I M M II I MMI III III II M M II M II MM MM 

Db 1081 AATGTTTTAGAAGAAATTGCTGAACTTCGACGTGAAGTTTCTTATCAGAATGATTACATA 1140 

Qy 3391 AGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCA 3450 

I I I I I I II I I I I I II I I I I I I I I I I I I I I I I I II I I II I I I I I I I I I I I I I I I I I II I I I 
Db 1141 AGCAGCATGGCAGATCCTTTCAAAAGACGAGGCTATTGGTACTTTATGCCACCACCACCA 12 00 

Qy 3451 TCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAG 3510 

I I I I II I I II I II I II I I III II I II II II I I I I II III I II II II I I I I II II II I I II 

Db 12 01 TCATCAAAAGTTTCCAGCCATAGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAG 12 60 

Qy 3511 TACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGC 3570 

I I f i tiM 1 1 1 ii 1 1 e 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 ri 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i r i 

Db 1261 TACTCAGCCTCAACTCCTGTTAGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGC 1320 

Qy 3571 AGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACAT 3630 

III MM I II I Ill-Ill INI II II III II I III II III Mill I II II I MM III III 

Db 1321 AGTCAACCTCCCCCTGCCTCAGGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACAT 1380 

Qy 3631 AAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTG 3 6 90 

I II II 1 1 II 1 1 1 1 1 II 1 1 1 II II II II 1 1 1 1 1 II MM 1 1 M II I II 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1381 AAACTGTTTCCAAGTAGAGATGCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTG 1440 

Qy 3691 GATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTT 3750 

I II II II III 1 1 1 1 III I Ml II MM I II II MM II Ml 1 1 1 1 II III I III 1 1 1 III 

Db 1441 GATGACCAAGAAGAACCCCCATTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTT 1500 

Qy 3751 CCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCA 3 810 

Mill 1 1 1 ! 1 1 1 II III 1 1 1 1 1 1 [ 1 1 IMIIMMI llllll II I llllll III III III 

Db 1501 CCTGATGGTTCTCCTGTACCCCAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCA 1560 

Qy 3811 AACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCC 3870 

I II II M 1 1 1 1 1 1 1 1 1 1 1 Ml MM I M II M 1 1 M II II II 1 1 1 1 1 1 M 1 1 1 II Ml 1 1 

Db 1561 AACAATAGCCGACCTCTCACCCCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCC 1620 

Qy 3871 CCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTG 3930 

I II 1 1 II 1 1 1 1 1 1 1 1 II 1 1 Ml M II MM M 1 1 1 1 1 1 II II 1 1 1 1 M 1 1 1 1 Ml I II 1 1 

Db 1621 CCCATGGTGTATGGGCCTCCACCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTG 1680 

Qy 3931 CTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGAC 3990 

I III I II 1 1 II II 1 1 II 1 1 Mill III MM 1 1 1 1 II I II II 1 1 1 1 1 1 1 1 1 II II I II II 

Db 1681 CTGCATTGCAACGTCCCTGAACACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGAC 174 0 

Qy 3991 ATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGG 4 050 

1 1 1 1 1 II II MM I Ml I II 1 1 1 1 II II I II 1 1 1 III I II 1 1 II 1 1 II 1 1 II M 1 1 II II 

Db 1741 ATAATGCAGCATTTAAAATCAAAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGG 18 00 

Qy 4 051 CAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAG 4110 

I III 1 1 1 II I Ml 1 1 M 1 1 1 1 II I II II 1 1 1 1 II II 1 1 1 1 1 III 1 1 1 1 1 1 1 1 1 1 II 1 1 II 

Db 1801 CAGTCGGAGAAAGAAATGGAAGAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAG 1860 

Qy 4111 AAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTCAACAGCAA 4170 

1 1 II I II II II II II 1 1 1 1 II M I II II 1 1 1 Ml Ml II Mill 1 1 1 1 II II II II 1 1 II 

Db 1861 AAAAGCTTAGAGTGTGAAGTAGAAGAATTACATAGAACTGTCCAGAAACGTC AACAGCAA 192 0 
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Qy 4171 AAGGACTTCATTGATGGAAATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAATCA 4230 

I I II III I II I I I I I I I I I II I II II II II II II II II II III II I II I I III I I I II II 
Db 1921 AAGGACTTCATTGATGGA/^ATGTTGAGAGTCTTATGACTGAACTAGAAATAGAAAAATCA 1980 

Qy 4231 CTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAA 42 90 

I II I III I II II 1 1 1 1 1 1 1 II 1 1 Ml 1 1 1 1 II II II II II II I II 1 1 1 1 1 III 1 1 1 II II 

Db 1981 CTCAAACATCATGAAGATATTGTAGATGAAATTGAGTGCATTGAGAAGACTCTTCTGAAA 2 040 

Qy 42 91 CGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCA 4350 

I II I III 1 1 II I II 1 1 1 1 1 1 M II 1 1 M II II M II III I III II Ml 1 1 1 II 1 1 1 1 1 1 1 

Db 2041 CGTCGCTCAGAGCTCAGGGAAGCTGACCGACTCCTGGCAGAGGCTGAGAGTGAACTTTCA 2100 

Qy 4351 TGCACTAAAGAAAAGACAAAAAATGCTGTTGAAAAGTTCACTGATGCCAAGAGAAGTTTA 4410 

I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I 
Db 2101 TGCACTAAAGAAAAGACAAAAAATGCTGTTGAA7VAGTTCACTGATGCCAAGAGAAGTTTA 2160 

Qy 4411 TTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTAAC 44 70 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 II Mil 

Db 2161 TTGCAAACTGAGTCAGATGCTGAGGAATTAGAAAGGAGAGCTCAGGAAACTGCTGTTAAC 2220 

Qy 4471 CTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGCAG 4530 

I II I I I I I I I I I I I I II I I I M I II I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I II I 
Db 2221 CTCGTCAAAGCTGATCAGCAGCTAAGATCGCTCCAGGCTGATGCAAAGGATTTGGAGCAG 2280 

Qy 4531 CACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTAGCAGCAAAAGAC 4590 

Ml Mill I Mill I II M 1 1 1 II M MM II MM MM M II 1 1 II I II I III I II 1 1 

Db 22 81 CACAAAATCAAGCAAGAAGAAATCTTGAAAGAAATAAACAAAATTGTAGCAGCAAAAGAC 2340 

Qy 4591 TCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAAACTA 4 650 

I II MM 1 1 II I II I II II I II II M II II II II II I II I MM II II II II II II II II 

Db 2341 TCAGACTTCCAATGTTTAAGCAAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAAACTA 2400 

Qy 4651 CAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAGGTCCTTAAAGAA 4710 

Ml MM MM MM II II Ml I III IIIMIMM I Ml MM II M II II II 1 1 MM 

Db 24 01 CAGAAAGACATAGAGATGGCAGAACGCAATGAGGATCACCACCTGCAGGTCCTTAAAGAA 2460 

Qy 4711 TCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACA 4 770 

Ml I III MM Ml I II II M II Ml II II MM III Ml I M I M 1 1 Ml MM 1 1 1 II 

Db 24 61 TCTGAGGTGCTTCTTCAGGCCAAAAGAGCCGAGCTGGAAAAGCTGAAAAGCCAGGTGACA 252 0 

Qy 4771 AGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGCTG 4830 

MM MM I M II II 1 1 II II M II I II M MM Ml I M M II M 1 1 II II Ml 1 1 II I 

Db 2 521 AGTCAGCAGCAGGAGATGGCTGTCTTGGACAGGCAGTTAGGGCATAAAAAGGAGGAGCTG 2580 

Qy 4831 CATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGACTG 48 90 

1 1 II I MM 1 1 II II II II Mill MM II II MM I Ml 1 1 II II I Ml MM MM 

Db 2581 CATCTACTCCAAGGAAGCATGGTCCAGGCAAAAGCTGACCTCCAGGAAGCTCTGAGACTG 264 0 

Qy 4891 GGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGGAA 4950 

1 1 1 II MM MM I M 1 1 1 M II 1 1 1 M M II Ml MM I Mill I II 1 1 II M M M 1 1 

Db 2641 GGAGAGACTGAAGTAACTGAGAAGTGCAATCACATTAGGGAAGTAAAATCTCTTCTGGAA 2700 

Qy 4951 GAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAACTT 5010 

I II 1 1 1 1 Ml M 1 1 1 II II II II Ml 1 1 II M 1 1 MM M M II I II I II II II 1 1 1 II I 

Db 2701 GAACTGAGTTTTCAGAAAGGAGAACTAAATGTTCAGATTAGTGAAAGAAAAACTCAACTT 2760 

Qy 5011 ACACTTATAAAGCAGGAAATTGAAAAAGAGGAAGAAAA 504 8 

M 1 1 1 1 II M M 1 1 1 1 1 1 1 Mill I II 1 1 1 1 

Db 2761 ACACTTATAAAGCAGGAAAAAAAAAAAAAAAAAAAAAA 2798 
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RESULT 13 

AK131139 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 



JOURNAL 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



COMMENT 



FEATURES 

source 



gene 
CDS 



AK131139 3974 bp mRNA linear ROD 01-MAR-2005 

Mus musculus mRNA for mFLJOOlSO protein. 

AK131139 

AK131139.1 GI : 47847433 
FLI_CDNA. 

Mus musculus (house mouse) 
Mus musculus 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Glires; Rodentia; 
Sciurognathi ; Muroidea; Muridae; Murinae; Mus. 
1 

Okazaki,N., Kikuno,R., Ohara,R., Inamoto,S., Koseki,H., Hiraoka,S., 
Saga,Y., Kitamura,H., Nakagawa,T., Nagase,T., Ohara,0. and Koga,H. 
Prediction of the Coding Sequences of Mouse Homologues of FLJ 
Genes: The Complete Nucleotide Sequences of 110 Mouse 
FLJ -Homologous cDNAs Identified by Screening of Terminal Sequences 
of cDNA Clones Randomly Sampled from Size-Fractionated Libraries 
DNA Res. 11, 167-180 (2004) 
2 (bases 1 to 3974) 

Okazaki,N., Kikuno,R., Nagase,T., Ohara,0. and Koga,H. 
Direct Submission 

Submitted (04-FEB-2004 ) Hisashi Koga, Kazusa DNA Research 
Institute, Laboratory for Genome Informatics; 2-6-7 
Kazusa-kamatari , Kisarazu, Chiba, 292-0818, Japan 

(Er-mail :mouse@kazusa.or. jp, Tel : 81-438 -52 -3 919 , Fax : 81-438-52-3918) 
The CREATE program supported by Japan science and technology 
corporation; cDNA full insert sequencing: Kazusa DNA Research 
Institute; cDNA library construction, clone selection and 5'- & 
3' -end one pass sequencing. 

Location/Qualifiers 

1. .3974 

/organism="Mus musculus" 

/mol_type= "mRNA" 

/ db_xr ef = " t axon : 1 0 0 9 0 " 

/clone="mfj 11357" 

/tissue_type= "fetal brain" 

/note= "vector : modified pBC SK+" 

<1. .3974 

/gene= "mFLJOOlSO" 

<1. .3525 

/gene= "mFLJOOlSO" 

/inference= "non-experimental evidence, no additional 
details recorded" 

/note="CDS is predicted by in silico analysis. Start codon 

is not identified." 

/codon_start=l 

/product ="mFLJ00150 protein" 
/protein_id= "BAD21389 .1" 
/db_xref ="GI : 47847434" 

/translation "SSQATKDSGLGLKYTASTPLRKPQPGQQEEKDSSGPLPASGYWV 
YSPIRSTLHKSFSKRDADSGGDSQEESGLDDQEEPPFVPPPGYIMYTVLPDGSPVPQG 
VALYAPSPPLPNSSHPLTPGTWYGPPPAGAPIIYGPPPANFAVPLVPAGVQHCNIPE 
HHNLENEVSRLEDIMQHLKSKQREERRQKASTQHSEEEVDGLHRDIDDLLQEKKELEL 
EVEELHRT I ERHQQRKDF I DGHVENLMTELE I EKSLKHHED I VDE I ECLEKTLLKRRS 
ELREADRLLAEAENELACTKEKTKSAVEKFTDAKRNLLQTESDAEALEKRAQETALNL 
VKAEQQLRLLQAD AEDLEQHK I KQE E I LKE I NKWAAKD AD FQCLNE KKE KLTE ELQS 
LQRDIKAAQHSEDHHLQVLRESETLLQAKRAELETLKSQVTSQQQELAVLDSELGHRR 
EELLLLQDSLAQAKADLQEALTLGETEVAEKCSHIREVKSLLEELSFQKGELNVHISE 
KKTQLALIQQEMEKEEKNLQWLQQLSRHKTELKNVADILQLETSELQGLKLQHDQKV 
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VELEKAQVDVLEEKLELENLQQATQQQRRELERQRQLLERDRRETERVRAESQALQSC 
VECLSKEKEDLQGQCESWEKKSSHAQRVLAATEESNKMEQSNLGKLELSVRKLRQELE 
QLSQDKLALHSEVAEVQQQLQGKQEAINSLQEELDSTQDHLDLAKQDLIHTTKCQNEL 
LNEQTQLQEDISKWMARLESCQKETETKEQQVQQLQDEIRESKLRLDQQEMMFQKLQK 
EREREEQKFEAGKVTLEQQQRQLEKELTDQKSRLKQLLTDVSAAEGRLGTLQEEERRI 
EGLERMLSQAKQQLSEREQQLMAKSGELLALQKEADDMRADFSLLRNQFLTERKKAEK 
QVAGLKEALKIQRSQLEKNLLEQKQENSCMQKEMATIELVAQDNHERARRLMKELSQM 
QQEYLELKKQVANQKDLERRQMEVSDAMRTLKSEVKDEIRTSLRNLNQFLPELPADLA 
S I LERNENLRELESLKENFPFTTKERI FEEKSNFPQVHIMDEHWRGEALRQRLRRHED 
QLKAQLRHCMSKQAEVLIKGKQQTEGTLHSLRRQVDALGELVTSTSTDSASSPSLPSL 
VEDSQHGHSQSSFQVLQVPLEEPNSYRH " 

ORIGIN 

Query Match 34.5%; Score 2410.4; DB 6; Length 3974; 

Best Local Similarity 81.4%; Pred. No. 0; 

Matches 2805; Conservative 0; Mismatches 636; Indels 3; Gaps 1; 
Qy 34 72 AGTTCCCAGGCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTT 3531 

him i ii in nil 1 1 1 ii ii in i ii ii hum i n mm mi i ii i ii 

Db 1 AGTTCTCAGGCCACCAAGGACTCCGGTTTGGGTCTAAAGTACACAGCCTCAACTCCTCTT 60 

Qy 3532 AGAAAACCACGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCA 3591 

Ml III Ml I Mill Mill II I Mill Mill Mill Mill III 

Db 61 AGAAAACCACAGCCTGGACAGCAAGAAGAAAAGGACAGCAGTGGACCTCTGCCTGCTTCA 12 0 

Qy 3592 GGATACTGGGTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGAT 3651 

II Ml II I II II II II MUM II I I Mill III Ml MUM 

Db • -121 GGGTACTGGGTCTACTCCCCCATCAGAAGCACGCTGCATAAGTCATTTTCAAAGAGAGAT 180 

Qy 3652 GCAGACAGTGGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCA 3711 

1 1 M 1 1 1 1 1 1 1 1 1 i I 1 1 i 1 1 llllllll MM I M I 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 

Db 181 GCAGACAGTGGAGGAGATAGCCAGGAAGAAAGTGGACTGGATGACCAGGAGGAACCCCCA 24 0 

Qy 3712 TTTGTGCCTCCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCC 3771 

MIMIIMM Mill Mill IMMMIMI 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 i 

Db 241 TTTGTGCCTCCCCCTGGGTACATAATGTATACTGTACTTCCTGATGGTTCTCCTGTACCC 300 

Qy 3772 CAGGGCATGGCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACC 3831 

Mill 1 1 1 1 I II I 1 1 1 1 1 1 1 1 1 I Mill Mill MM MM Mill III 

Db 3 01 CAGGGAGTGGCCCTGTATGCACCATCGCCTCCATTGCCCAACAGCAGCCATCCTCTGACC 36 0 

Qy 3832 CCTGGCACTGTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCA 3 8 91 

II llllllll llllllll I M I II 1 1 M 1 1 1 M M 1 1 1 1 1 1 I II M Mill 

Db 3 61 CCCGGCACTGTGGTTTATGGGCCACCTCCTGCTGGGGCCCCCATCATATACGGACCTCCT 42 0 

Qy 38 92 CCCCCCAACTTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAA 3951 

II 1 1 1 1 1 1 1 1 I I Ml I MM llllllll IIMMIMI MM II 

Db 421 CCTGCCAACTTCGCTGTTCCCCTTGTCCCCGCGGGTGTGCAGCATTGCAACATCCCAGAG 480 

Qy 3952 CACCATAACTTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCA 4011 

IIIMIMI I I I I 1 I I M I I I I MIMI I II I I I I I I I I I I I I I I I I I I I I I I I I I 
Db 481 CACCATAACCTAGAGAATGAAGTGTCTAGACTAGAAGACATAATGCAGCACTTAAAATCA 54 0 

Qy 4012 AAGAAGCGGGAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAA 4071 

II II M II 1 1 II II M II llllllll II III II Ml Mill MM 

Db 541 AAACAGCGGGAAGAGCGGCGGCAGAAAGCATCCACGCAGCATTCTGAGGAAGAAGTGGAT 600 

Qy 4072 GAACTGCATCATAATATTGATGATCTTTTGCAAGAGAAGAAAAGCTTAGAGTGTGAAGTA 4131 

I Mill I I IIIMIMM 1 1 II 1 1 1 III II 1 1 1 1 M Mill II 

Db 601 GGGCTGCACCGTGATATTGATGACCTTTTGCAAGAGAAGAAAGAATTAGAACTTGAAGTA 660 
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Qy 




r* a a pa atts raTApa apTrTpranii a APPTPa apappa a a annarTTrnTTnaTrpa a at 

VjAALjAA X X ALA X AvjAAL X vj X LLALjAAALvj X LAALAoLAAAALjLiAL X X Lftl X o/\ X LtLjAAAX 


A 1 Q 1 
ft J. y X 






llllllllllllllllll 1 III II MINI 1 MIMIIIIIIIMIIIM II 




Db 


661 


GAAGAATTACATAGAACTATTGAGAGACATCAACAACGAAAGGACTTCATTGATGGACAT 


720 


Qy 


ft JL :?Z 


rTTrapapTPTTaTrapTfiaarTarja aaTanaaa a aTPaPTPa a araTraTna af2aTaTT 

vj X X VjALrALr 1 L 1 X A X vjHL X bAHL X AvjAAA X AuAAAAA X X tnrtHLn X L~r\ X LjAALtA X A X X 


ft Z D X. 






IIIIMI IIIIIIIIIIIIIIIIIIIIIIMII! II llllllllllllll Mill 




Db 


721 


GTTGAGAATCTTATGACTGAACTAGAAATAGAAAAGTCTCTCAAACATCATGAGGATATC 


780 


Qy 


4 0co 
4Z 3Z 


rTanaTpa a attp apt*ppa TTrana apa r ,r vr* r T"vr"TC a a apptppptp ap apptp appp a a 

\j X AkjA X bAAA X X uAo X oLA X X LtALtAAVjAL X L. X X V- X oAAALlj X LuL X LAuAbL X L. AvjLjVjAA 


A 1 1 1 

ft 6 x 1 






IIIIIIIIIIIMIIIII 1 Mill Mill Mil III IIIIMI II Mill MM 




Db 


781 


GTAGATGAAATTGAGTGCCTAGAGAAAACTCTCCTGAAACGTCGCTCGGAACTCAGGGAA 


840 


Qy 


/TIT 

fto Xz 


pptp a prp a rTprTPrpaparppTPaPRPTPi arTTTPaTrrarTa aapaaaapapaaia 

vjL X VjALUjAL, X LL X boLAbAooL X LxALjAVj X bAAL XXX LAI LiLAL X AAAbAAAAuALAAAA 


A 1 *7 1 
ft -3 / 1 






MIMIIMM Mill II II MM III III IIIIMI II II IIIIMI 




Db 


841 


GCTGACCGACTTCTGGCGGAAGCCGAGAATGAGCTTGCATGCACCAAGGAGAAGACAAAG 


900 


Qy 


4.3 /Z 


a a r rr*r ,r rr* T v r vr* a a a apttpa r^^r* a r vr % r^r* a a r* 7\r* a aottt a ttpp a a a p ,r nP i AP ,r r/''' , A a r r/^r ,r r 
AAXLjL, XL»X XLtAAAALjX 1 LAL 1 uA 1 bL L AAbAbAAu 1 X X AX 1 bbAAAb 1 bAb 1 LAbA J. bL 1 


A A "3 1 




1 III II II III II II 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 MUM Mill MM II II III. 




Db 


901- 


AGTGCTGTTGAAAAATTCACTGATGCCAAGAGAAATTTATTACAAACCGAGTCAGACGCT 


960 


Qy 


A A 1 O 
44 .3 Z 


r* A C*r* A RTTSP5JA C^C 1 A P 1 APPTPAPP A 7V A P ,, T , P' , P ,, T , P 1^ P , T , A A PPTPPTPA A A PPTPATPAPPAP 

LjALjVjAA X X AOAAALjLjALjALjL, X LALjLjAAAL X bL X Lj X X AALL, X LLj X LAAALjL X LzA X LALiLAvjr 


/I yl Q 1 




MM 1 llllll MUM Mill Mill IIIIMI II Mill II Midi 




Db 


961 


GAGGCACTAGAAAAGAGAGCCCAGGAGACTGCACTTAACCTTGTGAAAGCAGAGCAGCAG 


1020 


Qy 


44yz 


PT^A APAfPPPTPPAPPPTPATPPA A A PPATTTPPAPPAPP APA A A ATPA APPAAPA APA A 

L X AAoA iLbLl L.L.AL3L3L X oA X LjLAAALjoAX X X bbAbLAbLALAAAA X LAAL'LAALjAALzAA 


/I C C 1 




llllll II III II MM II III MM 1 II II 1 II 1 1 1 1 II 1 1 1 1 1 1 II III II II 




Db 


1021 


CTAAGACTGCTCCAGGCTGATGCAGAGGACTTGGAGCAGCACAAAATCAAACAAGAAGAA 


1080 


Qy 


/l c: c o 
ft 3 DZ 


RTPTTPaa APaaaTaaapaa a aTTPTappappa a bapbptpapapttppb btpttta app 

A1L1 1 bAAAbAAA 1 AAAL AAAA 1 X Kj X AbLAbLAAAAbAL X LALxAL X X LLAAlbl X X AAL3L, 


4f 1 1 
4 O ± _L 






II III II II MM II MM II II II llllll Mill 1 II Mill III Ml 1 




Db 


1081 


ATCTTGaAAGaAATaAACAAAGTTGTAGCAGCCAAAGATGCCGATTTCCAGTGTCTAAAC 


1140 


Qy 


4612 


AAGAAGAAGGaAAAACTGACAGAAGAGCTTCAGAAACTACAGAAAGACATAGAGATGGCA 


4671 






MMMMMMMMMMMMMMIMM II MM llllll II II 




Db . 


1141 


GAGAAGAAGGAAAAACTGACAGAAGAGCTTCAGAGTCTGCAGAGAGACATCAAGGCAGCG 


1200 


A,. 

Qy 


4 o /z 


CjAALCjLAAX (jAGCjAX LALLACLKjV-ACjjVjXLLX XAAALtAAXLXLjACjCjILjLX iLl XLACjCjLL 


A "7 T 1 

4 /Jl 


Db 


1201 


III II 1 II II II II II II 1 1 1 1 II II 1 II 1 III llllll II 1 1 II II 1 1 1 

CAACACAGTGAGGATCACCACCTTCAGGTCCTTAGAGAGTCTGAGACTCTCCTTCAGGCC 


1260 


Qy 


4 / Jz 


AAA APAPPPPA /T*""PP , P 1 A A A A PPTP A A A APPPA ppmp tv r~\ t\ APTPAPPAPPA AP7\ TP" P 1 P""P 

AAAALjALxL, LLxALjL. X vjLjAAAAvjiL X LzAAAAvaL LALjLj X QjAL AACj X LACjLAvjLALjkjjALTA X LjOL X 


4 /yi 






II Mill IIMMIMI 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 MIMMIMM Mill 




Db 


1261 


AAGAGAGCTGAGCTGGAAACACTGAAAAGCCAGGTGACAAGCCAGCAGCAGGAGTTGGCT 


1320 


Qy 


4 / y Z 


PTPTTPPAPAPPPAPTTAPPPPATA AAA APPAPPAPPTPPATPTAPTPPA AfT^A APPA TP 

\j X L X X oVjAL ALjLjL. AL3 X X AuobLA X AAAAAbbAbbAbL X LjL A X L. X AL X L L AALjLzAAoL A X Kj 


/QC1 

4oDl 






III Mill MM IIIIMI II IIIIIMMII lllllllll 1 III 1 




Db 


1321 


GTCCTGGACTCAGAGTTGGGGCATAGAAGGGAGGAGCTGCTTCTACTCCAGGACAGCCTC 


1380 


Qy 


zl Q £ O 
ft O O Z 


P^pP" A r , /" , P' A t\ t\ AfpippA PPTPPAPPA APPTPTP APA PTPTT 1 APAPAPTPA APT A A PTP AP 
0 X LLAbbLAAAAbL X bALL X LLALiLxAAkjiL J.L1 oAVjAL. X Vj^jLjALjALjAL X LiAALi X AAL X bAu 


A Q 1 1 

4 y J. ± 






1 MMMMMMMMMMMIMM MM llllll Mill Mill Mill 




Db 


1381 


GCCCAGGCAAAAGCTGACCTCCAGGAAGCCCTGACACTGGGGGAGACGGAAGTTGCTGAG 


1440 


Qy 


4912 


AAGTGCAATCACATTAGGGAAGTaaAATCTCTTCTGGAAGAACTGAGTTTTCAGaAAGGA 


4971 






IIIIMI 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Mill 1! hi 1 IMIIIIMIIIIM 




Db 


1441 


AAGTGCAGTCACATTAGGGAAGTaaAATCACTTCTGGAAGAACTaAGTTTTCAGAAAGGA 


1500 


Qy 


4972 


GAACTAAATGTTCAGATTAGTGaAAGAAaAACTCAACTTACACTTATAAAGCAGGAaATT 


5031 


Db 


1501 


Mill Mill II II IIIIMI II Mill II Ml II III IIIIMI II 

GAACTGAATGTCCACATCAGTGAAAAGAAGACTCAGCTCGCACTTATACAGCAGGAGATG 


1560 


Qy 


5032 


GaaaAAGAGGAAGaaAATCTTCAGGTTGTTTTAAGGCAGATGTCTAAACATaaaACCGAA 


5091 
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II IIIIIIIII I lllllllllll MINI 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 II III 

Db 1561 GAGAAAGAGGAAAAGAATCTTCAGGTGGTTTTACAGCAGCTGTCGAGACATAAGACTGAA 1620 

Qy 5092 CTAAAGAATATTCTGGACATGTTGCAACTTGAAAACCATGAGCTACAAGGTTTGAAGCTA 5151 

IIIIIIIII II lllll I I I I IIIIIII I lllll llllll IIIIIII 
Db 1621 CTAAAGAATGTTGCAGACATACTGCAGCTTGAAACCAGCGAGCTCCAAGGTCTGAAGCTC 1680 

Qy 5152 CAACATGACCAAAGGGTATCTGAATTAGAGAAGACTCAGGTGGCAGTGCTAGAGGAGAAA 5211 

II IIIIIIII I III II I llllll I IIIIIII Mill IIIIIIIII 

Db 1681 CAGCATGACCAGAAGGTGGTGGAGCTGGAGAAGGCGCAGGTGGACGTGCTGGAGGAGAAA 1740 

Qy 5212 CTGGAGTTAGAGAATTTGCAGCAGATATCCCAGCAGCAGAAAGGGGAAATAGAGTGGCAG 5271 

II III I llillllllllllll I I llllllllll I I I I I lllll lllll 
Db 1741 CTAGAGCTGGAGAATTTGCAGCAGGCAACGCAGCAGCAGAGAAGGGAGCTAGAGCGGCAG 1800 

Qy 5272 AAGCAGCTCCTTGAGAGGGATAAACGAGAAATAGAACGAATGACTGCTGAGTCCCGAGCT 5331 

I IIIIIIII lllll II I II II I III III III II III II II 
Db 18 01 AGACAGCTCCTGGAGAGAGACAGGCGGGAGACAGAGCGAGTGAGGGCAGAGAGCCAGGCC 1860 

Qy 5332 TTACAATCGTGTGTTGAGTGTTTGAGCAAAGAAAAGGAAGATCTCCAAGAGAAATGTGAC 5391 

I II II II II II III INI lllllllllll llllllllll I II II 
Db 1861 CTGCAGTCCTGCGTCGAATGTCTGAGTAAAGAAAAGGAGGATCTCCAAGGACAGTGCGAG 1920 

Qy 5392 ATTTGGGAAAAAAAGTTGGCACAAACCAAAAGGGTTTTAGCAGCAGCAGAAGAAAATAGC 5451 

I IIIIIIII MM I II II MM III IIIIIII IIIIIIIII II 

Db 1921 AGC TGGGAAAAGAAGTC TT C C C ACGC C C AAAG AGTT CT AGC AGC C AC AG AAG AAAG C AAC 1980 

Qy 5452 AAAATGGAGCAATCAAACTTAGAAAAGTTGGAATTGAATGTCAGAAAACTGCAGCAGGAA 5511 

lllllllllll II III I I IIIIIIIII III IIIIIIIII MM llllll 
Db 1981 AAAATGGAGCAGTCCAACCTTGGGAAGTTGGAACTGAGTGTCAGAAAGCTGCGGCAGGAG 2040 

Qy 5512 CTAGACCAACTAAACAGAGACAAGTTGTCACTGCATAACGACATTTCAGCAATGCAACAG 5571 

II II II II I I IIIIIII I I II II I II I I I MM III 

Db 2 041 CTGGAGCAGCTGAGCCAAGACAAGCTTGCCCTACACAGTGAGGTAGCCGAGGTGCAGCAG 2100 

Qy 5572 CAGCTCCAAGAAAAACGAGAAGCAGTAAACTCACTGCAGGAGGAACTAGCTAATGTCCAA 5631 

lllll MM MM lllll IIIIIII III III II III II I I II MM 

Db 2101 CAGCTACAAGGTAAACAGGAAGCCATAAACTCTCTGCAGGAGGAACTGGATAGCACCCAA 2160 

Qy 5632 GACCATTTGAACCTAGCAAAACAGGACCTGCTTCACACCACCAAGCATCAGGATGTGTTG 5691 

IIIIIIIII llllllllll IIIIIIIII I llllllllllll III I I MM 

Db 2161 GACCATTTGGACCTAGCAAAGCAGGACCTGATCCACACCACCAAGTGCCAGAACGAGTTG 2220 

Qy 5692 CTCAGTGAGCAGACCCGACTCCAGAAGGACATCAGTGAATGGGCAAATAGGTTTGAAGAC 5751 

MM IIIIIIIII I II III llllllllll lllll lllll II I 

Db 2221 CTCAATGAGCAGACGCAGCTGCAGGAGGACATCAGCAAATGGATGGCCAGGTTAGAGAGC 2280 

Qy 5752 TGTCAGAAAGAAGAGGAGACAAAACAACAACAACTTCAAGTGCTTCAGAATGAGATTGAA 5811 

II IIIIIIII IIIIIIIII MM III I II Ml III IIIIIII I 
Db 2281 TGCCAGAAAGAGACGGAGACAAAGGAACAGCAAGTCCAGCAGCTCCAGGATGAGATCAGA 2340 

Qy 5812 GAAAACAAGCTCAAACTAGTCCAACAAGAAATGATGTTTCAGAGACTCCAGAAAGAGAGA 5871 

II I IIIIIII II I III II II lllllllllll I llllllllllll III 
Db 2341 GAGAGCAAGCTCCGGCTGGACCAGCAGGAGATGATGTTTCAAAAACTCCAGAAAGAAAGA 24 00 

Qy 5872 GAAAGTGAAGAAAGCAAATTAGAAACCAGTAAAGTGACACTGAAGGAGCAACAGCACCAG 5931 

Ml MM II II II II I 1 1 1 1 1 1 1 [ 1 1 III II MM III III 

Db 24 01 GAACGTGAGGAGCAGAAGTTCGAGGCTGGTAAAGTGACGCTGGAGCAGCAGCAGAGGCAG 2460 

Qy 5932 CTGGAAAAGGAATTAACAGACCAGAAAAGCAAACTGGACCAAGTGCTCTCAAAGGTGCTG 5991 

lllll lllll I II I I I III II I I I I I III I II lllll II I III I 
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Db 


2461 


CTGGAGAAGGAGCTGACGGACCAGAAAAGCAGGCTGAAGCAGCTGCTCACAGACGTGTCG 


2520 


Ov 


5992 


Vj^-.^lVJ\_ X Vj/*Vri\J^iVJ^. vJ -L VJ J. X xl\JUii\-. J. V— X V_J^^^>J\J^^X^VJi»VjVJx^VJ^l\J\J X VJVJ X \J X \_TxiVJxlVjJ v- \_- X VJVjrtVJ 


6051 


Db 


2521 


III- II 1 Ml IIIIMIIIIIIIII II 1 INI IIIIMII 

GCAGCTGAAGGACGCCTGGGAACCCTGCAGGAAGAGGAGCGGCGCATTGAGGGCCTGGAG 


2580 


Ov 
vy 


6052 


AAnArAOTrTrrrAAArTAAArGGrAGCTTTrAOAAAOCJOACJrAOrAATTRGTCfiAnAAA 


fill! 

O X. J- X, 






1 II II Mill 1 MM IMMIMIIMI IMIIIMM 1 Ml II 




Db 


2581 


AGGATGCTGTCCCAGGCCAAACAGCAGCTTTCAGAACGGGAGCAGCAGCTAATGGCCAAG 


2640 


Qy 


6112 


TCAGGTGAGCTGTTGGCCCTCCAGAAAGAGGCAGATTCTATGAGGGCAGACTTCAGCCTT 


6171 






MMIIMMII MMIM IMIIIIIMI II MMIMM MIMMIMI 




Db 


2641 


TCAGGTGAGCTGCTGGCCCTGCAGAAAGAGGCTGACGATATGAGGGCCGACTTCAGCCTC 


2700 


wy 


6172 


PTPPPOAAPPAPTTPTTPAPAHAA APAA APAA APPTPAPA APPAPPTPPPPAPPPTPA AP 


69"* 1 


Db 


2701 


III MMIMM MM IIIIMII Mill II III III II II III II 1 II III 

CTGAGGAACCAGTTCTTAACAGAAAGGAAGAAGGCAGAGAAGCAGGTGGCCGGGCTAAAG 


2760 


Ov 


6232 


nAAOPAPTTAAPATPPAPPonAPPPAfjPTPPAPAAAAAPPTTPTTPAPPAAAAAPApnAP 


69 Q1 

D Z _7 X 




IIIIMII MIMMIMI II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II Mill II llllll 




Db 


2761 


GAAGCACTGAAGATCCAGCGCAGTCAGCTGGAGAAAAACCTCCTGGAGCAGAAGCAGGAG 


2820 


Ov 

wy 


62 92 


AAPAnPTPPATAPAAAAPfJAAATnPPAAPAATTPA APTPPTAPPPPAPPAPA APPATHAP 


6 ^1 

UJJl 






MIMMIMI MMIM MM Ml IIIIMII Mill MMIM MMIM III 




Db 


2821 


AACAGCTGCATGCAAAAGGAAATGGCTACAATTGAGCTGGTGGCCCAGGACAACCACGAG 


2880 


Ov 
wy 


6352 


PGGGPPAGGPGPPTGATGAAnOAPJPTPAAPPAOATOPAnTATOAPlTAPAPOOAnPTPAAO 


6411 






IIIIIIIIIIMI IMIIIIIMI 1 MUM I MUM III MIMI 




Db 


2881 


AGGGCCAGGCGCCTCATGAAGGAGCTGAGCCAGATGCAGCAGGAGTACCTGGAACTCAAG 


2940 


Ov 
vy 


6412 


AAAPAPATOnPAAAPPAAAAAPATTTflPAOAOAAPAPAAATOOAAATPAOTPATPPAATP 


64 71 

D1 / 1 






MMM 1 MM MM MM Ml MIMI IMI Mill MMIM MIMI 




Db 


2941 


AAACAGGTAGCAAACCAGAAAGACTTGGAGAGGAGGCAGATGGAGGTCAGTGACGCAATG 


3000 


Ov 

wy 




APPAPAPTTA A ATPTPAPPTPA APPATPA A ATPAPA APPAPPTTPA APA ATPTTA ATPAP 
■rtVJVj«-\Lrt,L x X r\r\r\ 1 V, 1 vjrtOvj X VJrtrt.VjVj.rt X Vjrtrtrt. X LnunnL LrtVjJL 1 X VjrtrtVJrtrt 1L1 1 rtrt X L.riu 


6^71 






Mill II II II IIIIMII II MMIMMIMM Ml III II II III 




Db 


3001 


AGGACGCTGAAGTCGGAGGTGAAAGACGAAATCAGAACCAGTCTGAGGAACCTCAACCAG 


3060 


Ov 

wy 


6^9 


TTTPTTPPAPA APT APP APP&PATPT APA APPTATTTTPPA A APA A APPA A A A PPT APA A 
i 1 Ivl X LLrtvj.rtrt.V_. XrtLLrtvjLrtvJrtX V— X rionAUL Irtl X X 1 LJVJrtrt^LirtrtrtL LrrtrtrtrtL L X rtVjirtrt. 


6 RQ1 
D D y X 






II MIMMIMI MIMMMMM MMIIIIIIIIIMI MIMI 1 1 




Db 


3061 


TTCCTTCCAGAACTTCCAGCAGATCTAGCGTCTATTTTGGAAAGAAATGAAAACTT A 


3117 


Ov 
vy 


6592 


OPAPAATTOPAAAOPTTPAAAPAPAAPPTTPPATTTAPPATnAATPAPPPAPPTTTTPA A 

VJVjrtVjrtrt X X OVjrirvAVJL. X 1 unnnunOMnL v 1 lUUnl X X rtL Lrt X Vjrtrt X vjnVju\3rt\»\-. X X X X LJrtxT. 


66 R1 

OO Jl 






MM M M 1 1 1 M II 1 1 M M M II 1 II MMIM M Ml 1 MMIM 




Db 


3118 


AGAGAGTTGGAAAGCTTGAAAGAGAACTTCCCGTTTACCACAAAAGAGAGGATTTTTGAA 


3177 


Ov 
vy 


6652 


OAAAAAPTPAAPTTTTPPPAAPTTPAPATAATPPATPAAPAPTnPPOTPOAPAAPPAPTP 

vjrtrtrtrtrtL X OnnL X X X X L LLrtrtO X X V^AV^nl/lnJ, Uun X VJrtrt LrtL x VjVjLVJ X VjVjrtVJrtrtVjLrtL X L 


671 1 

O / 1 X 






MIMI MIMI IMMIIIIIIM II M 1 Ml M II M 1 1 IMI Ml 1 1 1 1 II 




Db 


3178 


GAAAAATCCAACTTTCCCCAAGTTCACATCATGGATGAACACTGGCGTGGAGAAGCACTC 


3237 


Ov 
vy 


6712 


PGPGAPAAAPTPPOTPAPPOOnAAPAPPOAPTPAAPPPPPAAPTPPPAPAPTPTATPTPP 


6771 

D / / X 






II 1 1 Mill 1 II Mill 1 MMIMM Mill MMMIMIMM 




Db 


3238 


CGTCAAAGGCTGCGCCGCCATGAAGATCAACTCAAGGCTCAACTTCGACACTGTATGTCT 


3297 


Ov 
vy 


6772 


AAPPAAPPAPAAOTATTAATTAAAPPAA APPPPPAPAPAPAPPPPAPTTTAPAPAPTTTP 

n/iVJV-/inUV.rtunn\J 1 ri 1 Innl X rtJArtVjOrtJ-LrtVjLLrVjLrtvjrtLrtVJrtVJVjLiLrtL X X 1 rtv-ftLrtU 1 X X vjj 


6 ft ^ 1 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 

1 II 1 1 1 II II 1 II II II II 1 1 1 1 1 1 1 1 1 1 II M 1 1 1 1 II II II 1 1 1 1 1 1 1 1 1 II 




Db 


3298 


AAGCAAGCAGAAGTATTGATCAAAGGAAAGCAGCAGACAGAGGGCACCCTACACAGTCTG 


3357 


Qy 


6832 


AGGAGACAAGTAGATGCTTTAGGGGAATTGGTCACCAGCACCTCTGCAGATTCAGCGTCA 


6891 






MIMMIMI MIMMIMI III MIMI II MM Ml MM III 




Db 


3358 


AGGAGACAAGTTGATGCTTTAGGAGAACTGGTCACTAGTACCTCCACAGACTCAGCATCA 


3417 
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Qy 6892 TCACCCAGTCTGTCTCAGCTGGAG 6915 

III II II I III I II II I I 
Db 3418 TCACCCAGTCTGCCTTCCCTTGTG 3441 



RESULT 14 

AR717552 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



FEATURES 

source 



ORIGIN 



linear PAT 07-OCT-2005 



AR717552 2631 bp DNA 

Sequence 52 from patent US 6943241. 
AR717552 

AR717552. 1 GI: 77366506 



Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 2631) 

Isogai,T., Sugiyama,T., Otsuki,T., Wakamatsu, A . , Sato, H. , Ishii , S . , 
Yamamoto, J . -i . , Isond, Y . , "Hio, Y. , Otfsuka , K .- , Nagai,K., Irie,R., 
Tamechika, I . , Seki,N., Yoshikawa, T . , Otsuka,M., Nagahari,K. and 
Masuho, Y. 
Full-length cDNA 

Patent: US 6943241-A 52 13-SEP-2005; 

Research Association for Biotechnology; Tokyo; 

WOX; 

Location/Qualifiers 
1. .2631 

/organism= "unknown" 
/mol_type= "genomic DNA" 



Query Match 34.4%; 
Best Local Similarity 98.5%; 
Matches 2446; Conservative 



Score 24 03.2; 
Pred . No . 0 ; 
0; Mismatches 



DB 2; Length 2631; 

8; Indels 28; Gaps 



1; 



Qy 


1649 


Db 


150 


Qy 


1709 


Db 


210 


Qy 


1769 


Db 


270 


Qy 


1829 


Db 


330 


Qy 


1889 


Db 


390 


Qy 


1949 


Db 


450 


Qy 


2009 



I 1 1 1 1 1 II II II I III 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 



III 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ' I II 1 1 1 1 II 1 1 1 II 1 1 1 II II 1 1 II IMM I 



AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 

I III II 1 1 1 II 1 1 1 1 M 1 1 1 1 1 1 1 1 1 III I II I II I II M Ml 1 1 II I II II II II 1 1 1 1 

AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 



1828 



329 



TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 1888 

1 1 Ml I II 1 1 1 1 II I II II II 1 1 1 1 1 1 1 MM 1 1 II II 1 1 1 1 1 1 1 II I II II II II II 1 1 

TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 389 



GCCAGGCAACTCAGGCCCAGAATGAGTGCAGGAAGCTGCGGGATGAGAAAGAGACATTGT 1948 

III M M ! Ill II I Ml II 1 1 1 1 M M I 1 1 1 M 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M 

390 GCCAGGCAACTCAGGCCCAGAATGAGTGCGGGAAGCTGCGGGATGAGAAAGAGACATTGT 44 9 



TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 2008 

I II 1 1 1 1 1 Mill II II 1 1 II Ml II 1 1 1 M I II I Ml II 1 1 II M II II Ml 1 1 1 II II 

TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACC AGCTGGAAATAGTTGCCATGGATG 509 
CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 2068 

1 1 1 II 1 1 1 1 1 1 II 1 1 II MM 1 1 M 1 1 M 1 1 1 Ml 1 1 Ml II II II M MM M I Ml II 
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Db 510 CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 569 

Qy 2069 TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 2128 

I I I I I I I II I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I II I i I I I 

Db 570 TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 62 9 

Qy 2129 CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 2188 

II 1 1 II 1 1 1 1 1 1 II I II II 1 1 1 ! II I II 1 1 II II II II II II I II 1 1 1 1 II 1 1 1 1 1 1 II I 

Db 630 CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 689 

Qy 2189 CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 2248 

II I I I I II II I II I I II I I I I I I I I I I I I III II I II I II II I II I I I I II I I I I I III I 

Db 690 CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 749 

Qy 2249 CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 23 08 

I II II II I I I I II I I I I I I I I I I I I I I I I I II II I I III II I I II I I I II I I II I I I II I 
Db 750 CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 809 

Qy 23 09 AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 2368 

I II I I III I II II II I I II II II I II I I II II I I I III I I I I Ml II I II I I I I I I I III 

Db 810 AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 869 

Qy 2369 AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 2428 

I I I I I I I II I I I I I I I I I I I I I I I I I I II I I II I I I I I I I I I I I II I I I I I I I I I I I I I I 
Db 870 AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 92 9 

Qy 2429 CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 2488 

I I I I I I I I I I I II I I I I I I II I II I I I II I I I II II I I I I I I I I I II I I I II II I I I I I I 

Db 930 CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAAC AT CC 989 

Qy 24 89 ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTACAGAAACAATTCAGTGAAA 2548 

I II II 1 1 1 II I II 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 II II 1 1 1 1 III Mil II 1 1 i f 1 1 1 1 

Db 990 ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTGCAGAAACAATTCAGTGAAA 1049 

Qy 2549 TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 2608 

Mill 1 1 II I II II 1 1 1 II II I II II 1 1 II 1 1 II III 1 1 M 1 1 1 1 1 M M Ml Ml II II 

Db 1050 TTCTTGCACGCTCCAAGTGGGAAAGAGATGAAGCACAAGTTAGAGAGAGAAAACTCCAAG 1109 

Qy 26 09 AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 2668 

Ml M II II II 1 1 II 1 1 M II M I MM 1 1 II I MM I M 1 1 M II I II I M 1 1 1 1 II II 

Db 1110 AAGAAATGGCTCTGCAGCAAGAGAAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 1169 
Qy 2669 GTGAGAGAGCCCTGGAAGCAAGA ATGAATTTT 2700 

1 1 1 1 II 1 1 1 1 1 M I II 1 1 1 1 1 M I MM MM 

Db 1170 GTGAGAGAGCCCTGGAAGCAAGAGTAAGACAAGGGCAAGAGGCACCTGGAGATGAATTTT 1229 

Qy 2701 GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 2760 

1 1 1 1 1 1 M 1 1 1 1 1 II 1 1 1 II 1 1 II 1 1 II 1 1 MM II II II II I MM 1 1 II I II Ml I II 

Db 123 0 GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 1289 

Qy 2761 GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 2820 

III II 1 1 M M M II III 1 1 MM II 1 1 1 III II II MM M M II II Ml 1 1 1 1 II M I 

Db 1290 GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 134 9 

Qy 2821 GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 2880 

Mill I I | Ml || | Ml || | Ml || | MM || Ml I II I I II II III I II I II I II I III 
Db 1350 GATGAAGAGAAGGAGAGAATTCTGGCCCAACTCCGAGAGTTAGAGAAAAAGAAGAAACTT 14 09 

Qy , 2881 GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 294 0 

IMIIIIIIMIIIIIIII M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 1410 GAAGATGCCAAATCTCAGGGGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 1469 
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Qy 


2941 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


3000 




1 II 1 Mill Ml III II II II IIIIMI II II II III 1 1 E 1 1 1 1 1 1 1 1 1 1 1 1 Mill III 




Db 


1470 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


1529 


Qy 


3001 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


3060 




Ml 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 MM 1 1 M 1 1 1 1 Ml 1 1 1 1 II Ml 1 1 1 1 1 1 M M 1 II 




Db 


1530 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


1589 


Qy 


3061 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3120 




MM Ml II 1 M 1 1 1 1 1 1 1 1 M 1 Ml M M II II 1 1 II 1 1 1 1 II Ml 1 M II 1 M 1 II II 




Db 


1590 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


1649 


Qy 


3121 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 




1 M II IIIMI 1 II 1 1 M 1 1 M MIMI 1 M 1 1 1 1 1 II 1 II MM IIIIMI 1 M 1 1 III 




Db 


1650 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


1709 


Qy 


3181 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


324 0 




1 H III IIIMI MINI 1 II MMM II IMIIIIIIIIIMMIIIIIIMMIIII 




Db 


1710 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


1769 


Qy 


3241 


AATGAGACAATGGAACGACAAAGGACAGAGATTGCAAGGCTGCAGAATGTACTAGACCTC 


3300 




II III MM II II III II II II II IIIMI 1 1 1 1 1 1 1 M M 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 




Db 


1770 


AATGAGACAATGGAACGACAAAGGACAGAGGTTGCAAGGCTGCAGAATGTACTAGACCTC 


1829 


Qy 


3301 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


3360 




III II IIIMI II M 1 1 II II 1 II M 1 II 1 II 1 II II 1 1 II M II II II MM 1 M II 1 1 




Db 


1830 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


1889 


Qy 


3361 


CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


3420 




il Minimi ii 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 i 1 1 f 1 1 i 1 1 1 1 




Db 


1890 


CGCGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


1949 


Qy 


3421 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


3480 


Db 


1950 


Mill II Ml Ml M 1 1 II 1 1 III Mill M Ml MM II M II 1 1 II 1 MM 1 II II II 

GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


2009 


Qy 


3481 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


3540 




M 1 MM || || MM 1 1 III 1 II M II 1 1 1 II 1 1 MM MM Ml II 




Db 


2010 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


2069 


Qy 


3541 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3600 




1 1 II 1 II 1 II M 1 II 1 1 II II 1 1 M II II 1 II 1 1 II II 1 II 1 II 1 1 1 II 1 1 II 1 II 1 II 1 




Db 


2070 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


2129 


Qy 


3601 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


3660 






1 Ml II 1 II 1 M 1 1 1 M II II 1 II II 1 Mill II M II II II 1 1 1 Mill III 1 II 1 II 1 




Db 


,2130 


GTTTATTCTCCCATCAGGAGTGGGTTACATAAACTGTTTCCAAGTAGAGATGCAGACAGT 


2189 


Qy 


3661 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


3720 




1 II IIIMI 1 II 1 II M II II II Ml II II II II II MM II 1 1 II II II IIIMI M II 




Db 


2190 


GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 


2249 


Qy 


3721 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


3780 






IIIMI III 1 II 1 II II M M II 1 1 IMIMM 1 II III 1 1 M 1 II M IIIMI M II II 




Db 


2250 


CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 


2309 


Qy 


3781 


GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


3840 






II IIIMI Ml Ml II M II II II MIMI 1 1 1 II III 1 1 1 II 1 Ml II II II 1 1 II 1 1 




Db 


2310 


ACCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 


2369 



http://es/ScoreAccessWeb/GetItem.action?AppId=10663433&seqId=585791&ItemName=us... 8/25/06 



SCORE Search Results Details for Application 10663433 and Search Result us-10-663... Page 72 



Qy 3841 GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 3900 

1 1 II I II 1 1 1 1 1 1 1 1 1 1 II Mill M 1 1 II II I Ml II 1 1 1 1 II 1 1 II 1 1 II II II 1 1 II 

Db 2370 GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 2429 

Qy 3 901 TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 3960 

MM III I II 1 1 II 1 1 Ml II III II II M Ml I II II II II M I Ml I Ml II Ml II I 

Db 2430 TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 24 89 

Qy 3961 TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 4 020 

I M 1 1 1 M 1 1 1 1 M M M M M M M M M M M M M M M I M M M M I M M M M 

Db 24 90 TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 254 9 

Qy 4 021 GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 4080 

MMMMMMMMMMMMMMMMMMMM MMMMIMMMMMI 

Db 2550 GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 2609 

Qy 4081 CATAATATTGATGATCTTTTGC 4102 

M M M M M M M M M M M 

Db 2610 CATAATATTGATGATCTTTTGC 2631 



RESULT 15 

AX746527 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



FEATURES 

source 



ORIGIN 



AX746527 2631 bp mRNA linear PAT 20-JUN-2003 

Sequence 52 from Patent EP1308459. 

AX746527 

AX746527.1 GI:32130794 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires ; Primates; Catarrhini; 
Hominidae ; Homo . 
1 

Isogai,T., Sugiyama,T., Otsuki,T., Wakamatsu, A. , Sato,H., Ishii,S., 
Yamamoto, J. I . , Isono,Y., Hio, Y . , Otsuka,K., Nagai,K., Irie,R., 
Tamechika, I . , Seki,N., Yoshikawa, T . , Otsuka,M. , Nagahari,K. and 
Masuho, Y . 

Full-length cDNA sequences 

Patent: EP 1308459-A 52 07-MAY-2003; 

Helix Research Institute (JP) ; Research Association for 
Biotechnology (JP) 

Location/Qualifiers 

1. .2631 

/ org anism= "Homo sapiens" 

/mol__type= "mRNA" 

/db xref="taxon:9606" 



Query Match 34.4%; 
Best Local Similarity 98.5%; 
Matches 244 6; Conservative 



Score 2403 .2; 
Pred . No . 0 ; 
0; Mismatches 



DB 2; Length 2 631; 

8; Indels 28; Gaps 



1; 



Qy 1649 ATTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 1708 

I 1 1 Ml I II I II M I II Mill III I II I M I II 1 1 1 M 1 1 1 1 1 M I M II II II MM 

Db 150 AGTCCCATATGAAGGCTCAAAAGAGCGGTAAAGAACAACAGCTTGACATTATGAACAAGC 209 



Qy 1709 AGTACCAACAACTTGAAAGTCGTTTGGATGAGATACTTTCTAGAATTGCTAAGGAAACGG 1768 

MMMMMMMMMMMMMM M M M M M M I M M M M M M M M M 

Db 210 AGTACCAACAACTTGAAAGTCGTTTGGAGGAGATACTTTCTAGAATTGCTAAGGAAACGG 269 
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Pl\7 


X / O J7 


a araraTTa appappttpa apa apappttaptpa appppapatappapp a a atpa apppp 

ttAbrttbirV 1 l/yiwrtLLl 1 bxttAbittttb.tt.bJb. 1 1 1 OrlHvjoL LnoH 1 HuLiiVjLHn/i i uHAbL LL 


x o z o 






1 II 1 III 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 II! 1 1 1 1 1 1 II 1 II II 1 1 1 II 1 1 1 II 1 1 1 




Db 


270 


AAGAGATTAAGGACCTTGAAGAACAGCTTACTGAAGGCCAGATAGCAGCAAATGAAGCCC 


329 


wy 


X O <6 -? 


TPA APA A PP ATTT APA APPTPTT ATP APTPPPTTPP A APA AT APPTPPPP APP ATT A A AP 


i ftftft 






IIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIMIIIIIIIIIIIIIIIIIII 




Db 


330 


TGAAGAAGGATTTAGAAGGTGTTATCAGTGGGTTGCAAGAATACCTGGGGACCATTAAAG 


389 


Pi/ 


1 QOQ 


PPPAPPP A APTP APPPPPAPA A TP APTPP APP A APPTPPPPP ATP A P. A A APAPAP ATTPT 
uLLrtbbLH/iL 1 LnuuLL trtbHH 1 brtu i oLiiub/irtbL 1 bjb.bjbjbjtt. X bjttb7ttAtt.bxtt.bJttb.tt. 1 lbl 


x. :?ft 0 






1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 1 1 1 I I I 1 f 1 1 1 1 1 1 




Db 


390 


GCCAGGCAACTCAGGCCCAGAATGAGTGCGGGAAGCTGCGGGATGAGAAAGAGACATTGT 


449 


yy 


J. 17 ft 


TP P A P A P A T TP A P A P A APTPP APPAPP APAPAP A PPAPPTPP A A AT APTTPPP A TPP A TP 
1 bLAortun 1 1 bxttb. AbxAAb? 1 b.b3Ab7b.AobjAbjAb7Abjttb.b.Ab?b, 1 biVjAtttt. 1 1 1 b?b- b-A 1 brbitt 1 \j 


Z U U o 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 




Db 


450 


TGCAGAGATTGACAGAAGTCGAGCAGGAGAGAGACCAGCTGGAAATAGTTGCCATGGATG 


509 


Pw 




PAPA A A AT ATP APP A APP APPTTPPAP APPTAPA A APTPPPPTPPA AP APPAPP ATP APP 
LAbAHAH 1 tt. 1 bjttb7b7ttA.b7b7.ttbrb. 1 X b7b.Abztt.bjb, 1 -ttbrttAttbi 1 bib. b-b. 1 b. b.ttttbj.ttb7b, AbL tt. 1 bittbibJ 


Z U DO 






MINIMI 1 III III II llllllllllllllllll Ml lllllllllllll NIMH 1 




Db 


510 


CAGAAAATATGAGGAAGGAGCTTGCAGAGCTAGAAAGTGCCCTCCAAGAGCAGCATGAGG 


569 


yy 


9 fi £ Q 
Z U O _/ 


TP A A TPP ATPTTTPP APP AP APPP APPP AP ATPTP APTPPPT A TP A APPTP A PPT A P APP 
X bitttt 1 bjb tt X LI 1 1 bjbttbjb.ttbjttb-b.b.ttbjb3bjttb7tt 1 b, 1 b-Aol bjb.b. 1A1 bjAttbjb. 1 oAvjb, 1 AbiAbrbJ 


Z X Z O 




MIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIMIII 




Db 


570 


TGAATGCATCTTTGCAGCAGACCCAGGGAGATCTCAGTGCCTATGAAGCTGAGCTAGAGG 


629 


Pw 

uy 


Z X Z J7 


PTPPPPT A A A PPT A APPP ATPPTP A APPP A APP APPTP A APP A APAPTTPP A AAA APT A A 
b. 1 b.bib7b 1 tt_ttttb b- 1 tttt.b7b7bztt 1 bib, 1 b7.ttttb7b.b,tttt.b, btt,b7\_ 1 b-ttAbjbjtt_tt.bjtt.bJ 1 ± bjbjAAAAAbJ 1 AA 


Z X O o 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


630 


CTCGGCTAAACCTAAGGGATGCTGAAGCCAACCAGCTCAAGGAAGAGTTGGAAAAAGTAA 


689 


uy 




P A APAPTTA PPP A PTTA PA AP A ATPAPPPPTTP A APP AP A APTTP APA APP A A APPP A AP 
bttttbjttb X lttb.bbttbj 1 1 tt bxttAbAA 1 bHbbbL 1 1 bttAbjbAbjAAb 1 1 bjAb3AAbjbjAAAbjb7b.AAb7 


Z Z ft O 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


690 


CAAGACTTACCCAGTTAGAACAATCAGCCCTTCAAGCAGAACTTGAGAAGGAAAGGCAAG 


749 


uy 




PPPTP A AP A ATPPPPTTPP A A A APPPP A PTTPTP AP A APA A A APPAPP A AP AP A A P APTP 
b.b.b. 1 b-AAbjAAl bjb-b-b. 1 1 bjbjttAAttbjb. b L^tt bj 1 Ibl b.Ab7AAb7AAAAbjb7Ab7bAAb7Ab7AAb-Ab7 L\j 


Z-5 Uo 






1 1 1 1 1 1 1 1 II II 1 II 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


750 


CCCTCAAGAATGCCCTTGGAAAAGCCCAGTTCTCAGAAGAAAAGGAGCAAGAGAACAGTG 


809 


A.. 

Qy 


O O A Q 

z j uy 


Abjb. 1 b-b.Alb7b.AAAAb. 1 lAAAb.Ab.1 lb7b.AbjbjAlb7Ab.AAl AAlb. lUl 1 AAAAb. Abjb. AAb. 1 I A 


o o c o 
z3 DO 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


810 


AGCTCCATGCAAAACTTAAACACTTGCAGGATGACAATAATCTGTTAAAACAGCAACTTA 


869 


yy 


O "1 C Q 


A APATTTfT A r 1 A A TT* A PpTTA APPA TPTPPTTP A TPPTTTPPTTPPTPPAPA APA A PTPP 
AAbiAl 1 1 b.b.AbjAAl bHbb 1 X Artbbrtl bjl bibr 1 1 brAX b?b7 111 bib» i 1 b,bi 1 b.b,AbjAAb7AAb7l obr 


O A O Q 
Zfk ZO 






1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


870 


AAGATTTCCAGAATCACCTTAACCATGTGGTTGATGGTTTGGTTCGTCCAGAAGAAGTGG 


929 


wy 


Z ft Z 


P APPTPPTPTPPATP A PPT A APA APA A A APTP A A ATT APP A A PTPPPP A A A TP A AP A TPP 
b-Avjb, 1 bbj 1 bi 1 bJbrA 1 bjAbib, 1 AAbjAAbjAAAAb, 1 bjttAA X 1 tt bibrttAb 1 bjbjbJoAAAl biAAb.Al b-b 


04QQ 
Zfi OO 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 




Db 


930 


CAGCTCGTGTGGATGAGCTAAGAAGAAAACTGAAATTAGGAACTGGGGAAATGAACATCC 


989 


yy 


OA ft Q 

Z ft O J7 


ATAPTPPTTPAP ATPTPTT APPP A A A APTPTTPPTP ATTT A PAP A A APA ATTPAPTP A A A 
A 1 AbJ 1 bb 1 1 b-tt.br.tt. iblbl 1 AoobiAAAAb? ibl 1 bjb i bitt 111 Ab. Ab7AAAb.AA 1 1 bAbj 1 bzAAA 


0 CA ft 
Z Dft O 






IMIIMIMIIIIIIIIIIIIIIIIIIIIIIMIIMM 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


990 


ATAGTCCTTCAGATGTCTTAGGGAAAAGTCTTGCTGATTTGCAGAAACAATTCAGTGAAA 


1049 


wy 


Z J ft -7 


TTPTTPP APPPTPPA APTPPP A A AP AP ATP A APP AP A APTTAPAP AP AP A A A APTPP A AP 
1 1L1 1 bJbttbbib 1 b btttt bj X bjbjbjttAAbjAbiA 1 bjtttt.bibttbtttt.bj 1 IttbjttbjttbjttbjttAAttb 1 bb. ttttbi 


z O u O 






1 M 1 1 1 1 II 1 1 II 1 1 II 1 1 II 1 II 1 1 1 1 1 II 1 1 III 1 1 1 1 1 1 1 II 1 M II 1 1 1 1 1 1 1 1 1 1 




Db 


1050 


TTCTTGCACGCTCCAAGTGGGaAAGAGATGAAGCACaAGTTAGAGAGAGAAAACTCCAAG 


1109 


Qy 


2609 


AAGaAATGGCTCTGCAGCaAGAGaAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 


2668 






1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 1 1 1 1 1 1 Ml 1 1 1 II II II 1 Mill 1 1 1 1 1 1 II 




Db 


1110 


AAGaAATGGCTCTGCAGCAAGAGaAACTGGCAACTGGACAAGAAGAGTTCAGGCAGGCCT 


1169 


Qy 


2669 


GTGAGAGAGCCCTGGAAGCAAGA ATGAATTTT 


2700 
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MMMIIIIIIIIIIIIIIIII MINIMI 




Db 


1170 


GTGAGAGAGCCCTGGAAGCAAGAGTAAGACAAGGGCAAGAGGCACCTGGAGATGAATTTT 


1229 


Qy 


2701 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


2760 






M M M MM 1 1 M 1 1 M M M MM M M 1 M M M M M M M Ml M M M M M M 




Db 


1230 


GATAAGAGGCAACATGAAGCAAGAATCCAGCAAATGGAGAATGAAATTCACTATTTGCAA 


1289 


Ov 


2761 


GAAAATCTAAAAAGT ATGGAGGAAAT CC AAGGC CTTACAGAT CTC C AACTT C AGGAAGCT 


2820 




1 M M II M II M 1 1 II M M II 1 1 II 1 M II 1 M 1 IMI 1 1 1 Ml 1 Ml 1 1 MM II 1 1 




Db 


1290 


GAAAATCTAAAAAGTATGGAGGAAATCCAAGGCCTTACAGATCTCCAACTTCAGGAAGCT 


1349 


Ov 
vy 


2821 


GATGAAGAGAAGGAG AGAATTCTGGCCC AACT CCGAGAGT TAGAGAAAAAGAAGAAACTT 


2880 




1 1 1 1 II 1 1 1 M II 1 II M 1 II II II 1 II II 1 M 1 1 M 1 M IMMMMMMMMMI 




Db 


1350 


GATGAAGAGAAGGAGAGAATTCTGGCCCAACT CCGAGAGT TAGAGAAAAAGAAGAAACTT 


1409 


Ov 


2881 


GAAGATGCCAAATCTCAGGAGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


2940 






MIMIMMMMIMM M 1 M M M M M M M 1 M 1 M M 1 M 1 M M M M M 1 




Db 


1410 


GAAGATGCCAAATCTCAGGGGCAAGTTTTTGGTTTAGATAAAGAACTGAAGAAACTAAAG 


1469 


Ov 
vy 


2941 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


3000 




II 1 II 1 IMI M 1 1 1 1 Ml II 1 II 1 II III II Ml II Mill II 1 1 1 1 1 1 II II II 1 II 1 




Db 


1470 


AAAGCCGTGGCCACCTCTGATAAGCTAGCCACAGCTGAGCTCACCATTGCCAAAGACCAG 


1529 


Ov 


3001 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


3060 






II 1 1 1 1 1 MM 1 II 1 II 1 1 II 1 M IMI 1 1 II Ml II 1 IMI Ml 1 II 1 III II 1 1 1 1 1 1 




Db 


1530 


CTGAAGTCCCTTCATGGAACTGTTATGAAAATTAACCAGGAGCGAGCAGAGGAGTTGCAG 


1589 


Qy 


3061 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


3120 






II M III Ml 1 1 II II 1 1 1 III MM III 1 MM 1 M 1 II 1 1 II 1 1 1 1 1 M 1 M 1 M 1 M 




Db 


1590 


GAAGCAGAGAGGTTCAGCAGAAAGGCAGCACAAGCAGCCAGAGATCTCACCCGAGCAGAA 


1649 


Ov 


3121 


GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


3180 


Db • 


1650 


MMMMIIMMMMI MIMMM MMMMMMMIMMMIIMMIMM 

GCTGAGATCGAACTCCTGCAGAATCTCCTCAGGCAGAAGGGGGAGCAGTTTCGACTTGAG 


1709 


Ov 
vy 


3181 


ATGGAGAAAAC AGGTGT AGGT ACTGGAGCAAACTCAC AGGTC CT AGAAAT TGAGAAAC TG 


3240 






II II 1 Ml 1 1 1 1 1 II II II III 1 1 II 1 1 II II II II II Ml 1 1 1 1 1 II II 1 1 Ml 1 II II 




Db 


1710 


ATGGAGAAAACAGGTGTAGGTACTGGAGCAAACTCACAGGTCCTAGAAATTGAGAAACTG 


1769 


Ov 
vy 


3241 


AATGAGAC AATGGAACG AC AAAGGAC AGAGAT TGCAAGGCTGC AGAATGTAC T AGACC TC 


3300 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IN 1 II M 1 1 M M M 1 1 1 1 1 1 1 1 1 1 




Db 


1770 


AATGAGACAATGGAACGACAAAGGACAGAGGTTGCAAGGCTGCAGAATGTACTAGACCTC 


1829 


Ov 

vy 


3301 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


3360 






MM 1 1 M 1 II II 1 1 1 1 1 1 M II 1 II II 1 1 1 1 1 III II 1 II 1 1 1 II 1 1 1 II 1 1 Ml 1 Ml 




Db 


1830 


ACTGGAAGTGACAACAAAGGAGGCTTTGAAAATGTTTTAGAAGAAATTGCTGAACTTCGA 


1889 


Qv 


3361 


CGTGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


3420 






II IMIIIIIMIIIIIIIIIIIMIIIIIIIMMMIIIIIIMMIIIIIIIIIII 




Db 


1890 


CGCGAAGTTTCTTATCAGAATGATTACATAAGCAGCATGGCAGATCCTTTCAAAAGACGA 


1949 


Qy 


3421 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


3480 






IIMIMM M II 1 1 1 1 II 1 1 M M 1 1 1 1 II 1 1 II MINIM 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


1950 


GGCTATTGGTACTTTATGCCACCACCACCATCATCAAAAGTTTCCAGCCATAGTTCCCAG 


2009 


Qy 


3481 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


3540 






II Ml II 1 1 M 1 MM II 1 II 1 1 M II II 1 II 1 II MM M Ml II 1 1 1 M 1 1 1 II II II 




Db 


2010 


GCCACCAAGGACTCTGGTGTTGGCCTTAAGTACTCAGCCTCAACTCCTGTTAGAAAACCA 


2069 


Qy 


3541 


CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 


3600 






1 1 II M II M 1 1 M 1 1 II 1 II 1 II M MM II II IMI II II II 1 1 1 1 1 1 1 Ml II 1 1 II 
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Db 


2070 


Qy 


3601 


Db 


2130 


Qy 


3661 


Db 


2190 


Qy 


3721 


Db 


2250 


Qy 


3781 


Db 


2310 


Qy 


3841 


Db 


2370 


Qy 


3901 


Db 


2430 


Qy 


3961 


Db 


2490 


Qy 


4021 


Db 


2550 


Qy 


4081 


Db 


2610 



2070 CGCCCTGGGCAGCAGGATGGGAAGGAAGGCAGTCAACCTCCCCCTGCCTCAGGATACTGG 2129 



IIMIIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIIIIIIIIIIIIIIIM 



GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 3720 

1 1 MM 1 1 II I II I II 1 1 1 1 1 1 1 1 1 1 1 II II II II III I II I Ml II II II II 1 1 1 1 1 1 

GGAGGAGATAGTCAGGAAGAGAGTGAGCTGGATGACCAAGAAGAACCCCCATTTGTGCCT 2249 
CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 3780 

1 1 1 1 M 1 1 1 1 II 1 1 1 1 ! 1 1 1 1 i 1 1 1 1 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 1 1 II I M 1 1 1 

CCTCCTGGATACATGATGTATACTGTGCTTCCTGATGGTTCTCCTGTACCCCAGGGCATG 23 09 
GCCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 3840 

1 1 II I Mill M 1 1 1 1 II 1 1 Ml I II I II MM MM 1 1 MM II 1 1 M MM 1 1 1 1 1 1 

ACCCTGTATGCACCACCTCCTCCCTTGCCAAACAATAGCCGACCTCTCACCCCTGGCACT 23 69 
GTTGTTTATGGGCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 3900 

Ml MMMM M II II 1 1 1 II II MIMI M II 1 1 Mill II M I M Ml 1 1 M 1 1 1 1 1 

GTTGTTTATGGCCCACCTCCTGCTGGGGCCCCCATGGTGTATGGGCCTCCACCCCCCAAC 2429 
TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 3960 

M I M MIMI I III 1 1 1 1 II Ml I II MMMMI Mill 1 1 1 III 1 1 1 Ml 1 1 1 M II 

TTCTCCATCCCCTTCATCCCTATGGGTGTGCTGCATTGCAACGTCCCTGAACACCATAAC 24 89 
TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 4020 

1 1 1 II II II I M III I Ml M I II II II I Ml II II Mill I II I II II MM III I M I 

TTAGAGAATGAAGTTTCTAGATTAGAAGACATAATGCAGCATTTAAAATCAAAGAAGCGG 2549 
GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 4 080 

MM I II III I II II M 1 1 1 1 II II I MM M Mill I M I M 1 1 1 1 II II M II I M M 

GAAGAAAGGTGGATGAGAGCATCCAAGCGGCAGTCGGAGAAAGAAATGGAAGAACTGCAT 26 09 
CATAATATTGATGATCTTTTGC 4102 

M 1 1 MIMM II II M 1 1 III 

CATAATATTGATGATCTTTTGC 2 631 



Search completed: August 15, 2006, 18:08:42 
Job time : 62248 sees 
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